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SEO H> 

NO: 


SEO 0> NO: 
of peptide 
seq ue nee 


Met 
hod 


SEO H> NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence | 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unkiiown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27833 


58201 


A 


28003 


1913 


2388 


P11HNTTAMKKAAKAEPPFTTIV 

CTE*AILSQRTCSL*FTVrNDICP 

GPRAH/VVQDIHGKLFTGSAIA 

NRFQDAMAIPFLGTQGKRVPR 

NGMA1PFPGNRNVIAGAFIPHR 

QHLGQIQLNPVRQCSNLFAHLL 

AQRSEAIFHMRRHHRJRDTVKK 

TILF 


27834 


58202 


A 


28004 


1 


1566 




27835 


58203 


A 


28005 


951 


1217 




27836 


58204 


A 


28006 


1294 


3108 




27837 


58205 


A 


28007 


1 


1896 


LFDWLVSQNELKANPAKGVSA 

PKAPRHLPKNIDVDDMMRLLDI 

D1NDPLAVRDRAMLEVMYGAG 

LRLSELVGLDIKHLDLESGEVW 

VMGKGSKERRLPIGRNAVAWI 

EHWLDLRDLFGSEDDALFLSKL 

GKR1SARNVQKRFAEWGIKQG 

LNNHVHPHKLRHSFATHMLES 

SGDLRARGAYLCAKLLSGAAQ 

VPEWRSAFAWFARCAEQARQN 

QYLQVSSCVPALEGCDVNGAS 

FTLEQMLAWRDHPQVTGLAEM 

MDYPGVISGQNALLDKLDAFR 

HLTLDGHCPGLGGKELNAYITA 

GIEMCHESYQLEEGRRKLQLGM 

SLMIREGSAARNLNALAPLINEF 

NSPQCMLCTDDRNPWEIGHEG 

HIDALIRRLIEQHNVPLHVAYR 

VASWSTARHFGLNHLGLLAPG 

KQADIVLLSDARKVTVQQVLV 

KG\E P 1 DA QTL P A E E I G RL AQF A 

PAYGNTIGRQPLSASDFALQFTP 

GKRYRVIDVIHNELITHSHSSVY 

SENGFDRDDVSFIAVLERYGQR 

LAPACGLLGGSGLNEGALAAT 

VSHDSFTNIVVIGRSAEEMALAV 

NQVIQDGGGLCVVRNGQVTSE 

GAKERMMGKRYKETSGSIGLK 

VPAPLNLNLSLQPREQLGGQST 


27838 


58206 


A 


28008 


1 


3257 




27839 


58207 


A 


28009 


1 


2145 




27840 


58208 


C 


28010 


193 


363 




27841 


58209 


A 


28011 


1 


397 




27842 


58210 


A 


28012 


2 


405 


FVSAQGPGGKRFGTAPATPGCL 

VHDLS*APCLRWYQHPTEEELR 

ILAGKQQKGKTKKDRKYNGHI 

ESKPLTI PKD1 DLHLETKS VTE V 

DTLALHYFPEYQWLVDFTVAA 

TVVYLVTEVYYNFMKPTQEMN 

ISLV 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27843 


5821 1 


A 


28013 




353 


CiYI Pk" P l<sf I A 1 I F/^F* IPVMFI P 
VJ T 1 C IV rvl ov^ lALLr/or lr VINrLK. 

FHrvTFi*Fr , vvv*Kiioi vi wn<sni 

I f fV*l 1 RQIHFf VI IW/*PI TVTvl 
L.L,^ V L/Livo 1 L/r LI Li W rL 1 Y IN 

FHA<%II I RAPVOI FOI *MF\PQ 
Cnrtol LLoLivAr iyLrUL InUKo 

HIPV^ATI VWNJPA VPF A VP, wr» 
n llv I 1 L V IN JN r /A VLrA V UnU 


27844 


58212 


A 


28014 


106 


1814 




27845 


58213 


A 


28015 


37 


2847 




27846 


58214 


A 


28016 


1 






27847 


58215 




28017 


I 






27848 


58216 


c 


28018 


80 


37« 

J Z.Q 




27849 


582 1 7 


B 


28019 


1 


1074 




27850 


58218 


A 


28020 




OJJ 




27851 


58219 


A 


28021 


505 


649 




27852 


58220 


A 


28022 


672 


i yuj 




27853 


58221 


A 


28023 


3 


319 




27854 


58222 


A 


28024 


1 


? 1 9 

^ J 7 




27855 


58223 


A 


28025 


2 


JUO 




27856 


58224 


A 


28026 


1 


1011 
lull 




27857 


58225 


A 


28027 


1 






27858 


58226 


A 


28028 


1 






27859 


58227 


A 




i 
i 






27860 


58228 


A 


28030 


244 


1335 




27861 


58229 


C 


28031 


115 


231 




27862 


58230 


A 


28032 


2 


139 




27863 


58231 


A 


28033 


1 


788 




27864 


58232 


A 


28034 


115 


358 


LIVVRSRRGTSRSGSPRATAMA 
FKDTGKTPVEPEVAIHRIRITLT 
SRNVKSLEKVCADLIRGAKEKN 

1 Ic'VK'nPVPMPTlc' Vk r *IV\/PQPP 
L<IV V IVVJr V IV1V1 i 1 IV V IV IVV rvorvrv 

nT^P^nQPR ATAMA Ftf nTP.^TP 
VJ 1 oivoUorlVA 1 /\lVL/\ r fvU 1 OXV 1 t 

VFPFV A H-TPTP ITT TQP"M\/k r QT P 
V LrC V /Alfllvlivl 1L1 otvTN V KoLt 

KVCADLIRGAKEKNLKVKGPV 
RMPTKVK 


27865 


58233 


C 


28035 


179 


283 




27866 


58234 


A 


28036 


57 


431 




27867 


58235 


A 


28037 


54 


440 


RVPELWVGTEVKERKNARSGV 

Vy V 1 r\ V IrtiLir i VJ W 1 VJVJVJIVrt V 

NLTEAERMRV VINS VCH WRL Y 
E*TANRFS*KQDVGKLTNCVCH 
PEGMLKAVTTQAQVFLVIRHN 


27868 


58236 


A 


28038 


1 


2693 




27869 


58237 


B 


28039 


131 


350 
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SEQ ir> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hi st 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


27870 


58238 


A 


28040 ] 


1 


594 


MLD1TNDQGNASQNHNA1PPYS 

CKNGHNQKIKAGGLWTTVHSL 

LLFQLEQRTQQGYGP1THPKTP 

LHPPALLAVDRGSRSSVPATDS 

LPSAHDRQQQFHTWVCSRLLA 

TVRADPADGQQPQARADVCGC 

RGTGF1NLVMIHLMGFEVGRIQ 

QLEQVAPRPQGVSWEVDSSDH 

LQGSPRVEPPGTWDLRVLCSQG 

Q*EAVNCGPQTPGLD/SFDYGH 

SCRSKVVSHCGFDLHFPDH**C 

KNGHTMQKIKAGGLWTTVHSLL 

LFQLEQRTQQGYGP1THPKTPL 

HPPALLAVDRGSRSSVPATDSL 

PSAHDRQQQFHTWVCSRJLLAT 

VRADPADGQQPQARADVCGCR 

GTG F IN LVMI HLMG FEVGR1QQ 

LEQVAPRPQGVSWEVDSSDHL 

QGSPRVEPPGTWDLRVLCSQG 


27871 


58239 


A 


28041 


1 


285 




27872 


58240 


A 


28042 


1 


1059 


HNLSSSNSFPKMSFPNSSPAANT 

FLVDSLISACRSDSFYSSSASMY 

MPPPSADMGTYGMQTCGLLPS 

LAKREVNHQNMGMNVHPYIPQ 

VDSWTDPNRSCRIEQPVTQQVP 

TCSFTTNIKEESNCCMYSDKRN 

KLISAEVPSYQRLVPESCPVENP 

EVPVPRYFRLSQTYATGKTQEY 

NNSPEGSSTVMLQLNPRGAAKP 

QLSAAQLQMEKJCMNEPVSGQE 

PTKVSQVESPEAKGGLPEERSC 

LAEVSVSSPEVQEKESKEEIKSD 

TPTSN WLT AKSG RKKRC P YTK 

HQTLELEKEFLFNMYLTRER/R 

A L E I SKS VNLTD\RQ VKI\ WFQN 

RRMKLKKMSRENRIRELTANL 


27873 


58241 


A 


28043 


358 


2292 




27874 


58242 


A 


28044 


2 


300 


HSLS/SFFFFFFFFFFFFFFFFFFFF 
FFFLFFFFFLLLLLFVSFSFSFSFS 
SFSFSFSSFSSFSFSFFFLLPSSSSS 
SSSFFFFFFLLLLPFFFFFFEMEH 


27875 


58243 


A 


28045 


2 


241 




27876 


58244 


A 


28046 


t 


126 




27877 


58245 


A 


28047 


49 


183 




27878 


58246 


A 


28048 


3 


212 
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SEQ ID 

NO: 


SfcQ II) jNO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon tor peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27879 


58247 


A 


28049 


13 


494 


WVVPKNKTTFCSEF/CGAFLWP 

NNNNNFFFFFFFFFFFFFFFFFFF 

Fl II PI 1 I PI l l I l PI I pi i pi i p 

S^s^FFFI I I ^^SH^^P^^P^QPCPC 
o o o r r r LLLojonjorojroororj 

S P S <S P <\ *s P *s <s <s *\ <s <s <s <s <s ^ ^ <J Q Q Q Q 

"1 OJl OOl OOOOOOOOOOOOOoOOOO 

oooooojjojor or or or of or or or 
SFFFFFFFFFLFED 


27880 


58248 


A 


28050 


544 


729 




27881 


58249 


A 


28051 


1667 


1896 




27882 


58250 


A 


28052 


1 


477 




27883 


58251 


A 


28053 


25 


448 


RSQFFFFFFFFFFFFFFFFFFFFFF/ 
in vi 1 1 vi i vi i r 1 1 1 1 1 1 1 i i 

LI 1 I /A < sS < s^ < sP<sPP < sP^PQ9<vQQQQ 
i~>i~ti~»t~ti ^voooooi or roiOiOOOOOOO 

1 JJOuOkJJOjLOLUA I V L I T 1VI V I 

HS^PVl PP1 PNJT IIT\JtsJI*FF*FFP 
FRi-TNJPDI FI AA9TI f.vnwi I I 


27884 


58252 


A 


28054 


47 


376 




27885 


58253 


A 


28055 


1 


1740 




27886 


58254 


A 


28056 


3 


1464 




27887 


58255 


A 


28057 


1 


394 




27888 


58256 


A 


28058 


143 


429 


STI OKKFARARHI VTPI nil HI 
FiNjfiFPI 1 VDPYl^l I RVQRVUQP 
PR F Wl FF<s T V DH IP. FPk" FWTO P k' 
iviivLriirrryo l r rive Vror joU 
v v_i rvoo 


27889 


58257 


A 


28059 


165 


408 




27890 


58258 


B 


28060 


21 


253 




27891 


58259 


A 


28061 


1 


150 




27892 


58260 


A 


28062 


1081 


1303 




27893 


58261 


A 


28063 


147 


437 
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SEQ ll> 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27894 


58262 


A 


28064 


107 


2499 


PIEDPEGRRRMREFILRSIQGVL 

RMAPQIQPKPLLTKSSTSVSQA 

RL/TSKQKALLPRQCSGSAKAQ 

AEREKJEETCQVGM KPPVPGG Y 

TLQGKWITTFCNQVQLDTIK1N 

GCLKGKLIYLLGDSTLRQWIYY 

FPK V VKTLKFFDLHETGIFK K H 

LLLDAERHTQIQWKKHSYPFVT 

FQLYSL1DHDYIPREIDRLSGDK 

NTAIV1TFGQHFRPFPIDIFIRRA1 

GVQKAIERLFLRSPATKASVSK 

LKCFWEPTRGTQKYEASQVTG 

A FPLRPKKG A ATPSQL V I VN SS 

D A HNKCDEESE VRIKSTLG LKL 

DCKKGTALTKGTKEDEEDGAM 

SGVDQLCLLSSVDSSGRPQLMT 

DWHGVKGQFSCFKCGEEKELQ 

QKRKLTGKGWNVFFMVLEVG 

KTKIKALEVLASGKGTASWFIQ 

DFLAVNSSHGRWGKKEEFLFQ 

KWKVDPWLPVRWELVQTGTL 

THLVPEGRSDSVTCAWMPLGS 

KQ V YKEPAG FPDMLRLRG S R V 

RMAVVTVHSQLRNLSLGDQHF 

NYPLPLKKKKKKKKKDTLIYPA 

DWLESCQSDNLSLAERDLVLV 

LRLALCALYGLLAPGNGNTESA 

ELHPG DKTE AQRPM ALFK VTR 

PLNERPGDL A SH VS RFAKSFLK 

PAMESLECPQSRLVGEARKGHS 

ELVEKIERGCESTVGEGTTRKG 

SKRDHLDSQCKLGQRSQPWGQ 


27895 


58263 


A 


28065 


1 


1770 




27896 


58264 


A 


28066 


85 


204 


SPCSTSPFRQLA**RRGPHRSPFP 
TVAHLIGEWRLMRNAG 


27897 


58265 


A 


28067 


1280 


1531 




27898 


58266 


A 


28068 




882 




27899 


58267 


B 


28069 


77 


1188 




27900 


58268 


A 


28070 


1016 


1400 




27901 


58269 


A 


28071 


1091 


1770 


CRGGSGCAVCAELAPGAVHTV 

AAERAGAQEAAAGAGPPQLGG 

LIAWATHLQHSAAVPLLSQRM 

CHTCCLSPRKLVIGCRAAKSLSS 

SPCG KWLCAA L 1 RQPS VKGLPS 

CGVPLPLSLSRIQMCSSEATSSW 

ELNPDFG E A ATSP* * ESGF/LQS 

VVSTALLPDNTTGETFHHDGRA 

DIGSQFIHRFLVCCHLLVLRWLI 

TLDTKADVVDIGHRLRCFDCRC 

VDSTICD 


27902 


58270 


A 


28072 


1568 


1819 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


27903 


58271 


A 


28073 


778 


879 


LALIVGNRS*MKPYOTTSVTPR 
CLQQWQQRCANY 


27904 


58272 


A 


28074 


332 


544 


CMRRPSCSCPASIRDNTAPHSRT 
LKVLIIGKLSSGRKLSRILPLLRS 
SSM*PTRAPN*SSASFTFTSVSG 


27905 


58273 


A 


28075 


355 


614 


CMRRPSCSCPASTRDTsJTAPHSR 
TLKVLI1GKRSSGRKLSRILPLLR 
SSSM*PTRAPN*SSASFTFTSVSP 
L*NFIRLHPVY 


27906 


58274 


A 


28076 


I 


2226 




27907 


58275 


A 


28077 


31 


117 




27908 


58276 


A 


28078 


1 


547 




27909 


58277 


A 


28079 


290 


730 




27910 


58278 


A 


28080 


-» 


267 


TLVKVKDAFDOLGA RVG Y1FI 
DLNSGKJLESFRPEERFPMMSTF 
KVLLCGAVLSRIDAGOEOI GRR 
IYTILRMTWLSTHQSQKSILRMA 


27911 


58279 


A 


28081 


1 


1785 




27912 


58280 


A 


28082 


551 J 


685 




27913 


58281 


A 


28083 


2 


211 




27914 


58282 


A 


28084 


1407 


1874 


PRAAAAPTNLSPELSASPRPRV 

ACASAWGAGTDVTGWEAAMP 

RVGRCLPRTGLGSARRLRRPEL 

GGGAGPAPEAMRGFGADAGST 

EOPRLPARS*PRLPORPRRPRK<% 

ERP AG L APRLRPPQP A E PPG LG S 

OERGRGTDRAAADPGI PRT*sPF 

ss 


27915 


58283 


A ! 


28085 


1284 


1786 




27916 


58284 


A 


28086 


1205 


1279 


LALIVGNRS*MKPYOTTSVTPR 
CL 


27917 


58285 


A 


28087 


423 


676 




27918 


58286 


A 


28088 


2266 


2367 


LALIVGNRS* MKPYQTTSVTPR 
CLQQWQQRCANY 


27919 


58287 


B 


28089 


743 


852 




27920 


58288 


A 


28090 


1 


1100 




27921 


58289 


A 


28091 


548 


652 


LALIVGNRS*MKPYQTTSVTPR 
CLQQWQQRCANY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


27922 


58290 


A 


28092 


1 


2438 


MRLFGYARVSTSQQSLDIQVRA 

LKDAGVKANR1FTDKASGSSSD 

RKGLDLLRMKVEEGDVILVKK 

LDRLGRDTADMIQLIKEFDAQG 

VSIRFIDDGISTDGEMGKMVVTI 

LSAVAQAERQR1LERTNEGRQE 

AMAKGVVFAENDKKMLSNAFI 

ETADFRTLIETDDRT1VVGRRGT 

G SFNL A RA ATRLL W R Y AMLME 

IASYISSHYKLSSQISSETLLNEH 

LKKWNSAQGDILRKCRLVAKE 

YLDENNPEES1GDLQFNLNISEI 

ENN1VSLLERSDRKVVILMDKL 

DEAYEPDNIGIGUIAGLAYAS1E 

LNQKAKCIRPIIFLRDNIFRSLSK 

EDPDYSRNIEGQVIRLHWDWA 

QLLMLSAKRMKVAFKLDIEKD 

QRVWDRCTADDP*KGGNGFKR 

CLQFTLYRPRDLLSLLNEAFFSA 

FREN RETI INTDLE Y A A KSI SM A 

RLEDLWKEYQKIFPSIQVITSAF 

RSIEPELTVYTCLKKIEASFEL1E 

ENGDPKITSEIQLLKASGILQSL 

YSVGFVGIRDKNTSSYSFCHDG 

RTPDKGFESNEKLLIHPCYWLG 

LNLNRNALAPEEAEEINDEYD1 

NIISDNSAIRNKTIGQITTHLDQ1 

PIGNEGATEFEQWCLDALRIVF 

ASHLTD1KSHPNGNAVQRRDII 

GTNGGKSDFWKRVLEDYKTRQ 

VVFDAKNFEELGPSEYRQLQSY 

LTGPYGKLGFI1NRDESEVVRSK 


27923 


58291 


A 


28093 


673 


916 




27924 


58292 


B 


28094 


t 


4725 




27925 


58293 


A 


28095 


959 


1387 


CMRRPSCSCPASIRDNTAPHSRT 

LKVLIIGKRSSGRKLSRJLPLLRS 

SSM*PTRAPN*SSASFTFTSVCIS 

RCMSAVMVMAVLTIACRFLKM 

TVSVGHICSLNFALQTSTTAMA 

VPAAATRASRAQPNGRHPWRI 

CWKTQKA 


27926 


58294 


C 


28096 


997 


1302 




27927 


58295 


A 


28097 


659 


2534 




27928 


58296 


A 


28098 


174 


294 




27929 


58297 


A 


28099 


31 


379 




27930 


58298 


A 


28100 


3 


518 




27931 


58299 


A 


28101 


1 


3015 




27932 


58300 


A 


28102 


40 


198 


QAARTTGFYAHLLRHYKTPVG 
HS* Y* WKLHGENKSSAFAVC*P 
TCRNPFIDCW 


27933 


58301 


A 


28103 


390 


1186 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


27934 


58302 


A 


28104 


2 


1287 


GRVGFASTAQSPRILRSEPVRTP 

PIPAFSPLKTLRIMSLHQFLLEPI 

TCHAWNRDRTRPVCLDYYSLV 

VSFEIKK*1ALSPNNHEVHIY1CK 

N G SQWVKA H ELKEHN GHITG I 

DWAPKSDRIVTCGADRNAYVW 

SQKDGVWKPTLVILRINRAATF 

VKWSPLENKFAVGSGARLISVC 

YFESENDWWVSKHIKKPIRSTV 

LSLDWHPNNVLLAAGSCDFKC 

RVFSAYIKEVDEKKASTPWGSK 

M PFGQLMSEFGG\SGTGG\WVH 

G V S FSA SG\S RLG WG S ATDST V 

SVCWMPSKSXLQVSTLKTEFLPL 

LSVSFVSENSVVAAGHDCCPM 

1 FNYYDRfiCl TFV*sKI DlPkrO^T 

ORNMSAMFRFRTslN/TDKR ATTF 

DRNTAI FT! HCYNSITOV^IYFV 

FKTT F^^TOni RTM 


27935 


58303 


c 


28105 


198 


362 




27936 


58304 


A 


28106 


1 


915 




979^7 




A 

r\ 


98107 




SI 0 




27938 


58306 






88 


937 




27939 


58307 


A 




527 


1905 

1 Z.\J -J 




27940 


58308 




281 10 


9 


979 




27941 


58309 


A 


28111 


39 


543 




27942 


58310 


A 


28112 


1 


789 




27943 


58311 


A 


28113 


401 


912 




27944 


58312 


B 


28114 


147 


653 




27945 


58313 




281 15 


586 


650 


KIOPT PI Wl 1 FT 1TFT HAFOFT1I 
Al RV1 NVFNKRFNSI HKN1 A FN 
LF V YNKANSMP* RLL WKAPRS 
DK*IQ*SLRIQNQCTQISSTAVH 
STVTKLRIKSRTQPLLQQL 


27946 


58314 


A 


281 16 


\ 


1464 




27947 


583 15 




281 17 


260 


462 


MI YT <sni*PK AF/TTHAK WTini 
KSGSGKVYQGPAKGAADTTIIL 
SDEDFHGRWSGASLTLRRHSLV 
AG 


27948 


58316 


C 


28118 


183 


254 




27949 


58317 


A 


28119 


98 


445 


LGSGDLPWEINPLSSCSLLCE1CH 

PPTTSGPOTDOPKKHI TNFK^G 

ACYMCRKSGHWAEECPQPGIPP 

KPRPICVGPH*KSDCSTHLAATP 

RAPGTPAQGSLTDSFPDLLGLA 

AED 


27950 


58318 


A 


28120 


32 


143 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


2795 1 


583 19 


A 


28121 


39 


346 


QYISELQFLASTVRQTPATSPAH 

KNFQTPEPQQPGIPPEPPPPGAC 

YKCWKSGHQAKECLQPGIPRK/ 

HASHLWQPLPEPPGTLAQGSLT 

DSFPDLLGLAAED 


27952 


58320 


A 


28122 


159 


306 


LGSGNLP*EIMPLSSCSLFREEDP 
PTTSG PQTNQPK E H LTN F K S A A 
ED 


27953 


58321 


c 


28123 


80 


106 




27954 


58322 


A 


28124 


166 


423 


RPRSERLLWGTSPLS/CALTL*G 
DPPTTSGPQTNQLKJEHLTNFKS 
GPHWKMDCPTHPAATPRAPGT 
LAQGSLTDSFPDLLGSAAED j 


27955 


58323 


A 


28125 


1 


354 




27956 


58324 


A 


28126 


1 


702 




27957 


58325 


A 


28127 


317 


427 




27958 


58326 


A 


28128 


467 


640 


SARKRFQLSP**NKITLLKPASS 
AISALAATPRAPGTLAQGSLTD 
SFPDFLSLAAED 


27959 


58327 


B 


28129 


1 


320 




27960 


58328 


A 


28130 


1 


605 




27961 


58329 


A 


28131 


273 


529 


LGSGDLPWGINPLSSCSLLREK 
DPLTI SG PQTHQPKEH LT7M FKSG 
PH * KSDCSTAPGVATPRA PGTLA 
QGALTDSFPDLLSLAAED 


27962 


58330 


A 


28132 


459 


601 


DVDRHVRGSNFHHNEIRSLAAT 
PRAPGTLAQ/GLTDSFPDLLGLA 
AED 


27963 


58331 


A 


28133 


1 12 


331 


LGLGDLPVWEIMPLSSCSLLHEK 
DPPTTSGPQTDQPKKRLTNFKS 
ATPRAPGTLAQGSLTDSFPDLL 
GLAAED 


27964 


58332 


A 


28134 


1 


579 




27965 


58333 


A 


28135 


72 


300 




27966 


58334 


A 


28136 


722 


820 




27967 


58335 


A 


28137 


1 


624 




27968 


58336 


A 


28138 


348 


636 




27969 


58337 


A 


28139 


134 


1131 




27970 


58338 


A 


28140 


1 


1209 




27971 


58339 


A 


28141 


2 


764 




27972 


58340 


A 


28142 


3 


805 




27973 


58341 


B 


28143 


1 


861 




27974 


58342 


A 


28144 


1 


1599 




27975 


58343 


A 


28145 


1 19 


593 




27976 


58344 


A 


28146 


1 


573 
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WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27977 


58345 


A 


28147 


163 


593 


GFLEVQTPHPPNLDGPRRANRN 

TFLWTCHVG1PDLPALPAPASFL 

GTO'I TI KKASOfiPRTEKVTOD 

LAQPFWTTGRQLRFVLHLSLQQ 

KDLSKCWRGAEVVLGPTRJLFL* 

GYSEGVKJENGTGGVNK*AFSM 

VL/Olv W I 1 N i V_> L_/ 1 1 


97Q7R 




A 
r\ 


ZO 1 HO 


1 so 

1 J7 


40S 


PR! RVKYTOI CI I *S/CWRFRKK 
FHI CSKRVFI ROHTTI fiRVGWP 

krri <sor;<\Af;rFPACii ah^pph 

I AF APflSClFCTAl Fl Wl 


97070 
z / y i y 


JOJ't / 


R 


ZO 1 *T~ 


19 s 


1561 




Z / 70u 


JOJHO 


A 


9R1 SO 


1 
1 


1 771 




z / z*o I 




A 

/A. 


9R1 SI 




698 




97QC9 

Z / 7OZ 


jojjU 


A 


9R 1 S9 

ZO 1 JZ 


1 
1 


I960 




z /yoj 


SR^S 1 
JOjj I 


A 

/A. 


9R 1 S^ 
Zo 1 jJ 


S7 


s09 




Z izfo** 




A 
AY 


9R 1 Sd 

ZO J JH 


1 

1 


94 S 




Z / 70J 




A 


9ft 1 SS 

ZO I 


-J 


499 




27986 


58354 


A 


28156 


3 


1372 




27987 


58355 


A 


28157 


1 


1653 




27988 


58356 


A 


28158 


586 


867 




27989 


58357 


A 


28159 


1 


1410 




27990 


58358 


A 


28160 


1 


1441 


MDIKKGITDISASLRVESGWEA 

RTRKEKTHIMTVIIGHVDSGKST 

TTGHLIYKCGGVDKRTIEKFEK 

EAAEMGKCSFKYAWVLDKLK 

AEREHGITIDISLWXKFETSKYY 

VTIIG APGHRDFI KN\MITG\TSQ 

A\D\CAVLIVAAGVGEFESWYSP 

RNGQTREHALL\AYTLGC*NKL 

IVGV\NKMDST\EPPYS\QKRYE 

EIVKEGSTYIKKMGYNPSTVAF 

VP\I SG W\NG*QHCLE A K WLTCP 

WFQGDGKVTP*GLAIASWEPRL 

LWRALALQSYPPTRPTDQAPLR 

PASPRMSYQKLGG1VNVATEV 

KSVEMH HEALSE VLPGDN/VG A 

FNVKNVSVKDVRRGNVAGDSK 

NDPPMEAAGFTAQVI1LNHPGQ 

ISAGYAPVLDCHTAHIACKFAE 

LKEKIDRRSGKKLFDGPKFLrCS 

GDAAIVDMVPGKPMCVESFSD 

YPPLGRFAVRDMRQTWAVGVI 

K\AVDKK\AAGAGKVTK\SAQK 


27991 


58359 


A 


28161 


125 


370 




27992 


58360 


A 


28162 


156 


547 




27993 


58361 


A 


28163 


108 


919 
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skq in 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknuwn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


27994 


58362 


A 


28164 


1 


712 


LNSEGNSGSGDSISYDAPAGNS 

FLEDCELSRQIGAQLKLLPMND 

Q1RELQT1IRDKTASRGDFMFSA 

DRLITLVVEEGLNQLPYKECMV 

TTPTGYKYEGVKFEKGNCGVS1 

MRSGEAMEQGLRDCCRSIRIGK 

1LIQSGGETHRAQVYYAQFPPDI 

YRRKVLLMYP1LQTGXNTEFEA 

VKVL*DHGVHPSVIIQLSPFL1P 

HGGQ\SIIQRFPEFPI*PTEVHPV 

APTHFGQKYFGTD ! 


27995 


58363 


A 


28165 


1 


606 


G I RSAMQNTQNLLQMPYGCGE 

QN MVLFAPNIYGLD EVLNETQQ 

LTPE1KSKA1GYLNTGYQRQLN 

YKHYDGSYSTFGERYGRNQGN 

TWLTAFVLKTFAQARAY1FIDE 

AHITQALIWLSQRQKDNGCFRS 

SGSLLNNAIKVNHSGASFDLSI 

M1SARMRIGSDNVKNSKGKPQ 

RKIKPGWHQKRGDRTKVDCDT 

LSYRDGYG 


27996 


58364 


A 


28166 


1 


4626 




27997 


58365 


A 


28167 


15 


4479 




27998 


58366 


A 


28168 


256 


852 




27999 


58367 


A 


28169 


319 


405 




28000 


58368 


A 


28170 


606 


896 




28001 


58369 


A 


28171 


1 


372 


FRRVACVGSAGD\TAGAEP/RG 
ACATAWVCEMAADISESSGAD 
CKGDPRMSAKLDADYPLRVLY 
CGEYCEYMPDVAKCRQWLEK 
N FPNEF A KLT VEN SPKQE AG I SE 
GQGTAGEEEEKKKQKRG KT 


28002 


58370 


A 


28172 


1 


731 


LSRGSAAGGRALGRPWGARRV 

ACVGSAGD\TAGAEP/RGACAT 

AWVCEMAADISESSGADCKGD 

PRNSAKLDADYPLRVLYCGVC 

SLPTEYCEYMPDVAKCRQWLE 

KNFPNEFAKLTVENSPKQEAG1 

SEGQGTAGEEEEKKKQKRGGR 

GQIKQKKKTVPQKVTIAKIPRA 

KKKYVTRVCGLATFEIDLKEAQ 

RFFAQKFSCGASVTGEDEIIIQG 

DFTDAII\DV1QEKWPEVG**QPL 

EDLGRK 


28003 


58371 


A 


28173 


335 


2297 




28004 


58372 


A 


28174 


23 


416 




28005 


58373 


A 


28175 


1 


681 




28006 


58374 


A 


28176 


1 


1668 




28007 


58375 


A 


28177 


1 


1587 





3682 



BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vo, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


28008 


58376 


A 


28178 


250 


687 


AATSLPFRASTIASANS1LRVGV 
MTSIHHFVFSKRVCCNFTSKTY 

^^V^P^nnATni c\/d pnv i i v/i; 

r rrllilVIOr^rrAooLiLH Y yjk)* rl 1 

upi lji vwvfc a d Du/xir.ni XII>C 
ritvLriJLY W V r oAKr W NUDLlNl >> 

<J A l-ir>T*UP* DI LJC 

o/\ v\Yj\ nc rLrir 


28009 


58377 


c 


28179 


45 


1 79 




28010 


58378 


A 


28180 


743 


1478 




2801 1 


58379 


c 


28181 


151 


35 1 




28012 


58380 


A 


28182 


2 


355 




28013 


58381 


A 


28183 


19 


428 




28014 


58382 


B 


28184 


61 


21 18 




28015 


58383 


A 


28185 


1 


1824 




28016 


58384 


A 


28186 


150 


1552 


KN METEQPEETFPNTETN G E FG 

KRPAEDMEEEQAFKRSRN TDK 

MVELRILLQSKNAGAVIGKGG 

KNIKALRTDYNASVSVPDSSGP 

ERILSISADIETIGEILKKIIPTLLL 

GLQLPSPTATSQLPLESDAVECL 

NYQHYKGSDFDCELRLLIHQSL 

AGGIIGVKGAKIKELRENTOTH 

KLFQECCPHSTDRVVLIGGKPD 

RFV\ECIKIILDL1SESPIKGR\AQP 

YDPNFYGWKPMDYG\GFTMMF 

DDRRGRPVGFPMRGRGGFDRM 

PPG RGGRPM PPSRRDY DDM S PR 

RGPPPPPPGRGGRSGSRARNLPL 

PPPPPPRGGDLM A YDRRG R PG D 

RYDGM VGFSA DETWDSA 1 DTW 

SPSEWQMAYEPQGGSGYDYSY 

AGGRGS YGDLGGPI ITTQVTI PK 

DLAGSIIGrCGGQRIKQIRHESGA 

SIKIDEPLEGSEDRJITITGTQDQI 

QNAQYLLQNSVKQYSGKFF 



BNSDOCID: <WO 0175067A3_IA> 



3683 
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SKQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


28017 


58385 


A 


28187 


221 


1634 


KNMETEQPEETFPNTETNGEFG 

KRPAEDMEEEQAFKRSRNTDE 

MVELRJLLQSKNAGAVIGKGG 

KNIICALRTDYNASVSVPDSSGP 

ERILSISADIETIGEILKKIIPTLEE 

GLQLPSPTATSQLPLESDAVECL 

NYQHYKGSDFDCELRLLIHQSL 

AGGIIGVKGAKIKELRENTQTT1 

KLFQECCPHSTDRVVL1GGKPD 

RVVECIKIILDLISESPIKGRAQP 

YDPNFYDETYDYGGFTMMFDD 

RRGRPVGFPMRGRGGFDRMPP 

GRGGRPMPPSRRDYDDMSPRR 

GPPPPPPGRGG\RGGSRARNLPL 

PPPPPPRGGDLMAYDRRGRPGD 

RYDGMVGFSADETWDSAIDTW 

SP\SEWQMAYEPQGG\SG\YDYS 

Y/AQGGRGSYGDLGGPIITTQVT 

IPKDLAG/SLFIGKGGQRMKQIR 

HESGS/SS1KIDEPL\EGSEDRIITI 

TG\TQDQIQ\NAQYLLQ\NSVKQ 


28018 


58386 


A 


28188 


218 


497 




28019 


58387 


C 


28189 


183 


254 




98090 


JOJOO 






1 


1056 




28021 


58389 


A 


28191 


825 


933 




28022 


58390 


A 


28192 


1 


201 


LVGHDRQGEHVCFYENYAE1G 
NR*GRNLGLTEVTGAVCEALR 
QYSPGNLLSLMGVRVSPSESEE 


28023 


58391 


A 


28193 


450 


509 




28024 


58392 


A 


28194 


2 


71 


SLTIPQPLSPFNLGVTLQSLPSLN 
FSSFPFLVENGDAFYLAATLRA 
PGTV AQGSLTPSQ1FS A * WRHPS 
ISPFS 


28025 


58393 


A 


28195 


213 


350 


AVSHLCGTPLEIRLFNSPGSHSQ 
SPWNSGPRLSD'LLPRSSGLSG 


28026 


58394 


A 


28196 


372 


782 


LRSADLPWEINPLSSCSLLHEKD 

PPTSSG PQTDQPKJEH LTNFKSE 

KKETRFIRGPKTPAPVMD*GRQ 

PSLGV*PLQGCLSDYSPRFQRC 

QTTQGHLPWSFTLSSKSHFSGG 

RGKSLLQVPEIWPPGQGMPAA 

QDSS 


28027 


58395 


A 


28197 


189 


380 


SLC1FSSASALQQQWQHEGWC 
GQLLPRGHGPNRKLQQQRQWI 
LL*VPEILPLGQGMPAAQDSS 


28028 


58396 


A 


28198 


33 


302 


FRICALSTKLFCLSTPWCQTHIL 
SYPQYLPLLPIYSVLDLRHAFFT 
1ALHPSSQPLFAFT*TDPDTH*A 
QQITWAALPQGFTDSPHYVQ 



3684 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hud 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28029 


58397 


A 


28199 


1 


532 


MRVRNREEGNVGKWGERQVD 

QRDAVMRVRCGI WNNVGDRIE 

VRAENNGNCGTQQRVGTTEGA 

GGAES1SVRLPRRSGSVSLQLLS 

REDLGRSQSESLGPEFQGLWK 

WLPDESSVWPAPGCLLLYCTH 

Vnk'PkJT.RRQI H\/PHA*ni L"T*r\ 
v i^rvC-fvvjrv.ixoLrl v CM A. i^JLlv 1 U 

AARSPRKPDTYTFCSPGSFSCTH 

SRYHT*PS*LH\SLIHLTFTPFPH1 
SFFPVSHPH 


28030 


58398 


A 


28200 


266 


397 


SVHCQRFCRNRVPLVENQILTG 
ETNILHTCMHTWF*DHVWKVT 


28031 


58399 


A 


28201 


21 


549 


LGPLPFSLSPCCLHCQGKRLCG 

HHEEARRRKNVSIPRKEAGIIHC 

KGHQKVASDPIAQDNAYADKL 

AK'K' A A ^VPT^VPHn IQH A dddt d 

THQ AR Y WQI DFTH M PR VRKLK 
YLL V W V DTFTG WVE A FPTG SK 
KATAVISSLLSDIIPQFSLPTSIHS 
DSRLAFISQ1TQAVSQALGIK 


28032 


58400 


A 


28202 


3 


518 


KRPHPYLPLLTLFSDSAHLHPG 

EINNHVAHTRPVWWSLHTDVH 

EIWCRDSDRGTSLGRSIPCPPVL 

CSVRKIHLQPQVLRPTSPRNISPI 

LNQVSGLFLLSSPTSLTVPQPLS 

PFN LG ATLQS/A PFS* FQFLSFSG 

RDKGDTFYPWSQNSGACHRLG 

KAAFPWCLIIAGTPL 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28033 


58401 


A 


28203 


-» 


1626 


SEGEAKGSITLTVCTALYLKLT 

LFHKTGVFGPLRFPVVMTLNPS 

PFHDGTRELGASEA1GQCQSSA 

AKLRRSGKESESLGPEFQGLWK 

WLPGSSQCFARESLEEKLSLCF 

RPSDPGAEPPRTAVRPITERSLL 

QGDEYCCALGQGVPNPWSTDR 

YWNWATLQEIGPSSCRKTSSGL 

PLILRYGHVRDLHGSSSHHRPG 

GPKRNKWFRELGLGSACCMRP 

RDLVPCVPAAPAVAERGESTA 

QAVASEGASPKPWQLPGGVGP 

VGAQKSRIEVWEPLPIFRRMYG 

KACMSRQKFAAGAGFSWYVPV 

AVVGAKVHDVNLHMLSFPSK 

WKLHTCMKFGAVTQ1VTSLGR 

SSCSLLLEKDPPMVLRPTSPRN1 

SPISNLTKETRFIRGPKTPAPVT 

DWEGSLPLVFNHCRDASLI1HP 

GFRGVRPRRDACLSPSPLANLFN 

LTFKVYNNRKXLQFLAFTVRQ 

TSAMSPAHKNFQXSLTMLSGQAF 

LQNLLPQELATSARNPATRPRN 

ACSPG FLLSH V PS VRDPTGN WT 

VQLTWHPLPEPLELWPKAL 


28034 


58402 


A 


28204 


921 


1009 




28035 


58403 


A 


28205 


1 


1005 




28036 


58404 


A 


28206 


1 


2706 




28037 


58405 


A 


28207 


1336 


1490 




28038 


58406 


A 


28208 


466 


560 




28039 


58407 


A 


28209 


863 


1672 




28040 


58408 


A 


28210 


1 


876 




28041 


58409 


A 


2821 1 


133 


746 


SVKMVRYSLDPEN\PMKSCK/S 

QRGSNLRVPFKDHS*KLPQAHQ 

RVCHIRKSPTKYXLKDVHLTRN 

QCVPIPDRYNG*QLGQVCRRPK 

QMGPGTTKGRVWPQKGVLKFL 

PAHALKTAEM*C*TLRVLDVDS 

LVIEHI\QVNKLAPVKM\RRRTYR 

AHGRINPYMSSPCHMEMMLTEK 

EQIVPKPEEEVAQKKKIS\QKKL 

KETPTLWHGE 


28042 


58410 


A 


28212 


3 


466 




28043 


58411 


A 


28213 


1 


2772 




28044 


58412 


A 


28214 


1 


1353 




28045 


58413 


A 


28215 


195 


285 


DIHLLYPVG/RNRGICRKLK*RLR 
S*DY*CWR 



3686 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28046 


58414 


A 


28216 


23 


561 


CRPRKFYYEEDWLITKLKGQVS 
QESLSEKASSQATLPNQPVEKAl 
IMQLGTLLTFLHELVPTALPSGS 
CVDTL/SKGLVQNVHHTYSPCQ 

NFKRPVR A PFFFOkf l\X/^^JQ\X/*Q^ , 
in r iorv\_ v IvArccrv^M WINoW 

MYTriFk" k'Pk'PA AVATAMA D\/t 
lNi i kj i\.iVJDrv r /a/\ V A J A lvl/\ rv V 1^ 

RFTk'PTP'MI IPAFPnVPkTT nnn\/ 
rvC 1 JVr lr lNJ_,lr Alc.1^ Y cKrLnrrV 


28047 


58415 


A 


28217 


2383 


265 1 




28048 


58416 


A 


28218 


125 


1 mfi> 




28049 


58417 


A 


28219 


466 


UtJ 




28050 


58418 


A 


28220 


73 






28051 


58419 


c 


28221 


] 


240 




28052 


58420 


A 


28222 


2 


499 




28053 


58421 


A 


28223 


192 


351 




28054 


58422 


B 


28224 


1 


2103 




28055 


58423 


A 


28225 


247 


400 




28056 


58424 


A 


28226 


288 


JO? 


WP^RRRfiWYI f T r.FHMVU/RQC 
1 "LV t\X^ I r jtruULLr K YU1 Yr V 

p cr^ pp i p/^i/^;\/c p vr^Qii-iQr:/i> w/r* 

ivov^r ivJUr VJVJ V ol\ i Uolnou/K WL 
WsP'sU/^PU/l TQVTPR! V\/AI 

M*AVVCPVVGKQP 


28057 


58425 


A 


28227 


319 


398 




28058 


58426 


A | 


28228 


1299 


1506 




28059 


58427 


A 


28229 


1250 


1907 




28060 


58428 


A 


28230 


547 


638 


EKRKSNCPCLQMT*LYI*KTPSS 
QPKISLS 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28061 


58429 


A 


28231 


488 


2358 


RLSLGHWAAGKQGASDSCEKP 

TQPPSGVLESTTP/CAAPSPPNR 

DSGPCPASSPGLSRPLLSGTAW 

APPPAPPWARVRPPREVWRAD 

LLTPQGGGPATGVSGGEECDSP 

VGGN PG I WKA WG HRRTRV AG I 

GRRGGPGEADKQPLLV1LRQTG 

SG V DLQQTPTDLQLRVLTV RR 

NTN K RKG HPHQN PI CTS PSS KT 

EGRSMRQKVNKDIQELNSALH 

QVDLIDIYRTLHPKSTEYTFFSA 

PHHTYSN1DHIVGSKALLNKCK 

RTEIVANCLSDHSAIKPELRIKK 

LTQNCSTTWKLNNLLLNDYWR 

SKRKTHSKASRRQEITKIRAELK 

EIETQNTLQKINESRSWFFEN1N 

K1DRLLERLIKKEREKNQIDAIK 

NDKGDITTDPTKIQTTIREYYKH 

LYKNKLLNLEEMDKFLDTYTL 

PRLNQEE1ESLNRP1TGYEIEAII 

NSLPTKJCSPGSDGFTAEFYQRY 

KQELVTFLLKLFQSTEKEGILPN 

SFHEASIILIPKPGRDTTKKENFR 

PISLMNIDAKILNK1LANQIQQHI 

KKLIHHDQLGFIPGMQGLFSTC 

KSINVIHHINKTKDKNHMIISID 

AEMASDKIQQPFMLKTLNKLGI 

DGMYLKHRAIYDKPTAN1ILNG 


28062 


58430 


B 


28232 


1 


2664 




28063 


58431 


A 


28233 


767 


969 


KKRVFNPEFHIQPN*AS*VKEK* 
NPLQTSKC*EILSPP\ACPKRAPE 
GSTKHGKEQPVPATAKTGQIV 


28064 


58432 


A 


28234 


804 


920 


RDIYSNKCPQEKPEKI*NGHPNI 
TIKRIREARAKTFKS 


28065 


58433 


A 


28235 


786 


935 




28066 


58434 


B 


28236 


3 


1555 




28067 


58435 


A 


28237 


895 


1389 


GELLEVVMTLAWSWGLFLAR1I 

QTQVFKAFNLFVLILRSSWAFC 

WTHGDELWALVSRKPK*HPGF 

CDHAPSTFPPPGLCP/EPTPPPGA 

VSQYPCPPPSCPWPRWLVLPLP 

VLAGTSSPWKGFSYPPCCFSPF 

HLPARFLHRGNCLSTFDLVVLP 

PLEMPVLALS 


28068 


58436 


A 


28238 


704 


799 


EKRKSNCLCLQMT* LCI * KTPSS 
QPKTSLGW 


28069 


58437 


C 


28239 


178 


1287 




28070 


58438 


B 


28240 


1 


1028 




28071 


58439 


A 


28241 


476 


678 




28072 


58440 


B 


28242 


1 


1059 




28073 


5844! 


B 


28243 


1 


924 





3688 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 

ran 1 1 i> n P P 

Nt_LJ LI ell It 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


28074 


58442 


A 


28244 


39 


200 


1 PI Fl IFPPT FP^PA + I PU/pr,I PT 

LC*IGVVREGIPVLCPFSKGMLP 
VFAHSV 


28075 


58443 


A 


28245 


225 


314 




28076 


58444 


A 


28246 


243 


311 




28077 


58445 


A 


28247 


21 


1593 


RKRTAPAGPRRHPKHCECPNCG 

SGKGRPS/CSQTHPPPGKLKSSP 

*SRKAENSKNQSAFSPPKDHSSS 

PVMEQSWMENDFDELTEVGFR 

SLAETQQQQKEKFRPISLMNID 

V KI LN K 1 L ANRI QQHIKKL 1 H HD 

QVGFISGMQGWFNICKSINVIH 

H1NRTNDKNHMI1SIDAEKAFD 

K1QQPFMLKTLKKLGIDGTYLK 

IIRAiYDKSTASIILNGQKLEAFP 

LKDRTRQGCPLSPLLFN1ALEVL 

ARA1RQEKDIKCIQLGKEKVRL 

SLFA EDMI VYLENPI VSAPNLFK 

L1SNFSKVSGYKINVQKSQVFL 

VTXTKJP OP PQnTK/TMCCDI7TI a nnn 

IKYLGIQLTRDVKDLFKENYKP 

1 1 kTPIl^FriT\Ik r Wk r lsJ\>fPr >, Q\l/lr^ 
LLIxClrvDU I iNfv W IS. FN fvlr WlVj 

RIN1MKMAILAKVIYRFNAIPIK 
LPMTFFTELEKTTLKFIWNQK 


28078 


58446 


A 


28248 


129 


239 


FFLTMSMECSSICLCPPLFR*AV 

\/r^ P QP*Pf~lPCLJI>T 


28079 


58447 


A 


28249 


3 


254 


GTAWAPPPAPPWARVRPPVEKC 
GAPTCSHPREEAPRLASPAGKN 
VTVPWGETQGSGRLGVTGEPE 
LLGLGGAGALARLISSLCW 


28080 


58448 


A 


28250 


80 


517 


GHFLGQQPRPQLHSPAPDXPPAP 
TPTD AEG LPQQQQLPQL E PQPE 

v^yUr V C/\ Ii/\tvv^Lrvo^iVliVr V KJ\. 

DpApFFl kTTk^MlVyfr^r^XlTF AUA P 
iVi ACCCLIS. 1 ISiN lv 1 LJUl^i 1 r /\ivl/\ t 

HPDVQESVGPLVAPTPLRPWPQ 
MTLQVCWSLLEFHSRPCLPGY 

HOORT nTsKk'nPfM FT P 


28081 


58449 


A 


28251 


1 


670 




28082 ! 


58450 


A 


28252 


1450 


1650 


QWISRQKLYKPEESGGQYSTFL 
KKR1FNPEFHIQPN*AS*VKEK* 
NPLQTSKC*EILSPPGLPYKSS 


28083 


58451 


A 


28253 


1010 


1294 


KK R IFTsIPFFHTOPTsI* A^frVlfFW* 
MPT r>T < 5lcT , *FTT QPPf;F PVk"Q\PP 
Oo/\IVrlOISJDv«/r ir 1 I AK. J t—l^I V Jv 

TIQA 


28084 


58452 


A 


28254 


41 


812 




28085 


58453 


B ■ 


28255 


1 | 


2957 




28086 


58454 


B 


28256 


650 


3212 




28087 


58455 


A 


28257 


1 


556 
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SfcQ ID 
NO: 


SfcQ ID NO: 
of peptide 
sequence 


If 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


Z0U00 




A 


787SR 


378 


566 


KHSQGILLQVPEIWPLGQGMPA 
SRDSS*AVSHLCGTPLEIGWSNL 
PGSHSQSPWNSGPRLSD 


Z0U07 


SR4S7 


A 






253 * 




ZoU"U 


SR4SR 


A 


28260 


409 


884 




OQAQ 1 




A 


7876 1 


1 
1 


2256 








A 


78769 


1 1 8 
110 


302 






SR4£ 1 


A 


78961 


^58 


659 






3o**OZ 


A 


98964 


1 
1 


400 








A 


9876S 


108 


433 








A 


78966 


1 

1 


71 1 




zouy / 




A 


98967 


»7 ~ 


657 




28098 


58466 


A 


28268 


1 


400 




28099 


58467 


B 


28269 


232 


498 






SR46R 


A 


98770 


] 


2978 




OQ1 A1 




B 


7877 1 

Z.OZ. / 1 


198 


290 




OR] no 
Zo I uZ 


SR470 


A 


98777 

X.OZ. 1 jL, 


3 


193 


DVNIFIRYGLWCFLSPFGLL*QF 
WRLEVQYQDAADSMSGGDPLS 
HS 


28103 


58471 


B 


28273 


125 


197 




Zo IUh 


JO't / z 


A 


98974 


1 
1 


1776 




<-)0 1 AC 

Zo 1U.> 




A 


7897S 


1 Q 


223 


GFPNRTALPKNGNKNGGEASM 
VRGCLERAET*GCPNGMPQGE 
RL S RFG LRTETTGT VTFRLH CL 
QQSR 


28106 


58474 


A 


28276 


3 


334 




28107 


58475 


A 


28277 


2 


1698 




28108 


58476 


B 


28278 


1 


1281 




or 1 no 
zo 1 \jy 


SR477 

JOH / / 


A 


9897Q 

/.Ox, / 7 


198 
i 70 


532 


NSLFLLCLCQALVSG *C WPHK 

MS*GGFPLFLLTGIVS/GRNGTS 

SSLYLW*NSAVNPSGPGLFLVS 

RLLTIASISEPVIGLFRDSTSSWF 

SLGRVYVSRNLSISSRFSSLFA 


28110 


58478 


A 


28280 


3 


610 


TDFCFCFWLPGLSVLFLSFFLSF 

FLSFFLSFFLSLSFSFSLSLFLFLS 

VSLSFLPSFLFLSLSLSLFLSLFS 

LL/YCLSFLSLFSFFLFLLSFSLSS 

SLLFSSLLFSSLLFSSLLFLLLLL 

LSLSLLFFLSFLFSESVLWEGSV 

AGLQTPALSSALNRAVLPVSCS 

MIDQLCDPGKYFiSLCLFLHLR 

VRTCGVWFSVLVIVC 


9R1 1 1 
Zo i I i 


SR47Q 


A 


28281 


203 


470 


QAKSVWKKILSFRI*LHRMSDG 

IFWLCFYISMHLCWLVLYWAV 

WFKLQTTRLSRWLTDSLPVSY 

GYCQGMNEGCSSQFKTVFPTLF 

SAS 


28112 


58480 


A 


28282 


164 


338 


GGGGVHVYQTS/GDIRKKEISK 
EI S KG/LTKTPRLL V M S PSSC SR 
RG1WPNPDTCPLLLL 


281 13 


58481 


C 


28283 


1 


603 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknowi», 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


281 14 


58482 


A 


9K9X4 


1 7Q 


44 S 


^LoULAbUMKli^KUVLULKr I P 

LLLWIVHiKAWALVbSAVlvlST 

\i /n? /~» \i / \ / r\c r> t^/^ \ r\s \ a/~"ai it 
WttWVOUbRO 1 CjVKLAGAHT 

r DTr , Dr , \/*vCDDP\/u\/rci rxio 

tLriuPuV ¥ YbrPLVHVrSLFNS 
HL 


28115 


58483 


A 


28285 


128 


381 




281 16 


58484 


A 


28286 


1 


1392 




28117 


58485 


C 


28287 


1 


3169 




28118 


58486 


A 


28288 


1905 


2449 


AQLPTPAPLPFLGRRWGTWGFP 
GHAFHSWFWYSTAGEGAMGSF 
LALLSFPPLGMKLAILEDFFGIS 
GTAAPLGSSFGSSLRSSLSVTEA 

T I A D C I /LI CI I IT I 1~>I I CiiTfllA 

LLAKoL/nr LLiLLFLLr LLLr LI A 
FQRTLLVGQCPAKSPLGNALEC 
NLGAAGSRAHGGEHATGGLQL 
LA LFE AGQSLQPLT A C V PG PRP 
L I LL 


281 19 


JOtO / 


A 
/A 








fctM^'K WrYLrbrHNLHPQAY 

IX A IDUDA CI O I^'P* VXI/^T~N"Krk.rki a 

PvAlrrirAoLGK. 1 Y Nt^DNNNAG 
rvLr KA N KN r ALGCQQP VCSKT 
UurRr 


28120 


58488 


A 




j 


497 

*f z / 




9R 191 


J0H07 


A 
/\ 


Z0Z7 1 


1 j 
1 


I 1QC 








A 
r\ 


9R9Q9 

ZOZ7Z 


1 JO 


770 




28123 


JOty 1 


A 
r\ 




997 


* /o 




28174 


SR4Q9 

JOH7i 


A 
/\ 


9R9Q4 


1 
1 


oz 1 




28125 


58493 


A 


28295 


1 


351 




28126 


58494 


A 


28296 


1 


507 




28127 


58495 


A 


28297 


1 


543 




28128 


58496 


A 


28298 


343 


428 




28129 


58497 


A 


28299 


785 


1178 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


28130 


58498 


A 


28300 


842 


2592 


IREEVESLKRPITSSDIEAVINSL 

SJKKKVQYQTDSQPNSTRGENL 

GNTIQDTGMGKDFITKTPKAM 

ATKAKIDKWDL1KLKSFCTAKE 

T1IRVNRQPTEWEKIFE1YPSNK 

GLISRJYKELKQIYKKKTNDPIK 

KWAKDMNRJ4FSKEDIYAAKK 

H/DEKMLIITGTWMKLETIILSK- 

LTQEQKTKHRMFSLLIPDDGNS 

LTRRM LLIGI S V KTP VGTG A 1 PG 

PVGGTTAAGAYGRKEKALSNC 

DSILALALAKMSENQMSMESFF 

EKGKDPMRRQQKTLTLTKKKN 

AFKRKYQESYLNYGF1ATVRAS 

FLVANCIVICAKKPFTIGEELILP 

AAKDICYELLGEAAVQKVPHV 

PLPVSTITRPIDEIAEDIEAQFLE 

RINESLWYTIQIDKSTIADNKAT 

MLVFVQYIFQEDVHEDVFFQES 

LRATSQPLKTPQTGKEWVHDPF 

VDKPSESTLSMLEEDQLLE1AN 

DGSLKSMFEKTSNLHIVCIKVK 

AEYPEIATKALRRLLAFPWVAA 

VDRECQWGSRDVEMRRLLDPK 

AGFSLLG VGNCHCLRTLEF VG L 

SMSSLCGAMLLCGLRAAPY1SL 

RDHKGQGTLL 


28131 


58499 


A 


28301 


1 


1662 




28132 


58500 


A 


28302 


2 


406 


CWWDCKLVQPLWKSVWRFLR 

DLELE1PFDPAILLLGIYPKDYKS 

CCYKDiCT/RVCVPAALFTIAlsIT 

WNQPKCTSMIDWVKKMWHIY 

TMEYY\AAIKKDEFMSFAGT*M 

KLETIILSKLTQEQKTKHRMFSL 

YWKS 


28133 


58501 


A 


28303 




1404 




28134 


58502 


A 


28304 


68 


2269 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28135 


58503 


A 


28305 


189 


1890 


MKMASSLAFLLLNFHVSLLLV 

QLLTPCSAQFSVLGPSGPILAM 

VGEDADLPCHLFPTMSAETME 

LKWVSSSLRQVVNVYADGKEV 

EDRQSAPYRGRTSILRDGITAG 

KAALR1HNVTASDSGKYLCYFQ 

DGDFYEKALVELKVAALGSNL 

HVEVKGYEDGGIHLECRSTGW 

YPQPQIQWSNAKGENIPAVEAP 

VVADGVGLYEVAASVIMRGGS 

GEGVSCIIRNSLLGLEKTASISIA 

DPFFRSAQPWIAALAGTLPILLL 

LLAGASYFLWRQQKEITALSSEI 

ESEQEMKEMGYAATEREISLRE 

RKKIQYLTPDVILYPDMANAIL 

LVSEDQRSVQRAEEPHDLPDNP 

ERFEWRYCVLGCESFMSERHY 

WEVEVGDRKEWHIGVCSKNVE 

RJCKVWVKMTPENGYWTMGLT 

DGNKYRALTEPRTNLKLPEPPR 

KVGVILDYETGHISFYNATDGS 

HIYTFLHASSSEPLYPVFRJLTLE 

PT A LT VCPI PK/G R E FPRFPTL VP 

DHSLEIPLTPGLANESGEPQAEV 

TSLLLPAQPGAKGLTLHNSQSE 

P YS YRHTLKHFTDI H S 1 1 P 
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SEQ ll> 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28136 


58504 


A 


28306 


172 


1905 


mkmasslaflllnfhvslklvq 

lltpcsaqfsvlgpsgpilamv 

gedadlpchlfptmsae tmclr 

w vssslrqvvnvy adg kf.ved 

rqsapyrgrtsilrdgitagka 

alrihnvtasdsgkylcyfqdci 

dfyekalvelkvaalgsolhik 

vkgyedgg1hlecrstgwypq 

pq1kwsdtklgenipaveapvva 

dgvglyavaasvimrgssggg 

VSCilRNSLLGLEKTASISIADPF 

FRSAQPW1AALAGTLPISLU.LA 

GASYFLWRQQKEKIALSRFTER 

EREMKEMGYAATEQEISLREKL 

QEELKWKIQYMARGEKSLAY 

HEWKMALFKPADVILDPDTAN 

AILLVSEDQRSVQRAEEPRDLP 

DN PERFE WRYC V LGCENI TSG R 

HYWEVEVGDRKEWHIGVCSK 

NVERKKGWVKMTPENGYWTM 

GLTDGNKYRALTEPRTNLKLPE 

PPRKVGIFLDYETGEISFYNATD 

GSHIYTFPHASFSEPLYPVFRILT 

LEPTALTICP1PKEVRRVPPI/AD 

lvpdhsletpldpga*lmkvgf; 
pqagk*hlcfslptlgaeglpf 


28137 


58505 


A 


28307 


1 


2220 




28138 


58506 


A 


28308 


134 


509 




28139 


58507 


A 


28309 


80 


433 


VKTELVGWGPSRRGWGAQRSP 

AEKMGETPGAAVSRIRLGGRV 

ALRRHVRGEPLRAPDCPLGPDA 

WVPTRGSHFPGFFPREQSLS/W 

GATPPSYRSSEVRSGAESGRPAP 

DSVGSGVQAH 


28140 


58508 


A 


28310 


1 


1066 




28141 


58509 


A 


28311 


77 


273 




28142 


58510 


A 


28312 


1 


415 




28143 


58511 


A 


28313 


1 1 


257 




28144 


58512 


A 


28314 


1 


654 




28145 


58513 


A 


28315 


2 


671 


PGEFTRAPRVRRRAMGISRDN 

WHKRRKTGGIRKPYHKKRKYL 

LGRPAANTKIGPRRIHTVRVRG 

GNKKAYRALRLDVGNFSWGSQ 

CCTRKTRIIDVVYNASNNFLVR 

TKTLVKNCIVLIDSTPYRQWYE 

SHYALPLGRKKGAKLTPEEEEI 

LNKXRSKKIQKICYDERKKNAK 

ISSLLEEQFQQGKLLACIASRPG 

QCGRADGYVLEGKELEFYLRKI 


28146 


58514 ! 


A | 


28316 


3 


1259 




28147 


58515 


A 


28317 


1745 


2681 
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SEO U> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28148 


58516 


A 


28318 


1 


2502 




28149 


58517 


A 


28319 


1097 


1417 




28150 


58518 


A 


28320 


1 


398 


MTAEERDKFPTDQQAIPSMDPH 

WDPDSDHGDWSHKHLLTCVLE 

GLRRIRKKPMNYSMMSTITQG 

KEEN PSA FLKWLREA L RKYTPL 

SPNSLRGQL1LKDTFITQSAADI 

RRKLQKQALGPEQNLEALLNQ 

ATSVFYNRDQEEQAQKEKRLSS 

RS VTI RG I LGQS VTRPE AHKGL 

QDIVKHLKAQGLVRKCSSDCN 

TPILGVQKLNGQWRLVQDLGLI 

NKA 1 1 PL YPV VPNPYTLLSQISEE 

AEWFTVLDLKDAFFCIPLHSDS 

QFLF ACEDPTDHTSQLTQT1 LPH 

GFRDSPYLFGQALAQDLGHFSS 

SGTLALQYVDDLPLATSLEASC 

QQATLDLLNFLANQGYKASRS 

KAQLCLQQRDGQTTLYSNQGA 

PEGKYSSSRMRPRVRNSLQNLK 

AGPSTTPALSLPTGQNLSLYVT 

ETA G 1 ALG V LTQ AHG MNPQP V 

AYLSKKIDVVAKGWPHCLRVV 

VAVAILVSEAIKIIQGKDLTVWT 

1 HUVNGILuAKXjSLWLSDNCL 

LR YQ A LLLEG P VLQIPMC A ALN 

PATFLPEDGEPIS**PLTLRWPLP 

t^LPLNSbAkLLLLHQFSYLGMP 

LVGGSSHEPA 


28151 


58519 


A 


28321 


318 


363 




28152 


58520 


A 


28322 


812 


910 


RA1SCCPSHW*KEKPPWRPIRKP 
PLPARWPIH 


28153 


58521 


A 


28323 


1638 


2180 


RSAASLLKSVRPRTHQEEETLD 

TSEHLKEQTADTSSLRTVTLTA 

RVCGFI LE VSETKNSPEGTNSG 

HILTSQMGLSPIAKRRETSASAA 

ALVSATIPICRVQGPLRVLGQE 

VFLLLLRLPTAPLPINDKPP/PN/ 

TPLPRRKQAKKSPKDHKNPWAI 

GYVPFKQ*GEGNLA*PGYMSPS 
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SEQ in 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SLQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
endon for peptide 
sequence 


Nucleotide location of hist 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( \=linkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


28154 


58522 


A 


28324 


350 


1563 


FLYIQLYPTPITCSLKYQRKQNG 

SLFWTSRMPSSVFPCTLTPSFSL 

PLRIP/PDHTSQLTWTVLPPGFR 

DSPPLFGQALAQDLGHFSSPGT 

LVLQYVDDLLLATSSEASCQQA 

TLDLLNFLANQGYKVSRSKAQ 

LCLQQVKYLGLILAKGTRALIK 

ERIQPILAYPCPKTLKQLRGFLG 

ITGFCQLWIPGYSE1ARPLYTLIK 

DTQRANTHLVEWESEAETAFK 

TLKQALVQAPGLSLPTGQNFSL 

YVTERAG1ALGVLTQTRGTTPQ 

PVAHLSKETDVVAKGWPHCLR 

VVAAVAVLVSEAIKIIQGKDLIV 

WTTHEVNGILGEKEVYGYQTN 

AYLDTRRSALRDWCFFCYARPV 

AAILLLLAFGPCIFNLPVKFVSS 

RIEA 1 KLQM VLQMDPQ1SSTNN 

FYRGPLD 


28155 


58523 


A 


28325 


830 


1143 




28156 


58524 


A 


28326 


234 


510 


PWOSLP*VAOKVPKDHRSLPLE 
P*TRSLN1MS*QHWWLCPPARAP 
STCSTSCPARDGPPPPSPAPHGP 
RNTSVPG\HSRPGSPPP\PPRTPP 

l\l " 1 <J ▼ 1 V_P Ml 1 VJ V_f 1 1 1 \* 1 IV ft I 1 

vs 


28157 


58525 


A 


28327 


2 


816 




281 58 


58526 


A 


28328 


j 


13 1 1 




281 59 


58527 


A 


28329 


764 


937 




28160 


58528 


A 


28330 


1 


1389 




28161 


58529 


A 


2833 1 


I 


484 




28162 


58530 


A 


28332 


72 


299 




28163 


5853 1 


A 


28333 


737 


847 




28164 


58532 


A 


28334 


1 


2072 




28165 


58533 


A 


28335 


68 


223 




28166 


58534 


A 


28336 


468 


596 




28167 


58535 


A 


28337 


358 


661 




28168 


58536 


A 


28338 


72 


300 




28169 


58537 


A 


28339 


65 


244 




28170 


58538 


A 


28340 


2 


584 


GKSRRMFPAQEEADRTVFVGN 

LEARVREE1LYELFLQFLIVAGPL 

TKVTICKDREGKPKSFGFVCFK 

HPESVSYAIALLNGIRLYGRPFN 

VQYRFGSSRSSEPANQSFESCV 

KINSFfNYRNEEMVVGRSSFPM 

QYFPINNTSLPQEYFLFQKMQR 

HVYNPVLQLPYYEMTAPLPNS 

ASVSSSLNHVPDLEAGPSS 



3696 

BNSDOCID: <WO 0175067A3 IA> 



WO 01/075067 



PCT/USO 1/0863! 



SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
.sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
scquence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn. 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide instrliou) 


28171 


58539 


A 


28341 


2 


367 


MTMHYEIPVRTRRSKGTT'LPQ 

lNA/b V IN [Nlvlr'H* lUAl ADI^M 1 N 

YARIERNHLGRGNSNSKDPKLR 
ESSEHLRKLKTRVVNEQTKLGL 
IMETF VG RGGE A PF Y FQC D K M L 
SRSFQGLGLICL 


28172 


58540 


A 


28342 


98 


^87 

JO l 


Rk'ODDk'X/l f^iM/I I I A C*t'UL)CU; 

RN^rrNVL^WLLLAr^bHKSW 

1 QCDU/DCni \1/D D\l/ a \ \ t> I 

K INoriLrO 1 tnLutu V A VL AAS 
AiJLIN V 1 ALWL 


28173 


58541 


A 


28344 




269 




28174 


58542 


A 


28345 


240 


483 




28175 


58543 


A 


28346 


3 


1174 




28176 


58544 


A 


28347 


59 


310 




28177 


58545 


A 


28348 


2423 


3104 


FFSLFFFISLASGLSILLILSKNQL 

LDSLIF*RVFCVSISFSSALILVIS 

CLLLAFECVCSCFSSSFNCDVR 

VSILDLSCFLL*AFSA!NFPLHTA 

LNASQRFWYVVSLFSLVSKNIFI 

oArlbJLC i Q*£>r KSKLrSr HVVLR 

L* VRF/CNPEF* FDCT V V/ WR DS 

LL*FLFFYIC*GELYFQLCGQFW 

NRCGVVLKKMYILLIWGGEFC 

RCLLGLLGAELSSIPGYSC 


28178 


58546 


A 


28349 


2006 


2830 


FFSLFFFISLASGLSILLILSKNQL 

LDSLIF*RVFCVSISFSSALILVIS 

CLLLAFECVCSCFSSSFNCDVR 

VSISDLSCFPLWAFSA1NFPLUT 

ALSASQRFWYVVSLFSLVSKNI 

FISAFISLCTQ*SFRSRLFSFHVV 

ERL* VRF/CNPEF* FDCT VV\WR 

*P\/¥IC\/T T U 1 T DD All IVi'A A wic I 

r VU£>VLLriLLKRALLP I MVVSI 
LJb* V WLUAtKNVYoVDLOWR 
VL*MSIRSAWCRAEFNSWVSLL 
TFCLVDLSFSLAALNIFSFISTLV 
NLTIMCLGVALLEEYLCGVLCI 


28179 


58547 


B 


28350 


1 


3135 




28180 


58548 


A 


28351 


3506 


4187 


FFSLFFFISLASGLSILLILSKNQL 

LDSLIF*RVFCVSISFSSALILVIS 

CLLLAFECVCSCFSSSFNCDVR 

VSILDLSCFLL*AFSAINFPLHTA 

LNASQRFWYVVSLFSLVSKNIFI 

SAFISLCTQ*SFRSRLFSFHVVER 

L* VRF/CNPEF* FDCTVV/WRDS 

LL*FLFFYIC*GELYFQVCGQFW 

NRCGVVLKKMYILLIWGGEFC 

RCLLGLLGAELSSIPGYPC 



BNSDOCID: <WO 0175067A3JA> 
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SEQ ll> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknown, 
*=Stop codon, /=possible nucleotide - 
deletion, \=possiblc nucleotide insertion) 


28181 


58549 


A 


28352 


2150 


2831 


FFSLFFFISLASGLSILLILSKNQL 

LDSL1F*RVFCVSISFSSALILVIS 

CLLLAFECVCSCFSSSFNCDVR 

VSILDLSCFLL*AFSAINFPLHTA 

LNASQRFWYVVSLFSLVSKNIFI 

SAFISLCTQ*SFRSRLFSFHVVER 

L*VRF/CNPEF*FDCTVV/WRDS 

LL*FLFFYIC*GELYFPVCGQFW 

NRCGVVLKKMY1LLIWGGEFC 

RCLLGLLGAELSSIPGYPC 


28182 


58550 


A 


28353 


i ! 


3531 




28183 


58551 


A 


28354 


i 


3126 




28184 


58552 


A 


28355 


2357 


3083 


FFSLFFFIILASGLSILLIPSKNQL 

LDSLIF*RVFCVSISFSSALILVIS 

CLLLAFECVCSCFSSSFNCDVR 

VSILDLSCFLLWAFSAINFPLHT 

ALNASQIFWYVVSLFSLVSKNIF 

ISAFISLCTQ*SFRSRLFSFHVVE 

RF* VRF/CNPEF* FDCTVV/WRD 

SLL*FLFFYIC*GELYFQVCGQF 

WNRCG V VLKKM Y I LLI WSG EF 

CRCLLGLLGAELSSIPGYPC*FF 

VLLICLMLTVGC 


28185 


58553 


A 


28356 


6412 


7092 


FFSLFFFISLASGLSILLILSKNQL 

LDSLSF*RVFCVSISFSSALILVIS 

CLLLAFECVCSCFSSSFNCDVR 

VSILDLSCFLLWAFSAINFPLHT 

ALNVSQRFWYVVSLFSLVSKNI 

FISAFISLCTQ*TFRSRLFSFHVV 

ERL* VRF/CNPEF* FDCTVV/WR 

DSLL*FVFFYIC*GELYFQLCGQ 

FWNRCGV VLKKM YILLIWGGE 

FCRCLLGLLGAELSSIPGYPC 


28186 


58554 


A 


28357 


1 


2019 




28187 


58555 


A 


28358 


1 


1263 




28188 


58556 


A 


28359 


77 


304 




28189 


58557 


A 


28360 


I 


756 




28190 


58558 


A 


28361 


1 


369 


QQRTLLASNEAFKSQAKSASQP 

ASKYMKENDQLKKGVAAVDGG 

KLDVGNAEVKLEEENRSLKAD 

LQKLKDELASTKQKLEKAENQ 

V LA MRKQ/SPEG LTKE YDRL L E 

EHAKLQAAVDGPMDKKEE 


28191 


58559 


A 


28362 


879 


1156 




28192 


58560 


A 


28363 


54 


407 





BNSDOCID: <WO 0175067A3_IA> 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V= possible nucleotide insertion) 


28193 


58561 


A 


28364 


620 


1246 


GSTWHGWDGSRCRSQNRWSC 

MTKRSSQPSSLS*SRSRRRWMS 

SSPNW+KTGPESSMSRMSSAG* 

SAASSRSCATRWTRRRPAAWR 

G*GVTPVAWWPPWTCSWSRPR 

truou WrNroVL WNibtMR 1 I 

MSSSGSSTPWPPVSRRRPWTER 

RLGSVRGDRLRERSRPAVNRTP 

RMSRVPSGAPRGTPSRRWWM 

MKCWDHQMRGLVEEEVG 


28194 


58562 


A 


28365 






RO W WLKrvKU WIN WKKbWr L I 

CI C\(~l\ 1 C^DUDDCDTDA DDDTT* 

I oAroKJVlV^VLLUULHNWr 

LYSCLVSAISIGIKFPLKIHISPGS 
GVLEARETMSHFKEAAL 


28195 


58563 


A 


28366 


54 


353 




28196 


58564 






\>\j 






28197 


58565 


A 


28368 


442 


700 


HWNKVPAENPHLPWVRCSPPT 
PLGKPKPCSSWNRRSGTDVSGT 
GLSESGSSWPSGSCNGVTGTDA 
YGP\GYVKSGSFPGPRVRGTV 


28198 


58566 


A 


28369 


1205 


1722 


WTDFRSIGLMALAGSVLELSAR 

SKDATPDPPRGLGKFPPRLPQA 

PRLLGSQRLLSTLCSTLSGRGG 

KIN 1 oKJ^rbro(jbVK.GKVKJL)VK 
CD/^DID A UDT a rcnxi a cox o r^y-* 

crurlKAHK 1 At rrNASSXGSEG 

D * c DC \/\/ A \\fr>/~* r? r> //~>\ //"*\ r\\ m rn 
K'orbv VAWKUrK/LVuVWKrr 

TVGVWHAPPRCTR*SPITGSAP 

LSVWSPPACTGSPTCTAGA 


28199 


58567 


B 


28370 


163 


387 




28200 


58568 


B 


28371 


112 


419 




28201 


58569 


A 


28372 


1 


1902 


MSR1AWKLLWKLIQGYLGQPA 

GTARRHPGIGIFKSPPGDFTCNG 

LIAVIKNQSDNQRGMSPGSWSP 

GRENNPTLVEVLEGVVRLPETV 

HTAVRYTSIELVGEMSEVVDRN 

PQFLDPVLGYLMKGLCEKPLAS 

AAAKAIHNICSVCRDHMAQHF 

"M/^f f CI A DCI HQPI I CDC A A\//"M 

LKGTALVLARLPLDKITECLSEL 
CSVQVMALKKVFVGATSRRVA 
KLFREGLKAHGNSFETSGEAER 
CCTWRPKEMTCVE 


28202 


58570 


A 


28373 


1 


2019 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possibIe nucleotide insertion) 


28203 


58571 ! 


A 


28374 


2 


1455 


SAAVAARSPQPQRPSATLGPGP 

QRRPPSAAPTPAWAAAAAPGS 

RRRRPLPARPLWAPARGAAAA 

GPAEAPMLARRKPVRAALTINP 

\TIAEGPSP\TSEGASEANLG\DL 

QKKLEELE\LDEQ\QKKRLEAFL 

TQKA/RRVGELKDDDFERISEVL 

GAGNGXGVVTKSPAQDPSGLIM 

\ARKLIH\LEIQAGASGNQI1PR/D 

LQVLHDGTWPTMGG\FYGAFY 

SDGE\ISIC1EHMDGGSL\DQVLK 

EVAKRIPEEl\LGKVSHRSFSGGL 

AYLREKHQIMH\RDVKPS\NILV 

\NSRGEIKLCDFGVSGQLIDSM\ 

ANS F VGNTRC Y M\A P E RLQGNTH 

YSVQSDIXWSMGLSLVELAVGR 

V\PIPPRDAEELEAIFGRPVVDG 

EEGEPHSISPRPRPPGRPVSGHG 

MDSRPAMAIFELLDYIVNEPP\P 

KLPNGVFTPDFQEXFVNKCLIKN 

P\AERADLKMLTNHTFIKRSEG\ 

EEVDFAGWLCKTPAG*TKPGTP 

\TRTAV 






A 


28175 


229 


257 


VSLSASPLVSLAGRSPSRPLGRG 

CQSLDGYGVGWQAQSPGADE 

GNRSFT*PELADKNVPNLHVM 

KAMQSLKSRGYVKERLPSSAP 

GDCACHPTP 


28205 


58573 


A 


28376 


3 


397 


M FN LRG KRLS/GNG RV FSLQAP 

KQQK*PGGTEDS/YDASGPPPKF 

L1KEIKLGV PRFFPIRG V *N PG PG 

KNFGGPFKKT*FCWARVPKM* 

FFKGGPSSSSPAVSLFNAKESSPI 

LLRWMTTSTTKSAYKLEFGC 


28206 


58574 


A 


28377 


1 


367 




28207 


58575 


A 


28378 


1 


1001 


MSWEMEQDEVYKEMSINHKN 

EGTRVEKPNRYRIIHIQPDAINH 

VSRKKDVPSASGAGHSRSSTGS 

RPGVRRLWPLLLRSAPSGPLNN 

AVPAPGKGPGRWGGSPSLSRSG 

GICASTRVAPGLSAHSQAASGV 

PEPAEPQHQRTKASGSRRRSLR 

VVPEAPKPRTRTAREGKGAGA 

GHTGGAQEQRRRRRWACRGLR 

GRPGAVSPGGAEAINQLASEHC 

GNPAAALHRCIASLPRNLLVW 

AGRMLMPKKNR1AIYELLFICEE 

VTVVKKDV H M PKHLEL ADKNS 

RGYYVKEQFAWRHVYWYLTN 

ED/MPVSP*LPSSAPGDCACHPT 

PQPSRDWQASV 



3700 



BNSDOCID: <WO 01 76067 A3_IA> 



WO 01/075067 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


l Amino acid sequence ( X=lfnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


28208 


58576 


A 


28379 


1 


1 827 




28209 


58577 


A 


28380 


520 


680 


AEACQSLDGYGVGWQAQSPG 

ADEGNHGDTGYPHW*GTSRNV 

SRQTVQTRSLGT 


28210 


58578 


A 


28381 


168 


378 




28211 


58579 


A 


28382 


1 


900 


GTRDATAEENRVLLAMVNPTV 

FFDfAVDGEPLGRVSFEVRGLD 

TKK*LL1*SIKLC*QIGGSS1FITS 

D*KNSCLPLIVQQCLLFLRILP\L 

FADKVPKTAENFRALSTXGEKG 

FGL*GVPCFHRIIPGFMCQGGDF 

TRHNGT\GGKSI\YGEKFEDENF1 

LFCHTG\PG\1LSMAKCWDPTQN 

GSQFFNLALAKTEWLGWASHV 

UVLAN tvlvOMINl VfcAMfcKrOo 

RNGKTSKMITTADCGQLRIKFD 
LVFYLNHQDHSFWKPQGEHPS 
NPFARRILRILWLSLAVPFWVPC 
FPCSLPCLAGLQS 


28212 


58580 


A 


28383 


393 


UOJ 


ri A j\±Jkj IVI t^Ku N N tL r K> V O Kv2 
v l Lv^rlDlJrnlJKK 1 ;?> I KCOh,NLY 

MQQHPTQXX/QQ A THC W/vnCTt nc 
ivi^^LJ.r 1 oWooAI^oWYUblLUr 

VYGVGPKSPNIVLLVII*IIERJPR 
TNKEHLVPV 


28213 


58581 


A 


28384 


1 19 


1 0^ 




28214 


58582 


A 


28385 


1 


j\j i 




28215 


58583 


A 


28386 


957 


1145 


EQNLLIYLVSIVQDCMDKGCII* 
LRHTSGNCMYVSDKFDFKEQCI 
FSPRSSQKSLSGNDLQK 


28216 


58584 


A 


28387 


153 


2257 




28217 


58585 


A 


28388 


369 




k" k^P A P P P 141 UTI 1 PfX/CCDfi /-« 

i AUUr iviKlvlrlvo YUtAu IvjLL 

C\/ A HPPT\/I D AVCfXlF CCCCCFU 

ovAL>rlvl VLKv^iblNLobbbrrH 
ILEYYDKTLSSKISYNDFLRAFL 
Q*TP1CL 


28218 


58586 


A 


28389 


3 


1364 




28219 


58587 


A 


28390 


1 


7 7U 




28220 


58588 


A 


28391 


296 




tL 1 joo V 1 V iUr UiiVltLlNisAjlJl^ 1 L\ 

NNSSLMAEAPGTMCRFTLAPH 

VXLAVQGTITDLPDHLLSYDGSE 

NLSRFWYDFTLENSVLCDS 


28221 


58589 


A 


28392 


1 






28222 


58590 


A 


28393 


412 


428 ^ 


XA/ll PKFPPQMD fFATU/ri/DA \I/T 
Av^LlNoLi^KK^KAloCLronW 

kT?!^ PP\X/P PIP I**" DDI DADU/DHCI 
\A(~\1 ADAVCDT ucrA 

iVH^/LA KA^ VbivL.fc.oOl^ 


28223 


58591 


A 


28394 


3 


505 




28224 


58592 


A 


28395 


1 


1201 




28225 


58593 


B 


28396 


518 


1606 




28226 


58594 


A 


28397 


1 


798 




28227 


58595 


A 


28398 


737 


3067 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 






B 


28399 


1 33 


239 






JOJ7 / 




28400 


3 


376 




28230 


58598 


A 


28401 


1 


1194 




28231 [ 


58599 


A 


28402 


405 


611 




28232 


58600 


A 


28403 


204 


4198 




28233 


58601 


A 


28404 


1 


3346 








A 


28405 


824 


1 144 


KSOSVOKITMFTFITOLLLVVEV 

KDSLERLAVEVVF1LQKAMYE 

KOAHIYMKSLCPOMVLMLRFf 

QWVQIMPMLKLENLQHLMAR 

WNETVKEKK*DTLLFSMHERN 


28235 


58603 


A 


28406 


359 


517 




28236 


58604 


A 


28407 


68 


487 




28237 


58605 


A 


28408 


2 


154 




28238 


58606 


A 


28409 




297 


RHKDSPPPHQTQEPSWLHPVDP 

A PG LQ VE L P A S H A PC A RTPQPL 

GGRWDWAPWSRGWCSLGRLG 

PHRSPWSGWEAQA*QW1PHQG 

CRWSCLPVTRRVLALLSPWVV 

DGTGRRGAGGGARWGGSGRT 

GAHGVGGRLRHSRLQVPSPAL 

LFKYYYCDIFK 


28239 


58607 


A 


28410 


1 


609 


MVFSNLKGHWLQP1RLDSGSR 

NTAIGCDNQYKPTGVKLQTFA 

VSVTALKAARLGLFVPPGGLV 

VSLGSGVKLQIFASQVVCFDRA 

L1GAFTIPELDTKVLHVPIRLVR 

YRVWTQRFSKAPPDSGAQLASP 

SESHTRAAGGAACQSQCRAPA 

LLSPWVVDGTGRRGAGGGAHR 

GGSGCTGTHGVGGRLRHSGLQ 

VPSSA*VSHPLRGFL/LQPEPPR* 

APPPAPRRPVPSTTQGLRSAGA 

RH WD WQ A A PP A A L V WD SLG E 

ASWAPESGGALENLCVHTLYL 

TN LMGT WRTF VSSSG I VN API S 

ALSKQTTWLAK1CSFTPEPRETT 

SPPGGTNNPRRAALRAVTLTAK 

VCSFTPVGLYWLSQPMAVLRE 

PESNLIGWSQWPFRLLKT 


28240 


58608 


A 


28411 


548 


753 


TLLWE*SRLRJCKSHLMMTLNH 
STHSITFGLDKHCASYLMGFLYI 
VELLIAQCGSPGATLIQWRMAS 
MD 



3702 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US0 1/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28241 


58609 


A 


28412 


1 


903 


MAKKJQLTYKCVQNWWVLGL 

TDFKNEAADPRRVKLQTFVVS 

VTALKAARLELF1PPGGFVVSL 

ASGVKLQTFAVSVTAHKGSVD 

PKTRHKGSPSPHQTQEPSWLHP 

VDPAPG LQ VELP A S PA PC A RTP 

QPLGGQWDWVPWSRGRCSSG 

RLGPRSSPRWGAGSGMAGCRS 

RALPHGEAAKAQRKVTAAAGP 

GAKHLTAWGWQGQLATPSVG 

PAEPTHTQNSHV/PASAVCSPSS 

KLKJ^bLH 1 Yrl^AbGAGSGLGQP 

RKGLPQCSSRLKGSSSAAKVGA 

QAEEVPRASEACEG*RAPQVLP 

KWEPRQRRCRERARPARAAST 

LSPLISI 


28242 


58610 


A 


28413 


1 1 78 




CKliLIQSHSlCLHQWDCHTQHL 
YHPQ* * WNQQQQLHH RCLLQG 
SIHLVFGPQWDPRRRRPLRGTR 
SAMARMD1LRISREYITQEITEA 
ATKRKVLSVPKE 


28243 


5861 1 


A 


28414 


126 


407 


WlPHKuCRWSCLPVPCRALALL 
brWVVuu IGRRGAGGGARQG 
UWGSTGAHGVGRRLRHGGLQ 
VPSPAPRESS*GPARNRSQRRRS 


28244 


58612 


A 


28415 


27 . 


363 




28245 


58613 


A 


28416 


1 


576 




28246 


58614 


A 


28417 


813 


923 


YSL1HAAPQQRS*SLSGPHQTY 
DISSYTCQCLICAVG 


28247 


58615 


A 


28418 


511 


1260 


ARHRVLIGVFTIPELDIKVLHVP 

TRLRSPASFTQWIPHWGCRWSC 

LPVPRRV PALLS PWVVDGTGG 

CGAGGGAHRGGWGCTGAHGG 

GGRLRHGGLQVASPAPREGS*G 

PARM*AQSRWAGTAGGPSTPSA 

AAGPGAKPLIAPGRQGNEPCH 

A "D /*\ A U a unn at a -re a o *i i 

WCOAK^AriAHrbLQLATSASW 

TD A T2X> Cr\/CD A U/DCn A a/Tit 

J KAr KJtL V 5r A W r 5t L(j A AC r H 
CLLlurr rrbrbM^HLS ISLGHLV 

f T CU/LI 1 XCI C\/CUD 1 1 TDI I D\/r 

LLoWnL i oLovorKJL J KLLRVF 
1 vj^wvjUUAA 


28248 


58616 


A 


28419 


1 


O 1 o 




28249 


58617 


A 


28420 


2879 


JVM 




28250 


58618 | 


A 


28421 


3 


165 




28251 


58619 


A 


28422 


340 


793 




28252 


58620 


A 


28423 « 


512 


3097 




28253 


58621 


A : 


28424 


1300 


1648 




28254 . 


58622 


a : 


28425 


1 


599 
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SLQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28255 


58623 


A 


28426 


2 


405 


PRVRPLRPPVMVSRDQAHLGPK 

YVGLWDFKSRTDEELSFRAGD 

VFHVARKEEQWWWATLLDEA 

GGAVAQGYVPHNYLAERETVE 

SEPVRDTQAVRHYKIWRRAGGR 

LHLNEAVSFLSLPELVNYHRAQ 

SLSHGLR 


28256 


58624 


A 


28427 




438 




28257 


58625 


A 


28428 


37 


403 




28258 


58626 


B 


28429 


1 


I 176 




28259 


58627 


A 


28430 


2 


2150 




28260 


58628 


A 


28431 


1593 


3025 




28261 


58629 


A 


28432 


322 


2168 




28262 


58630 


A 


28433 


183 


591 




28263 


5863 1 


A 


28434 


2 


258 




28264 


58632 


c 


28435 


52 


363 




28265 


58633 


A 


28436 


1 


3363 




28266 


58634 


A 


28437 


1 


918 




28267 


58635 


A 


28438 


] 


1422 




28268 


58636 


A 


28439 


3 


10899 




28269 


58637 


A 


28440 


277 


586 




28270 


58638 


A 


28441 


3 


3364 




28271 


58639 


A 


28442 


1 


1851 




28272 


58640 


A 


28444 


3 


253 


CGIEDNNFSLALNPDTDILLS/HS 
GGRGAEAPTMCLKLTVSKRAC 
FEGLEVWQFNL WRNKK* *C* DK 
KHKTAGCSIS*VMRSVYR 


28273 


58641 


A 


28445 


1 


950 


MGSSAVQSQLAALAPRVLTGG 

LA D VTALL RAP ATPG RL V AG A 

RGGWGYVQSCRGAGAAAVKP 

LGSAETAVPIARLGCRRFSRSRC 

CRRRGRGSLLSFSAAKPIVFKEK 

LTMKTDSLMEEKLECSLWCCL 

SDPSTPGRCCVLERRIVPWMQQ 

LLANIKQAEKHEKNHPEVTVA 

MALTDIDLQLQFSMSQPE/GPPS 

PGSRPS*PPPAAALLWTPAGQA 

CPGPGGAEAADPSRNSTEWLRP 

PHHSSDCLRGLAHIVSQWVSEC 

LLCSPG SPPRSPL W ALC WEH WE 

TWPALPEGNQPSPEGLPPCSRS 

QWPQTPPASDPQ 


28274 


58642 


A 


28446 


3 


213 


LTQHCWTHLVRSSHSRTGSSRL 
HNHQLHQPCA*S*LCQKEHASR 
GWSEQFNLWRNKK**C*DKKH 
KTAG 



3704 

BNSDOCID: <WO 0175067A3 IA> 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for Inst amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28275 


58643 


A 


28447 


142 


772 


LVNVDVDADLVGLCVSHRHTV 

EEQYSTLALLNHGPQVALKYV 

HMDEVPMPACCLEGQGCLPAL 

CGECKXQGSFILSAPGRQGSQR 

VGPREAQGHIV1GRKLFSTALM 

l^iOO^IvJ^JbfcoAAibbOCIVlbA 1 r 
A HCDn\/rn A i/cdc\/ r>x i \s 

rlULfr *UOo(^DYKGGlQKPID*Q 
CGPVL/SRQSELWCGGRSHSVE 
FLLGSAASAPPGPGQA 


28276 


58644 


A 


28448 


1 


1935 




28277 


58645 


A 


28449 


2 


1571 




28278 


58646 


A 


28450 


2 


301 


rtvrr r c>ls.lNr Y IsJLoL Y oobr NNS 
r viJA\LOoJJ\(^LJbONbUVrDME 
i l cAcAct-LNKJN Afc, VI Vr IrbYo 
WilNi VoLrrLLruAK.Ori roVH 

OP \/I417r~lDCCClJ 

tl\ V rtr ijr r r bi>H 


28279 


58647 


A 


28451 


1 


1 

1 JZ.7 




28280 


58648 


A 


28452 


240 


503 




28281 


58649 


A 


28453 


1039 


1 RQfS 

1 OyU 




28282 


58650 


A 


28454 


1 


j ^ / 




28283 


58651 


A 


28455 


1 


401 1 




28284 


58652 


A 


28456 


3 


1 vOO 




28285 


58653 


A 


28457 


1 


4878 




28286 


58654 


A 


28458 


1 


174 




28287 


58655 


A 


28459 


3 


161 




28288 


58656 


A 


28460 


992 


1 in? 




28289 


58657 


A 


28461 


1024 


1279 


CGHLVSDWSTVVNLAVRRLFV 
GFPQGCQL VHI W* M/PLDAGPE 
HNSLKGFLVPLFPLAATPRAPG 
TPAQGSLTDSFPDLLGLAAED 


28290 


58658 


A 


28462 


3 


278 


HEAAMSMLRLQKRLASSVLRC 
LiKJs.lv V WVKrL* 1 NtlANANSR 
V^l^llNJvLllvlJUJ^UlKl rv 1 AHbWP 

SCRTNTLSRRMGHS*SLRTLLD 
PVNM*GLLNASWITKC*LLDPV 
NM 


28291 


58659 


A 


28463 


1 


1043 




28292 


58660 


A 


28464 


185 


804 

] 
i 

) 


VTSGCGKKKVWLDPNET\NEI\ 

ANANSVRQQIPEASSKMGLIIRK 

P\VTV\HSRA\RCPVKTPLARRG 

RGRATWGIR*GGKGYKPNARN 

AQRKFTW\MRENGGL*TRGCL 

tsJS.1 r V rs rKJVLJKl A N M Y \H o L L PE 

g*rgnvfknkadfswehihkl 
egrqrprkkapwltqa*gpag 
5*dprkj ) rkrr*rapprpkkeei 
rqrlfskeveetklk: 


28293 


58661 


\ : 


28465 


221 


350 < 
1 


3PSSFRLPTLSSLHVSHGREET* 
HSLET* RDA VSLRIFKSLS V 
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sto ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


28294 


58662 


A 


28466 


598 | 


1921 


TPI HTslCFKEN K 1 PRN PT Y KG C EG 

plqgelqttaqgnkrgykqme 

ehsmlmgrknqyrenghtaq 

gnlqi\haipiklpmtfftfli::kt 

tskf1wnqhlraritksilsqknk 

aggitlpdfklyykatvtkta 

wylyqnrdidqwnrtepsem 1 

phtynylifdkpeknkqwgkd 

slfnkwcwenwlaicrklkld 

pfltpytk1n sr w i kdln v rpkt 

1ktleenlgit1qdigmgkdfms 

ktpfcam atkdki dk wdli k l k 

sfctakett1rvnrqpkkwfki 

fatyssdkglisriynelkqiyk 

kktnnpikkwakdmnrufskk 

diyaakkhmkkcsssla1rem 

QIKTTM RYHLTPVRM A 1 IQKSG 
NNRCWRGCGEIGTLLHCWWD 
CKLVPHILTHRWELNNE1TW TQ 
EGEYHTLGTVVGWGEGGGIAL 
GDIPNAR 


28295 


58663 


A 


28467 


1 


1863 




28296 


58664 


A 


28468 


2 


1308 
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SEQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
endon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinle nucleotide insertion) 


28297 


58665 


A 


28469 


1 


190! 


MPESPTPLLGRDILAKAGAI1HL 

NIG EGTPVCCPL LKEG 1NPEV W 

ATEGQYGRAKNAHPVQVKLK 

DSASFPYQRQYPLRPEAQQGLQ 

KIVKDLKVQGLVKTCNSPCDTP 

ILGVQKPNGQWRLVQDLRIIDE 

AIVPLYPAVPNPYTLLSQIPEEA 

ELFTVLDLKDAFFC1PVHPESQF 

LFAFEDPSIPMSQLTWTVLPQG 

FRDSPHLFHHTLAQDLSQFSYL 

DTLVLCLPLRNQQECHQATQV 

LLNVLATCGYKVSKQKAQLCS 

QQVKYLGVKLSKGTRALNNEE 

QIEWNCQQV1AQTYATRGDLLE 

VPLTDPNLSLYTDGSSFVEKGL 

QKGGYAVVSDNGILERNPLTPG 

TSAQLVELIALPRALELGEGKR 

GSSESICFLSFLVPPMTIYTEQDL 

YNHVVPKPRNKRVPILTFVVGA 

GGLGGLGTGIGGITTSTQFYYK 

LSQELNGDMEWVADSLVTLQD 

QLNSLVAVVLQNRRALDLLTA 

KRGGTCLFLGEECCYYVNQSGI 

VTEKVKE1RDQIQRRAEELQNT 

ur wul V WMr wi Lrr LUrLA 
A TIT T Ft C/^Dr^tCXn I \/l'C\/CCl/'l 

i tlUrLUV^r AorCoU V N U1K.U 1 r* 


28298 


58666 


A 


28470 


1 


432 




28299 


58667 


A 


28471 


1 


4314 




28300 


58668 


A 


28472 


1 


330 




28301 


58669 


A 


28473 


I 


1425 




28302 


58670 


A 


28474 


3 


1110 


NEEQIEHNCQQVIAQTYATRGD 

LLEVPLTDPNLSLYTDGSSFVE 

KGLQKGGYAVVSDNGILERNP 

LTPGTSAQLVELIALPRALELGE 

GKRGSSESICFLSFLVPPMTIYT 

EQDL YN H V VPK PRNKR VPI LTF 

VVGAGGLGGLGTGIGGITTSTQ 

FYYKLSQELNGDMEWVADSLV 

TLQDQLNSLVAVVLQNRRALD 

LLTAKRGGTCLFLGEECCYYV 

NQSGIVTEKVKEIRDQIQRRAEE 

LQNTGP WG L V SQ WMP WI LPFL 

f"5PI A A Ml I Vi CTiT>r^IT7XTl I 

KJr L,/\/\ 1 1 l,Lj r L, r \j r L, Ir N L L V rvr V 

SSKIEAVKLQIILQMEPQMQSM 
TKIYRGSLDQPASPCSDVNDIEG 
TPPEEISNAQPLLCPN*AGSSWS 
SRRPTSPTALGFSC 


28303 


58671 


B 


28475 


1 


1989 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( \=l Jnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28304 


58672 


A 


28476 


1 


1280 ; 


MGN1TADNSSMSCTIDHTIHQT 

LAPVVYVTVLVVGFPANCLSL 

YFGYLQIKARNELGVYLCNLTV 

ADLFYICSLPFWLQYVLQHDN 

WSHGDLSCQVCGILLYENIYIS 

VGFLCCISVDRYLAVAHPFRFH 

QFRTLKAAVGVSVV1WAKELL 

TS1YFLMHEEV1EDENQHRVCF 

EHYPIQAWQRA1NYYRFLVGFL 

FPICLLLASYQGILRAVRRSHGT 

QKSRKDQIQRLVLSTVVIFLACF 

LPYHVLLLVRRYWEASCDFAK 

GVFNAYHFSLLLTSFNCVADPV 

LYCFVSETTHRDLARLRGACLA 

FLTCSRTGRAREAYPLGAPEAS 

GKSGAQEEEVTKFEGGRNGHT 

AKKSPCNSVQDFTG1KAVKLQI 

VLQMEPQMQSXKLKIYSRPLDR 

PASPCSDVNDIEGTPPEEISTAQ 


Z, O J VJJ 


SR671 

J ou / _) 




28477 


J 


717 




?Rl(Vi 

^OJvU 


SR674 




28478 


2 


409 




28307 


58675 


A 


28479 


I 


675 




z.oj> \JO 


SR/Wfi 

-J OvJ / \J 


\ 


28480 


227 


399 






SR677 




28481 




436 




?5n i ft 


SR67R 




28482 


980 


1399 




9R1 1 1 


^R67Q 
_>ou / y 


A 




132 


218 


RINLMHFRN*TSQQALSLSY r NL 
FLMQRH 


28312 


58680 


A 


28484 


1 


34 




28313 


58681 


A 


28485 


985 


1170 






58682 




28486 


1 


1203 






58683 


A 


28487 


505 


716 


REPCPVSQREVWRPGCLD/HCP 
RQSGSLGETLRGTAE\QPWPHS 
QVLSNLRVLQLPLISLPSLRRRA 
LFPAA 


28316 


58684 


A 


28488 


1 


998 




28317 


58685 


A 


28489 


477 


955 


TPIHNGFKENKIPRNPTYKGCE 

GPLQGELQTTAEGNKRGYKQM 

EEHSMLMGRKNQYRENGHTA 

QGNLQVQCHPHQATNDFLHRI 

GKNYFKVHMEPKKSPHRQVNP 

KPKEQS WRHHTT* LQ/Y YTTRL 

Q*PK*HGTGTKTEl*fNGTEQSP 

QK*CRJSTTI 


28318 


58686 


A 


28490 


37 


430 




28319 


58687 


A 


28491 


507 


829 




?R^9ft 


SR6RR 


A 




643 


945 


CALLHSLPQHCVQHPYRSYTHR 

MASCRWKWGHCHSGIKMYSIP 

WYSTPMEGKALGDAHPQIAHS 

H*GAAFL*ALY*EKS*SMANRL 

WYSRL*PLAGDGRRE 


28321 


58689 


A 


28493 


1092 


1346 





3708 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
eodon for last :imino acid 
of peptide sequence 


Amino acid sequence ( X=Unkmmn. 
*=Stop eodon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


28322 


58690 


A 


28494 


173 


527 




28323 


58691 


A 


28496 


566 






28324 


58692 


A 


28497 


lf> 
/ \j 


in? 


(~^ m \[ r CDC\/DCDAI DPCI L-' Vncvn 

Mis. 1 N.r 1LI 1 l^rroH 1 LA^KI;N(J 
SPLKHMGKKRLQNIFLPIRP'DO 
TPWLERS 


28325 


58693 


A 


^8498 


l 


1 UU6 




28326 


58694 


B 


28499 


\ 


2169 




28327 


58695 


A 


28500 


455 


523 


YPLYHFLLHLFDSSLFSSLLVLL 
vvr rL orl^N 1 WIH Y r r hlir 
FVSLFPSVLL*F*IF 


28328 


58696 


A 


28501 


876 


1061 


LLPQFQSLLLVYSE1QLLPGLVI. 
GGCMCRGI YPFLLDFL V YLI 1 RG 
VYSIL*W*FVFLWDWW 


28329 


58697 j 


A 


28502 


74 


445 


IALIILRYVPSIPRLLRVFSMKSC 

*TI Ql/ ACQ a CICIIN/f \1/T?I ci \m ri/"* 

ILoivAroAolcllm WrLoLVlJ- IC 
Wl 1 r IDLHMLNv^rClrOMKr 1 * L 
WWISFLMCC*IWFASILLRIFTS 
MF1RDIGLKPSFFV VSLPG FG 1 K 
MMLAS 


28330 | 


58698 


A 


28503 


1 


957 




28331 


58699 


A 


28504 


41 


412 


IALIILRYIPSIPSLLRVFSMKGC' 
ILSEAISASIEIIM WFLSLVLFI * W 
ITFIDLHVLNKPCIPGMKPS'SVV 
WISFLMCCW1WFASILLRIFASM 
FIRJDIGLKFSFFVVSLPGFGIRM 
ML AS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28332 


58700 


A 


28505 


1 


1699 


MDEFLDTYTLPRLNQEE1ESLN 

RPITSSEIEAVINSLPTKKCPGPD 

GFTAEFYQRYKEELVPILLKLJQ 

TIEKEGLLPNSFYEATNILIPKPG 

RDTTKKENFRPISLMNFNAKILN 

EiLATESSIKKLIHHDQDSFIPGM 

QGWFNICKS1NVIHHFNRJNNKN 

HMIISVNAEKAFDKIRHLFMLK 

TLIKLGIDETSLKTVRAIYDKPT 

ANI1LNGQKLEAFPLKTGIRQGC 

LLSSLLFNIVLEVLARAIRQEKEI 

KDIQIGREEVKLSLFADDMIVY 

FKNPIVSAQNLLKLIGNFSKVSG 

YKINVQKLQAFLYTN>JRQTESQ 

IVSELPFTIAAKRJKYLGIQLTRD 

VKYLFKETsJYKPLHKEIIEDTNK 

WKNIPCSWIGRINIMKMA1LPK 

VIYRFNASPIKLLLNFFTELEKN 

CLNFIWNQKRAHIAKTILSICKN 

KAGGITLPDFKLYYKSTVTJCTT 

WYWYQNRYIDQWNRTEASEIT 

PHIYNHLIFDESDKNNQWGKDS 

LHNKWYWENWLAICRKLKLD 

SFLTHYTK1NSRWIKDLNAGSKI 

QYXHADRTKSRERRAIASSYVSS 


28333 


58701 


A 


28506 


2 


1689 


WRAWGRGATRRSSCHRQSAPS 

LSRVGRSSQIRSALSAASGLWR 

RKPASAKFGRPRTGSLHLPVK* 

KAFVSLQESSA*MNLRQ*PE*D 

WISWrN*QNFGN/CQGSTLKIPV 

VERKILDLYALSKEHSFSPATEQ 

SWTENDFDELREEGFRRSDFSE 

LKEEVRTHRKEAKNLVKRLDK 

WLNRITSVEKSLNDLMELKTM 

AREQLRDECTSFSSQFDHLEER 

KYKLPSENKHLYANKLENLEE 

MDKFLETYTLPRLNQEEVESLN 

RPITGSEIEAirNSLPTKNSPGPD 

RFTAKFYQMYKJEELVPFFLKLF 

QSIEQEGILPNSFYEASIILIPKPG 

RDPTKJCENFRPISLMNIDAKIFN 

KILANQ1QQHIKKLIHHDQMGFI 

PGMQDWFNIRKSINVIQHINRT 

KDKNHTIISIDAEFCAFDKIQQCF 

MLKTLNKLGIDGTYVKIIRAIY 

DKPTANIILDGQKLEAFPLKTST 

IQGCPLSPLLFNIVLEVLARAVR 

QEKEIKGIQSGKEEVICLSLFAD 

DMTVYLENPIISAQNLLKLKSN 

FSKVSGYKINVQKSQAFLYTNTM 


28334 


58702 


A 


28507 


1 


1428 
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SEO ll> 

NO: 


SEO N) NO: 
of peptide 
sequence 


Met 
hod 


SEO "> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of las 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)n known, 
*=Stop eodon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


28335 


58703 


A 


28508 


21 1 


506 


WIMF1DLRMLNQPCTPGMKPT* 
SWWISFLMCCWIRPASILLRIFA 
oivi r I KUIuLkrbrr V VoLrOr OIK 
MMLTS 


28336 


58704 


A 


28509 


765 


950 


LLPQFQNLLLVYSEIQLLPGLVL 
GGCMCPG1YPFLLDFLVYLHRG 

v I olL T W rvrLWU^IW 


28337 


58705 


A 


28510 


778 


981 


SQKEWYQLLFVPLVEFGCES1W 
oWArruw^AIlN YLLMrK ILHW 
oiyRr iNrrLV oWcu Vv/VytrJn 

FP 
r r 


28338 


58706 


A 


2851 1 


1761 


1 84 1 


TLK 


28339 


58707 


A 


28512 


1 


1641 




28340 


58708 


A 


28513 


1 


2307 




28341 


58709 


A 


28514 


1 


3793 




28342 


58710 


A 


28515 


178 


674 


ERPRIMDLAGLLKSQFLCHLVF 

CYVFIASGLIIMTIQLFTLLLWPI 

NKQLFRKINCRLSYCISSQLVM 

LLC W W 1 cL 1 Ir I UrKAY\ob 

MGKENAIVVLNHKFGN/IDFLC 
o \\/c i ccDcr.i l r\/CAi/r , iDDn 

TWPPr.QAPPi \/pi I i wirwii r\i/\i 
I nrruoArrLVrLLLVl^NLyNN 

yL^or I L.IVIN.WO 


28343 


5871 1 


A 


28516 


609 


707 


^LV^LV^orvjLLjL I WKLvjLrrUol 

TT kfVPPPII 
J LIS. Y rrrlL 


28344 


58712 


A 


28517 


1 


2167 




28345 


58713 


B 


28518 


65 


?6S? 




28346 


58714 


A 


28519 


267 


/ \>j 




28347 


58715 


A 


28520 ! 


3 


1 1 5 




28348 


58716 


a ! 


28521 


2 


317 




28349 


58717 


A 


28522 


1 


2577 




28350 | 


58718 


a i 


28523 


1 


669 




28351 


58719 


A 


28524 


1 


1089 




28352 


58720 


A 


28525 


91 


507 


AGTASASPAPNRSLSGSEPTSSS 

VTQENGADVQGHERVPWKAR 

SRRPCPMEGTFRKVPSHGSHVP 

EVSMLWKACSGSFRPVEGHSV 

RCALTPASGCSP*AGTASASPAP 

NRSLSGSEPTSSSVTQENGADV 

yvjnciv. v r w iw\tvol\JvrLr IVico I 
r rvrv V rorlUon V rtVolVILWMVL 

SGSFRPVEGHSVRCALTPASGC 
SPSKSKATVGCRCSDFCTVEEF 
LQKIFLQVESLDRRPRCLPLT 


28353 


58721 


A 


28526 


1 


1213 




28354 


58722 


A 


28527 


130 


211 


KPHYAAHGQPFTAE*RPGTDNR 
ADNRQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mer 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28355 


58723 


A 


28528 


793 


1382 


NTTAAGRVIRJLTSENGSHTTFR 

YD V L D RL 1 QETG FDG RTQR Y H 

HDLTGKLIRSEDEGLVTHWHY 

DEADRLTHRTVKGETAERWQY 

DERGWLTDISHISEGHRVAVHY 

RYDEKGRLTGERQTVHHPQTE 

ALLWQHETRHAYNAQGLANR 

CIPDSLPAVEWLTYGSGYLAG 

MKLGDTPLV**ERPADR*ASDG 

ASPADGSTALAA*DQTCVQRA 

GAGEPLYTGQPARRGMADLRQ 

RLPGRHETRRHTAGGVHPRPPA 

PGNAAQLRPL 


28356 


58724 


A 


28529 


1039 


1689 




28357 


58725 


A 


28530 


1 


2406 




28358 


58726 


A 


28531 


I 


2928 




28359 


58727 


A 


28532 


2 


1271 




28360 


58728 


A 


28533 


250 


929 




28361 


58729 


A 


28534 


3 


273 


GKLIAVIGDEDTVTGFXLLGGIG 
ELNKNRJHPNFLVVEKDTTINEIE 
DTFRQFLNRDD1GAFRLLGLCW 
LRNRKPDHLPPLPLPCAVTQCH 


28362 


58730 


A 


28535 


2 


415 




28363 


58731 


A 


28536 


1 


690 




28364 


58732 


A 


28537 


2551 


2651 




28365 


58733 


A 


28538 


2 


295 




28366 


58734 


A 


28539 


1 


316 


CGHGGRQSWVSRLR*CQEAAG 

MADSCPRSGGAILAFKSAPEVI 

RRALSAQSLRATSSSSASGAGA 

FCLSPSKYFPETSASSSATARYV 

LGWAASSGLLTSSQKMG 


28367 


58735 


A 


28540 


1 


400 




28368 


58736 


A 


28541 


257 


516 




28369 


58737 


A 


28542 


1 


590 


EQ1ASDTCHLQRVVFKNISPAD 

AHRNLCLALRGHKTVTYLTLQ 

GNDQDDMFPALCEVLRHPECN 

LRYLGLVSCSATTQQWADLSL 

ALEVNQSLTCVNLSDMELLG*G 

C*VAVHN/S*DTPSAFLQRVVV 

GKTGHLTEANLQGTLLLCWVF 

SRELTHLCLAKNPIVNTGVKYL 

CEGLRYPECKLQTLVLWNCDIT 


28370 


58738 


A 


28543 


1 


2633 




28371 


58739 


A 


28545 


127 


2030 




28372 


58740 


A 


28546 


1 


3066 




28373 


58741 


A 


28547 


259 


3222 




28374 


58742 


B 


28548 


1 


2640 





BNSDOCID: <WO__0175067A3JA> 



3712 



WO 01/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


28375 


58743 


A 


28549 


2556 


3662 


RIPLFHYGESWNLLRADQKLIF 

AKSWPRASRYQQGHQDLFILRS 

DLPSQ V VQTQN I SSC RN SC * G * A 

CM P A GRL * R 1 PT* K * PAN RPVKR 

PH*GGI*SLPGSKTYAVSVR*PD 

QK\SDGTLQEHDGICEIHVAKY 

AEIFGLTSAEPNRFTQFRLSETK 

EITNPYAMRLYESLCQYRKPDG 

SG1VSLK1DWIIERYQLPQSYQR 

TSPCCCHMKKLDVFASPSTMISS 

SRVSNNTSKTTI 1 KNQCQKDDS 

RRSLLVKNSRPAKCGSKRSCNT 

r LAUbLKCKSSPbHTTlLRGG VR 

RCLQQQCEQTVRJLHAKVAQK 

SYGNEICRLIIRPT1RVGPWSQTN 

NQTDDTSGTVVQSDYQTDDTS 

O 1 V VR I NNQ TDD 


28376 


58744 


A 


28550 


2469 


2687 


ELYH**HT < s < ?*DHROrRI N4DVH 
*—>M-f i i ■ tit oo L-M i ivv^/v^rvL* ivi i_y x n 

CLEDNENRPVCWMALESLVNN 
EFSSTSDVWGLWSDAVGTHDS 
GPDALHGH 


28377 


58745 


B ! 


28551 


1 


1954 
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SEQ It) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28378 


58746 


A 


28552 


1424 


3807 


HPLWKWLEGDMNMNIKKIVK 

QATV LTFTTA/LL AGG ATQ A F A 

K.ENNQKAYKJETYGVSHITRHD 

MLQ1PKQQQNEKYQVPQFDQS 

TIKN 1 ESAKGLDV WDS WPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSI YM FYQKVGDNSIDS 

WKNAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQVNV 

SKSDDTLKINGVEDHKTIFDGD 

GKTYQNVQQFIDEGNYTGDPL 

EAETAVINHKKRKNSPRJVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

GIVSLKIDW1IERYQLPQSYQRT 

PDFRRRFLQVCVNE1NGAVIGIP 

CVSIRKPDGSGIVSIKIAWTIERY 

QPPQSYQRMPDFRRRFLQSRPA 

CMHDWLCAEALAWSIQTASYL 

VTMQVNLTSLSSDTDRDLSVVS 

NSGWVSSGSLVRFNTIKTSSGEI 

KRTVPRILPDPDDPRSAIAEAPS 

EMPGHEVPVEEHFPEAGTNSGS 

PQGARKGDESMTKASDSSSPSC 

SSGPRVPKGAAPGSQTGKKQQS 

TALQASTLAPANLLPKAVHLA 


28379 


58747 


A 


28553 


2372 


3570 


EALLPGDQDSQSGKGVAAREV 

WFLPSSFAPVLLRLVGNHHVG 

DNSIDSWKNAGrWFKDSDKFD 

ANDPILKDQTQEWSGSATFTSD 

GK1RLFYTDYSGKHYGKQSLTT 

AQVNVSKSDDTLKFNGVEDHK 

TIFDGDGKTYQNVQQFIDEGNY 

TSGDNHTLRDPHYVEDKGHKY 

LVFEANTGTENGYQGEESLFNK 

AYYGGGTNFFRKESQKLQQSA 

KKRD AE L ANG A LG 1 1 ELNN D YT 

LKKVMKPLITSNTVTDE1 


28380 


58748 


B 


28554 


1 


2232 




28381 


58749 


B 


28555 


200 


2602 




28382 


58750 


B 


28556 




3198 




28383 


58751 


A 


28557 




2169 




28384 


58752 


A 


28558 




2259 




28385 


58753 


A 


28559 




2418 




28386 


58754 


B 


28560 




1974 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28387 


58755 


A 


28561 


3 


2077 




28388 


58756 


A 


28562 


1907 


5097 


TSKKIVKQAPVLTFTTA/LLAGG 

AIQAFAKENNHKAYKETYGVS 

HITRHDM LQIPKQQQNEK YQV P 

QFDQSTIKNIESAKGLDVWDSW 

PLQNADGTVAEYNGYHVVFAL 

AGSPKDADDTSIYMFYQKVGD 

NS1DSWKNAGRVFKDSDKFDA 

NlJPlLKDQTQEWSGSATFTSDG 

KIRLFYTDYSGKHYGKQSLTTA 

QVNVSKSDDTLKINGVEDHKTI 

FDG DGKTYQN VQQFI DEGNEG I 

LPISEPPIKQDFRLLG 


28389 


58757 


A 


28563 


610 


2303 


SLPNLDNAA1CSSSSSPTRTR*SL 
SEGATQVAFAKEKYPHKHTKKR 
SG VFH ITRHDM LQIPKQQQNEK 
YQVPQFDQSTIKN1ESAKALDV 
WDSWPLQNADGTVAEYNGYH 
VVFALAGSPKDADDTSIYMFY 
QKVGDNSIDSWKNAGRVFKDS 
DKFDANDPILKDQTQEWSGSA 
TFTSDGKIRLFYTDYSGKHYGK 
QSLTTAQVNVSKSDDTLKINGV 
EDHKTIFDGDGKTYQNVQQFID 
EGNYTSGDNHTLRDPHYVEDK 
GHKYRGPLESPSTHQAEFNPTS 
CVSSLGTLQGFPAPAWLALAHP 
VHPLKHKSGGSNRLSAAIWGIK 
RKPARVCPGTGIHASSQIQGEW 
RTECAVGPKAKAKATAGWRR 
GNNQHISSTYDINRADTQVRRA 
VNNYDIIVMSNSFNGQSEHQTY 
ESIVIDSAPNLGIGTINVVCAAD 
VLIVPTPAELFDYTSALQFFDM 
L KU L L IviN V UL K.O r fcrD V KJ LLT 
Y oNU^Qbr WIVlhEQIRDA W 
GSMVLKNVVRETDEVGKGQ1R 
MRTVFEQAIDQRSSTGAWRNA 
LS1WEPVCNEIFDRLIKPRWEIR 


28390 


58758 


A 


28564 


I 


2079 | 




28391 


58759 


A 


28565 


1 


774 
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SLQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28392 


58760 


A 


28566 


1 


2124 


KfNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKANKETY 

G VSH ITRHDM LQ1 PKQQQNEK Y 

Q V PQ F DQSTI KN IESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFFKR 

GAIFRVHKHAVNPMSPKCRRPG 

GRQAYPLVNWEDRNGRSQKTV 

HTEG DMNMN I KKI VKQ AT VLT 

FTTA LLAGG ATQAFA KENNQK 

AYKET/YPKQQQNEKYQVPQF 

DQSTI KN IESAKGVLD V WDS WP 

LQNADGTVAEYNGYHVVSALA 

GSPKDADDTSIYMFYQKVGDN 

SIDSWKNAGRVFKDSDKFDAN 

DPILKDQTQEWSGSATFTSDGR 

RSLESTTTAARPIWRKDVGGDQ 

TQEWSGSAPFTSDGKIRLFYTD 

YSGKHYGKQSLTTAQVNVSKS 

DDTLKINGVEDHKTIFDGDGKT 

YQNVQQFIDEGNYTSGDNHTL 

RDPHYVEDKGHKYLVFEANTG 

TENGYQGEESLFNKAYYGGGT 

NFFRKESQKLQQSAKKRDAEL 

ANGALG 1 1 ELNNDYTLKK VMKP 

LITSNTVTDEIERANVFKMNGK 

WYLFTDSRGSKMTIDGINSNDI 

YMLGYVSNSLTGPYKPLNTTG 

LVLQMGLDPNDVTWASLEPHE 

SFQWVRGLASSGVKLQTSVVL 

QLIKAMWTQRVSSSKVYCKEQ 

MNNASTMSKRTSAGCHCWQG 


28393 


58761 


A 


28567 


1 


3987 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ I»NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \-possible nucleotide insertion) 


28394 


58762 


A 


28568 


1 


1950 


MMMTsllKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVG DNS I DS WKN AGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTGSLNSSKTEKY 

QVPHIDQSTIKN1ESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDS WKN AGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

H KTIFDGDG KT YQN VQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYL/VFEANTGTEEHPQPQXERP 

RTQSFTSAFAERRECIPNVPADT 

KLSKIKTLRLATSYIAYLMDLL 

AKDDQNGE AE A FKAEIKKTD V 

KEEKRKKELASKCLDLEQLGAS 

VEPTGNLRTKITKEKPRHTGPPE 

V V VPGCCPHRSRA Y KSDKYA H 

I L 1 V 1 ASQHAPPPPTHMEGFEL 

rHLriJLLbrbyUAQ lTGRTQMK 

PDHSPRPSH RVPQAKGNN V VIT 

SYMTNRGFFEDKKATFAPSFLM 

N1KUNK. 1 bv VKNMLEQGQLTV 


28395 


58763 


A 


28569 




1 775* 
I / / o 




28396 


58764 


A 


28570 


1099 


7994 


Uuv,/yLiALnKLALKbLyyAVrl 

AGLPQQAKILFDGGSE/TRQNPL 

QQLVHMGLPRPLDKKNFQEP 


28397 


58765 


B 


28571 


1 


1938 




28398 


58766 


A 


28572 


1 


2367 




28399 


58767 


A 


28573 


4659 


13369 


TVFRPFHVGVHVLLIVDSCSKL 

EQH STLSRA I LL I YKGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTGKRAVSATQLMDFADFGT 

TIKQDFRLLGQTSVDRLLQLSQ 

A X/l/PMAI T D\/CI \/I/Dl/TTI 

uyA V RUN l^LLP V S L V KRKTTL 

A RX. ITAT A ODD AT A rvPl * #/\t a t» 

APNTQTASPRALADSLMQLAR 
QVbKLbSGQGGEDSPNRFFDGG 
RKKOI RT VROF I DEGNNTP A DT 
QTLRDPHYVEDKGHKY 


28400 


58768 


A 


28574 ! 


6803 


8521 




28401 j 


58769 


B 


28575 


2010 


17745 




28402 


58770 


A 


28576 


1 


1060 
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skq in 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /—possible nucleotide 
deletion, \= possible nucleotide insertion) 








28577 


1 


3585 




28404 


58772 


A j 


28578 


44 


317 


LKALLLTQSLFGG L LTQT R M K 1 
GAVTR1G\DLPWEINPLSSCSLL 
HEKDPPTTSGPQTHQPKEI ILTN 
FKSGCSSPCRAKSQFFLSLCSST 


28405 


58773 


A 


28579 


98 


617 


KALLLTQSLFGGLFTRTRMKFG 

AVTQIG\DLPWEINPLSSCSLLR 

EKDPPTTSGPQTHQPKEHLTNF 

KSARFKKIKACYHSPATA WPFK 

AYKLSLQFPHFTCPKTRQALQV 

SSGSVPYQPNCFAYPPHGAKPI 

YSPILNTSLHNPLFCSGSQTCFL 

YYSFAPFIPASLRFHLD 


28406 


58774 


A 


28580 


1 


1500 




28407 


58775 


A 


28581 


42 


257 




28408 


58776 


A 


28582 


3 


425 


KTGKYD/AVIALG TVIRGG TAH 

FEYVAGGAS/NTLAHVA/QDSEI 

PGAFGVLTLKA*TNDERAGTKL 

HGGWGGKCLTACRSALWAOL 

QIRPYDHKNRGSNVHNRVPAS 

GAAAMAIHCLECGWAPLAAGD 

NVGKVCVPDAGLLPA 


28409 


58777 


A 


28583 


327 


1512 


SYWTIHIQVSLEINf ISYLPGGMS 

SLKKMAGRNSERKTVLVKSSF 

QEVNRGTEALALWENGDFCAP 

VLTFTTALLPEGATQAFGKENT 

QKASKERYGSLNITRNT^MLQIL 

NKQQTEKYQVPQFDQSTIKNIE 

SAKGLDVWDSWPLQNADG TV 

AEYNGYHVVFALAGSPKDADD 

TSIYMFYQKVGDNSIDSWKNA 

GRVFKDSDKFDANDPILKDQTQ 

EWSGSATFTSDGKIRLFY TOYS 

GKHYGKQSLTTAQVNVSKSDD 

TLKINGVEDHKTIFDGDGK'IYO 
NVQQFIDEGNYTSGDNHTLRDP 
HYVEDKGHKYLVFEANTGTKN 
GYQGGVNADVGDVVVRLPVW 
HRRGGEAVFMQVSRLQILRI ILP 
HGVVAVDRDHH1AHDRRRHVA 
GDRSGSVRL 


9R410 
^ot t V/ 


JO / / 0 


A 


28584 


845 


966 




284 J 1 


58779 


A 


28585 


215 


420 


NTRRWTEMTFDQVVRIFSIGNL 
QT V LQN RQPGG A IARCTG H 1 DP 
VTRFRPRAR*G SSHRNKAV DTQ 
RH 


28412 


58780 


A 


28586 


464 


847 
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SKQII) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of Ins 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pos$iblc nucleotide insertion) 


28413 


58781 


A 


28587 


SO 1 


OZJ 


DC\/ACDn\/DLJiDrT a * r\\ 1 1 r>i i s~\ 

rtvybrUVKHIrUOA ¥ UVLPHQ 

OIKKJ^LJALPOPLLHA*PDNLRCS 

Pdd c/~nr a a c iunn a d i nvc\/n/ 
^r'Kovj 1 AAOolH^lJAKJLKYbV W 

D Wl C\ I I r\T> I a a v/iPDACTncnpn 
KWULLUKLAA V ICKC^o 1 HbRCR 

IvN^KKAL, Y KKJJAvj Y LKKN 


28414 


58782 


A 


28588 


335 


on? 




28415 


58783 


A 


28589 


404 


/ j j 




28416 


58784 


A 


28590 


2 


ZHO 




28417 


58785 


A 


28591 




oO 1 




28418 


58786 


A 


28592 


122 


926 




28419 


58787 


A 


28593 


171 


733 




28420 


58788 


A 


28594 


1 


774 




28421 


58789 


A 


28595 


1 


1 S7S 




28422 


58790 


A 


28596 


1 


1 OS 

1 UJ 


aVis.LUWJNUV5 1 Y VrrLL 1 
orr v^oiNLriL 1 1 L,KA*PMPPPAA 

YNL 


28423 


58791 


A 


28597 


237 


461 




28424 


58792 


A 


28598 


1 


1341 




28425 


58793 


A 


28599 


1 


792 




28426 


58794 


A 


28600 


16 


546 


QLNGRSIRHEVMSHRKFSAPRH 
GSLGFLPRKRSSRHRGKVKSFP 
KDDPSKPVH LTAFLG YKAGMT 
H I V Kii V DKPG SK V NK KE V VE A 
V 1 1 Vfc, 1 PPM V V VCjI VCjY Vh I PR 
GLRTFKTVFAEHISDE/CRLLPL 
RQKKAHLMEIHVNGGTVAEKL 
DWARERLEQQVPVNPVFGQDE 


28427 


58795 


A 


28601 


1 


1251 




28428 


58796 


A 


28602 


37 


1307 1 


EFGFDGVMSHRKFSAPRHGSLG 

F\LPRKRSSRHRGKVKSFPKDDP 

SKPVHLTAFLGYKAGMTHIVRE 

VDR\PGIHRCNKKERWWRAVT 

HCI RPPPMV VGGHL VG\ Y VET\P 

RG\LRTFKT\ VF AEH I SDECKRRF 

YKN WH KA\KKX A FTK YC FCKRQ 

DEDGKKQLEKDFSSMKKNYCQ 

VI\RVAAHTQ\MRLLPL\RQK\KA 

HLMEIQV\NGGTVA\EKJL\DWA 

REKLE\QQ\VPVN\QVFGQDEMI\ 

DVIGGDQRAKGFKGVTRS\WPT 

N*LPFKA\HLG\LSRVACFGAW 

HPARVAFSVARAGQKGYHHRT 

EINKKIYKIGQGYLJKDGKLIKN 

\i A CTnvrxi crM/cTxmi prT\/n\/ 

NAb 1 UYUL^UKblNPLGGFVHY 
ucv i NUr VMLKGCVVGTKKR 
VLTLRKSLLVOTKRRALFKIDT 
KFIDTTSKFG H G RFQTMEEKKA 
FMGPLKKDRIAKEEGA 


28429 


58797 


A | 


28603 


1 


2133 




28430 


58798 


A 


28604 


3 


245 





3719 



BNSDOCID: <WO 0175067A3 IA> 



WO 01/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sec| uence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


9X4^ 1 ! 


SX7Q9 

JO / /7 


A 


28605 


1 


1824 






58800 


A 


28606 





1035 






58801 


A 


28607 


1 


496 




28434 


58802 


A 


28608 


1568 


1793 




28435 


58803 


A 


28609 




1392 




28436 


58804 ! 


A 


28610 




1389 




28437 


58805 


C 


28611 


104 


253 




28438 


58806 


A 


28612 


114 


469 


VSRPTYAKVFTTSKTAPQKVFP 
TAWCSA/TGHETALSATQVPIQ 
WIATAPNSPAPPSDPRRQSWVS 
QIPSSATSPNFTM * EPRTQEVTE 
PHDSRPAIPSPAVPRRESCTGRP 
HLPATTP 


28439 


58807 


A 


28613 


3 


2196 




28440 


58808 


A 


28614 


237 


348 


N P VN * SQTT* TSE 


28441 


58809 


A 


28615 


950 


1094 




28442 


58810 


A 


28616 


146 


822 


LGFLLRLSEMPRKQGV YRTRI W 

KFEDGLSNVLVI/PIEQrNHMRD 

VFGSGSERATCLARGRGYINSL 

ARCQNLVNRDLDHLSLPQDSTL 

VHYIDDIVLHGFSEEEKGQVAQ 

SADLDEGLLKIPGDTFGPEADK 

DFLHKDLSTEIVGQSYMTHHM 

AQDSIPWNPSGQEPQVREHEAC 

H H LG SG SPPS WELCEQG PP VTE 

SFQVLVTSGLDKENMAYMHCG 

IICSNKKG 


28443 


58811 


A 


28617 


1 


1791 




28444 


58812 


A 


28618 


244 


416 




28445 


58813 


A 


28619 


2 


1520 




28446 


58814 


A 


28620 


95 


421 


P VTSTSTKRTPTQK PHPKV1SLK 

DQIHHVDKSMMMRKNQCKNV 

EKSKNQNSSSPHDHNSSPXSARA 

ENWTEYESDKLTEVGFRGWVI 

NSSELKEHVLTHCKEAQNLHN 


28447 


58815 


C 


28621 


46 


174 




28448 


58816 


A 


28622 


425 


1291 




28449 


58817 


A 


28623 


1 


1410 




28450 


58818 


A 


28624 


14 


348 


GLFPNK1PFSVLEIRTWAHLSGR 

HHSAHCTSCAWPQVACLPLAT 

HPSCTCTFCSLQAPGRPGQSPLS 

PRRACGPEDLPPPPYV*DLAPSL 

GPSLGPLMSQSQPRRTPPLRG 


28451 


58819 


A 


28625 


96 


295 


PWKPHPAWRQRWELCHPPFP/1 
RPLTAALREQPGLLGRSTTVFT 
LMAREPPQPAAADSCLCIVQME 
A 



BNSDOCID: <WO 0175067A3_IA> 



3720 



WO 01/075067 PCT/LS0 1/0863 1 



SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


I Amino acid sequence < X=Unkiio>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


28452 


58820 


A 


28626 


105 


joy 


v^rAHU IAborKVLLRHKCI<S 
w^NAWAV Vtt 1 rCoLC^ArOKI 
U^brLbrKKAtUrbULrrrrYV* 

PPLAWGS 


28453 


58821 


A 


28627 


461 


799 




28454 


58822 


A 


28628 


] 


1R4 




28455 


58823 


A 


28629 


301 


70 / 




28456 


58824 


A 


28630 


239 




\/l DAP AAA A A DCCni'D n* nrm i 

VLrAUA^AAAKbbU 1 Kr rhl H 

CC\ CCUCDD M/T1TC A tT/~\C 1 kivii i /-\ a 

r>\toVrrKWIrbAr(^bLNNr IQA 
RF 


28457 


58825 


A 


28631 


1 


1054 




28458 


58826 


C 


28632 


243 


392 




28459 


58827 


A 


28633 


1 


1104 




28460 


58828 


A 


28634 


194 


863 


YLLFVKNMSSLE1SSSCF SLFTK 
LPLSPPLVEDSAFEPSRK.DMDE 
VEEKSKJDVINFTAEKLSVDEVS 
QLVISPLCGAIS/LN WKGL IFNT 
FEGKKVISLVEYEAYLPMAENE 
VKJ^lCbDIRQKWPVKHIAVH IR 
LGL VPVSEA KP* S FA VSS\ A II R A 
AISLKLLSYC/AFDTFKRPRVPI 
WKKAEI YEESSTWKGN K EC F W 
ASNTLITYVFRACNLNFVKIJ.L 


28461 


58829 


A 


28635 






CCD DTP A O A IS f ni\/ni \ / /~- l f-» a r > 

oi>rr 1 AFAKXR1VPL VGGLPA R 

\a//""' I C\//*^ a CAPnnTn i/i n/ri ■ t u # 

WLLa VCAbyCPL) I RVHVr LI Iw 

WCbbLCrAPVCLSLCRGL*GI IF 
DDT^ccr\AeeD\ir , cr , vTi rr\/i'i 

rr JDb bL)y b bPN C bG YTL E E Y K L 
LRSQTI PSCNGKFPCPPRRA Y DG 


28462 


58830 


A 


28636 


405 


800 




28463 


58831 ; 


A ! 


28637 


265 






28464 


58832 


A 


28638 




11 IU 




28465 


58833 


A 


28640 


208 


ISO 


V WLKtr^AbrArL 1 WSALCGSC 
LLUUL'NbArLbHRPHTSGGr FP 

LN ! 


28466 


58834 


A 


28641 


563 


594 




28467 


58835 


A 


28642 


245 


580 




28468 


58836 


B 


28643 


1 


435 




28469 


58837 


A 


28644 


673 


101? 


V^r^ V or oot Y A i H irvlKC r n S K I b 
SL Y YFNCFR Y* DC YC H\TFA TTS 
ISLVRYATGCKLIPRIC VRTPRA 1 
rVrbv i YbbK.bCPVGKLN I GA 
WVRAWKATSTSVVHLTK WVL 


28470 


58838 


A 


28645 


1171 


1328 


MVIGGTKNERKHIDSDEPLFPSP 
NSSARGRAISSTS*ALVPGVRGF 
LbblrLbLI lAYPPr*SPFSS 


28471 


58839 


A 


28646 


34 


266 


GSCS*DFLVRGAFNVrNIKAWA 
SGPVQGSAVDLSHGLHLGLHL 
KNDL*FYSFNSG1DKPEIAKLSG 
CSFGGTFLIWG 


28472 


58840 


c : 


28647 


199 


309 





3721 
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SKO H> 

NO: 


SLQ ll> NO: 
of peptide 
.sequence 


Met 
hod 


SHQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkn»wn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


28473 


58841 


A 


28648 


808 


926 


YCYSSLDPVSLTSLLSLSLPKLK 
L*SYKSFFKWSPRCSP 


28474 


58842 


B 


28649 


107 


264 




28475 


58843 


A 


28650 


301 


470 


EIQLVLSLSGGGYSHAVLMIVS 

SHKI**FYKGLFPTFALHFSLLLP 

CEEGCICFPF 


28476 


58844 


A 


28651 


2 


263 


WT£KKDTEWRKKVJLSSV*LRL 
VIF*PFSLM\LFSHPVWR*ARSH 
ESHLAITHLWALYF*PPCQICFL 
* DRGHQATDGLTNGTPSELN 


28477 


58845 


A 


28652 


63 


191 


DLPWTPGPAC*PMLQC**GGAN 
IYARRQGADAAGDQGSSCRL 


28478 


58846 


A 


28653 


1 


554 


MPTYCPGASLLILTYKTPKELLS 

IYVSTIRXSRCRERRNRRLGAR 

N FRSEEQI YDQWRLDQ VG KFFP 

FPRPRENYHFGSEHVGSFSLDK 

CCNEKLYEVIDLHLKKKFLNTE 

TLSLVKCEVSRCWVTLNLLLPY 

H/VLFQI * LS WRERQNQSCKTTN 

GSSNGAPDAVHN*NLLWSLGP 

AC*PMLRC 




SRR47 

JOOt / 


A 




-x 


317 


SRRLPFSLICMAKHWLPALPEN 
GYMKOFCVSGLGVLFHGCVFL 
CWHHCCFVL*VWSLGSPRSRG 
LHLVKAFFLCYPRSNCFLLNWG 
1VGVVQLRF PQEGCLWCH \ 


28480 


58848 


B 


28655 


1 


400 




28481 


58849 


B 


28656 


49 


492 




28482 


58850 


A 


28657 


1 


917 


TALETAPTLALPVSSQPFSLHTA 

EVQGCAVGILTQGPGPCPVAFL 

SKQLDLTVLGSPSCLHAVASAA 

LILLEALK1TNYAQLTLYSSHNF 

QNLFSFSHLTHILSAPRLLQLYS 

LFVESPTITILPGPDFNLASHIILD 

TTPDPDDCMSLIYLTFTPFPHISF 

FSVPHVDHIWFTDGSSTRPDRH 

SPAKAGYAIESSTSIIEATALPPS 

TTSQQ AEL I ALTRA FTLAKG LH 

VNIYTDSKYAFHILHHHAVIWA 

ERGFLT/IARVLHH*CLFNKNSS 

QGCFTSKGSWSHTLQGPPKGV 

RSHYSRKCLC 


28483 


5885 1 


A 


28658 


3737 


3886 




28484 


588^2 


A 


28659 


349 


1775 




28485 


58853 


A 


28660 


1 


1 194 








A 


28661 


1 


704 




28487 


58855 


A 


28662 


41 


275 




28488 


58856 


A 


28663 


159 


1504 




28489 


58857 


A 


28664 


275 


552 




28490 


58858 


A 


28665 


178 


619 




28491 


58859 


A 


28666 


3 


369 





3722 

BNSDOCID: <WO 01 75067 A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on lor peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X-llnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


28492 


58860 


A 


28667 


1 


140 




28493 


58861 


A 


28668 


516 


734 


WTGDWRRTCDRENQHVSGAA 
RTAFIPTNGAISPGINYSPGH*Y* 
DCHLPQA*P*LCRAAGQNRCH 
VARTCLG 


28494 


58862 


A 


28669 


1 


1163 


MHTHARETCLALGKPADDATL 

TAAIEAVGLENAARVLKLYPFE 

MSGGMLQRMMIAMAVLCESPF 

IIADEPTTDLDVVAQARILDLLE 

SIMQKQAPGMLLVTHDMDKW 

GRJIADVESQYRYQTTNPKIFAG 

GDAVRGADLVVTAMAEGRHA 

AQGIIDWLGLDVDKLGALEERR 

KVLQVKTENLQAERNSRSKSIG 

QAKARGEDIEPLRLEVTNKLGEE 

LDAAKAELDALQAE1RDIALTIP 

NLPADEVPVGKDENDNVEVSR 

WGTPREFDFEVRDHVTLGEMH 

SGLDFAAAVKLTGSRFVVMKG 

ifi A R M H RA LSQ FM LDLHTEQH 

kj Y b>bN Y VP YLVNQDTLYGVGL 

YPLGALASGW/WALASGWLPK 

RRERKD/GDTGAHGVPRGSRKP 

R1ARKVRGT 


28495 


58863 


B 


28670 


1 


4770 




28496 


58864 


A 


28671 


1069 


i jyo 


VIGAQPVLRIRRKQARRQINRI> 
1 LILLHYCLTTKLKNGVKPG1V 
AAl-YFLPGAG*IHPAGCHGTQL 
* M- G KMKVQ YTRVTLSQQ ASG 
K1SAYLIDLGKPLLKLIIHCGVH 


28497 


58865 


A 


28672 


4246 


44S1 




28498 


58866 


A 


28673 


1 


1 1 




28499 


58867 


A 


28674 


723 


O / o 




28500 


58868 


A 


28675 


1085 


1246 




28501 


58869 


A 


28676 


1 


1254 




28502 


58870 


A 


28677 


1 


2175 




28503 


58871 


A 


28678 


340 


994 




28504 


58872 


A 


28679 


37 


261 


1 1 1 r AUKJ<JV4HCKGACMKJ , LLD 
VLMILDAVRELE*TITPAGRRM 
HCKG ACMKPLLD VLM ILDA VR 
ELEKQAIKLHEGWENELVIGVD 
DTFPFSLLAPLIEAFYQHHSVTR 


28505 


58873 


A 


28680 


410 


896 

] 
J 
1 


WAWAASAVQPRSIWQ/GAGVG 
NLTLLDFDTVSLSNLQRQTLHS 
DATVGQPKVESARDAPHIA1TP 

L /\ TAT T T~\ A T™* T A a I v a it** w t ^"v * « * • 

vNALLDDAELAALIAEHDLVL 

D/WYG*RCGT*STERQQR*RG* 

RSAPAMTAHDRDAIASSSETCA 

RSRWSVEYASPVCAPPDSRSKR 

R.SASNSAASHVF 


28506 i 


58874 ] 


3 : 


>8681 


i : 


>298 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^nknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possibte nucleotide insertion) 


28507 


58875 


A 


28682 


1915 


5313 




28508 


58876 


A 


28683 


1 


4221 




28509 


58877 


A 


28684 


1 


1007 


MAALQMVNGQKWVSSNQKY 

WLVYKTTDPPRLRPIFSGYQPM 

CPFNGRPFWIHKNPMGVHWAV 

ATGLALIPIVGIAEFG WFWFGG 

ET YM A A WN VSG LGTFG A IQST 

FNVTLWSFIGVESASVAAGVVK 

NPKRNVPIATIGGVL1AAVCYV 

LSTTAIMGMIPNAALRVSASPF 

GDAARMALGDTAGAIVSFCAA 

AGCLGSLGGWTLLAGQTAKAA 

ADDGLVFPPIFARVNKAGTPVA 

GLIIVGILMTIFQLSSISPNATKE 

FGLVSSVSVIFTLVPYLYTCAAL 

LLLGHG HFGKARPA YLAVTTI A 

FLYCIWAVYITHIDACVVVYIA 

GYRAAKLTCA 


28510 


58878 


A 


28685 


867 


1681 




28511 


58879 


A 


28686 


865 


1290 


RWWENRLFRKNPARAQKMVL 

PERFG * SAYPNG FAGTWRLDKL 

P1AQIHAHMIGYLAAVDMEKQ 

QISPAQVVVRHNRCPAIVVHL1 

GRARELSLKDLVVGIKNQPATV 

KAFIRPRTAPDVRLAKLLLQAV 

NRHFGN VMQMVAA 


28512 


58880 


A 


28687 


I 


709 




28513 


58881 


A 


28688 


2 


657 


LMWALPKVTRGPVYMAGSPQT 
AFIQVGPRVHAHLQPRAAPL*A 
GEVWKPRLVGRSHWASRPSPA 
LQKG EPG SPS WEN AC V PQ APH 
RLLHQQKAF 


28514 


58882 


A 


28689 


3 


227 


NSQDFPACGGLCHAELDRTAA 
GLVHQHXRHPGHTSVAAEKLCH 
GDVEGDGCNGPASD/PGYI*GQ 
AAAPAPLPDLL 


28515 


58883 


A 


28690 


1227 


1719 




28516 


58884 


A 


28691 


1 


1701 




28517 


58885 


A 


28692 


15 


3298 




28518 


58886 


A 


28693 


1767 


1998 


YCDTTTFNSYLLYDSVCRGYAR 
AVWRYQTDIAANLE*RRLPSGA 
GKSDWSSGDSEKAKTAAHTIY 
RDAGRRVRGYRQL 


28519 


58887 


A 


28694 


1 


370 





BNSDOCID: <WO 0175067A3_IA> 



3724 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


Sh.Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknovvn, 
*=$top codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28520 


58888 


A 


28695 


1 


910 


MDKJER1IQEFVPGKQVTLAHLI 

AHPGEELAKKJGVPDAGAIGIM 

TLTPGETAMIAGDLALKAADV 

HIGFLDRFSGALVIYGSGNYTL 

ARKTQAVEFNDKGDIDTPGEYF 

NHPRWYHALITTLQDVDMLSP 

LI WG FRN YKDVQ V 1 KATPHKI V 

ILMGILLSPSVFATDINVEFTAT 

VKATTCN1TLTGNNVTNDGNN 

\JVTI I? 1 DI/" \Af~"\ r\i/ 1 a \1i/TTrcA 

in Y 1 LKJrrvMOLJJKJANK I I ESQ 
A HP'k'l VAWyir.A A\/AC\/n i ni * 

PEMHHQAHLSLLYRSLVIHLRR 

0\/TQ\/\X/\/Q Ir^Xir" I 1 K/fNvfDT CI XII 

V«J V lc> V W VorvNOLLMMFLoLNL 
TVRKRYAGAQTRCSPIRVLK 


28521 


58889 


A 


28696 


605 


2021 




28522 


58890 


A 


28697 


2256 


2336 


CIKCCARRI AREPG YLFS* * RCK 
YPG 


28523 


58891 


A 


28698 


1802 


4488 

< 


TLLRQGSNFLMTRRCATKSWN 

V*SWIKSS/MQMGQKMGVKISD 

EQLDQAIANIAKQNNMTLDQM 

RSRLAYDGLNYNTYRNQIRKE 

MHSEVRNNEVRRR1TILPQEVES 

LAQQVGNQNDASTELNLSHILI 

PLPENPTSDQVNEAESQARAIV 

DQARNGADFGKLAIAHSADQQ 

ALNGGQMGWGRJHASLPGIFA 

QALSTAKKGDIVGPISSGGRFD 

GTVEVKDGHLIVNGKKIRVTAE 

RDPANLKWDEVGVDVVAEAT 

GLFLTDETARKHITADTPAALR 

WLEENQLEDGHECLLRRV1SSD 

G RSRG FINGTA VPLSQLRETSTT 

TGARRVIRAIRRINSSDASTIPTL 

MAITISNNTVSDMHSSMTMMS 

TRJRTLITTI YNGDLRM IRQRKL 

CKTAIARTYGNDDTFHPGMRH 

QRM HRVFKNAPH LDQPVVTLN 

IYPKADESSSLKASRGTRGAAY 

RPARQNLYSASSGKKDENPVIE 

FKNVSKHFGPTQVLHNIDLNIA 

QGEVVVIIGPSGSGKSTLLRCIN 

KLEEITSGDLIVDGLKVNDPKV 

DERLIRQEAGMVFQQFYLFPHL 

TALEN VM FGPLRVRG ANKEEA 

FKI ARFT I AKVfil A PR A HI4VP 

CpT C. p.r.f) AHR V A 1 A R TI AVk'H 
ji-rL.oVJ\JV < fV M /v^I\. V rVlrViv I L./-V V Mi 

KMMLFDETTFDFDPELVHEVL 
KVIHEFAEKGITNDSLTENPAKT 
QG EG GC LQSQE RG PQREPTPRH 


28524 


58892 


A 


28699 


i : 


2307 




28525 


58893 


A 


28700 


3 


?76 





3725 

BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
seq uence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


28526 


58894 


A 


28701 


2 


136 


YLSAV*FCSPGQPPSALLVCGR 
RGYWCLWPLSSCHLTLRLCVS 


28527 


58895 


A 


28702 


1 


608 




28528 


58896 


A 


28703 


222 


329 




28529 


58897 


A 


28704 


387 


728 




28530 


58898 


A 


28705 


1 


1184 




28531 


58899 


A 


28706 


478 


627 




28532 


58900 


A 


28707 


33 


1072 




28533 


58901 


A 


28708 


35 


516 


RVVEFADEGQGPAALSLWSGS 

SPETLKLHWPHVQN*IRFSSWK 

TFRJRSRDFWADRLMRTLLRNF 

LSKWDHL*GQTLGVSLRRV*NE 

GSSPCHTPRPSAVLPPVLLDGG 

R*THMKLHAASSRGWLRTRLT 

ELEYSLVIRJRRDGGLAGLRGN 

SGAQGGDA 


28534 


58902 


A 


28709 


1 


777 




28535 


58903 


A 


28710 


531 


704 




28536 


58904 


A 


2871 1 


294 


617 




28537 


58905 


A 


28712 


804 


1020 


HFLSGGRRQRPPRWTIVA*SPR* 
PRCRCWGSG*RPGTRGALPQPR 
S*WHPSGSARGRHSGSGLETSG 
PTVS 


28538 


58906 


A 


28713 


102 


510 


PWPHTGGRRQRPPRWTIVA*SP 
R* PRCRC WGSG * RPGTRG ALP V 
VRKQPGDPKTPLASCPELNQPV 
PEPAAAPTRQSKRLCYLSHVAD 
GILQVQARGRHSGSGLRRLLGR 
PSHEGPWLKGTSCRSGTTCRDR 
PWV 


28539 


58907 


A 


28714 


2 


1580 




28540 


58908 


A 


28715 


286 


352 




28541 


58909 


A 


28716 


1 


531 




28542 


58910 


A 


28717 


1 


1440 




28543 


5891 1 


A 


28718 


238 


567 


FGDAGKFDGKFSSHSKLLSGFD 

AWTELALNHRJFLLQLVEVLPE 

ANRQLRQSGAGDGGQQAVF*F 

HRFLASVHQHKAASASPPYLFR 

1KCPVPRLRAKPALLLIDNRLYG 


28544 


58912 


A 


28719 


1 


3534 




28545 


58913 


A 


28720 


1846 


2121 




28546 


58914 


A 


28721 


176 


462 


TSRHSVY1SDTELKPRKSSKPTF 
CGCDSLFSPICHFP/HGLSDVALI 
VQQLRQRG * PLQPARLPVHWR 
HQNAVVDGVLSGENGGAGWG 
RAWLRJRRS 


28547 


58915 


A 


28722 


225 


3465 




28548 


58916 


A 


28723 


937 


1770 




28549 


58917 


A 


28724 


142 


484 





3726 



BNSOOCID: <WO_0175067A3_IA> 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28550 


58918 


A 


28725 


1 


1521 


M1PITWPKFAELHPFCPPEQAEG 

YQQM1AQLADWLVKLTGYDA 

VCMQPNSGAQGEYAGLLAIRH 

YHESRNEGHRDICLIPASAHGT 

NPASAHMAGMQVVVVACDKN 

GNIDLTDLRAKAEQAGDNLSCI 

MVTYPSTHGVYEETIREVCEVV 

HQFGGQVYLDGANMNAQRRDN 

MAGKPGPLTVRKMRGSRVTVR 

AL*/ASVWIGFDDHRRNLGHTT 

ASGA1KDQISGYEGGAKSAQPA 

WD A YM KA VLEG V PEQPLTPPP 

GIVTVNIDRSTGQLANGGNSRE 

E YFIE VNE 1 V VNPN ATL D WQL A 

LRQAAGKTDLARDMLQMLLDF 

LPEVRNKVEEQLVGENPEGLV 

DLIHfCLHGSCGYSGVPRMKNL 

CQLI EQQLRSGTKEEDLEPELLE 

LLDEM DN V ARE A SKILGGH DN 

OUN ALLHKALPPGN VGKWAM 

AFlPPFr PQPCjKSV I ICWKPASS 

tlNKolNLLnlr LKfcLloNAbDAAD 

KLRFRALSNPDLYEGDGELRVR 

VDEVLSPASVPYS 


28551 


58919 


A 


28726 


1 


1279 




28552 


58920 


A 


28727 


3 


762 




28553 


58921 


A 


28728 


1 


1472 


MTQDELKKAVGWAALQYVQP 

GTIVGVGTGSTAAHFIDALGTM 

KGQIEGAVSSSDASTEKLKSLGI 

HVFDLNEVDSLG1YVDGADEIW 

QTCKAQRCQSPCSKTLGAQPEN 

PDLSQISRFPQDERRISNCSSGK 

AANPVLYWSKIEEKIASEPASIY 

SPMTLKDFSKFVKDEIGFSYTG 

YSRSGGGTASHGSPKSWA1GSL 

GRFGNEYSGWFDLQLKQRVYN 

ENGKRVDA VVMM DGNVGQQ 

YSTGWFGDNAGGENYMQFSD 

MYVTTKGFLPFAPEADFWVGK 

HGAPKIEIQMLDWKTQRTDAA 

AGVGLENWKVGPGKIDIALVR 

EDVDDYDRSLQNKQQINTNTID 

LR Y KDI PL WDKATLM PRI PTQR 

YGLAKA/SLEAD/VRY/MANAM 

GPEGVRVNAISAGQTRTLAAPG 

IK\DSRK\MLAHCEPVTPIRRTVT 

1EDVGNSAAFLCSDLSAGISGEV 

VHVDGGFSIAAMNERDPFTDL 

HRYRMNLN M MNYG AQRNM 



3727 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28554 


58922 


A 


28729 


2 


419 


RPRPRPRHMLQGTHRQRHLHA 

GPGVARRRWGGMARRAARGR 

PRLRLCIFSRSRQLGLRLRFLSST 

VN EG DQ VKT V A\RSG H FCG G LS 

SFSFSSSFSSGKKRPSNSPGSMR 

LGSPPSGAGRAGGIVTVAC*AR 

LSTCNTKQ 


28555 


58923 


A 


28730 


725 


2804 




28556 


58924 


A 


28731 


661 


1218 


DVREGDRJDPFM1KVHSCVFVDF 

AKTMHDGA/SVSLRGNL1SHKG 

EDRY/VFRDKSGEINVVIPAA/V 

FDGREVQPDQMINISGIAD1CLP 

VIAPTNATSKLKLASQPEDDSEI 

YDGCNGAQPGDYWFAAFVSG 

MFSRWLAKTILSRHILSVTIRSC 

KNGEWLAVGGAENGAYSDSR 

VAVMLLLSAWGLFDF 


28557 


58925 


A 


28732 


1 


624 




28558 


58926 


A 


28733 




1281 




28559 


58927 


A 


28734 


1 14 


266 




28560 


58928 


A 


28735 


1487 


1570 




28561 


58929 


A 


28736 




3402 




28562 


58930 


A 


28737 




2466 




28563 


58931 


A 


28738 


372 


647 


SGWSWNTKFPTGGFRWPAQPG 
TELESSQPR* L V M PATTSPFRA L 
DVCEYLPACVAVISGCHPSRFA 
RSYVSAPD*QNVQLTYPHIVLN 
RHL 


28564 


58932 


A 


28739 


1 


2235 




28565 


58933 


A 


28740 


3 


293 




28566 


58934 


A 


28741 


737 


963 




28567 


58935 


A 


28742 


3 


282 


RRLRASGCIDKLPSG**YARPAR 
*DPAPGFR*STPVRKCDQTRSPA 
MKVIAAADRKLWCGAICPLSA 
KPPA G RAPN A P A A P A SPNRPMT 
PSL 


28568 


58936 


A 


28743 


2 


289 




28569 


58937 


A 


28744 


1 


1662 




28570 


58938 


A 


28745 


421 


2634 




28571 


58939 


A 


28746 


134 


954 j 




28572 j 


58940 


A 


28747 


1036 


1383 




28573 ! 


58941 


A 


28748 


2 


589 




28574 


58942 


A 


28749 


1 


801 




28575 


58943 


B 


28750 


14 


499 




28576 


58944 


A 


28751 


3 


916 




28577 


58945 


A 


28752 


3 


589 




28578 


58946 


A 


28753 


1 


1675 




28579 


58947 


A 


28754 


1 


522 





3728 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


28580 


58948 


A 


28755 


1229 


1660 


LMVSGFLTSPKJDHERI1VAKPEQ 

FWKLRQVMFMAIVISLPT1GER 

rirrLLls.orLIKr^Kw 1 IDrlSG 

LTARPEFSQSRMVLIAASTITSL 

MCAGSFLPIRPLASICSLNATTS 

**LPFSSGRDSSRKRRTQAITCSP 


28581 


58949 


A 


28756 


1 


230 


HAVCLAAVHFSSWALWNSETF 
NSI WSCASA I LGNLGILTGSPPL 
ALCRTLCLTYPI*CPRDAKALR 
RPRECVIRHD 


28582 


58950 


A 


28757 


1 


850 


MPVMFLASLSGKHQGHHFPKG 

ERGKFKI KERGTVATEDRRSGD 

STFYA1QPTRRQKRVYGLALLL 

QLHRRRQNLNIDSVSSVGLAAL 

VTAFIGVDFFANGEQTYSQPLW 

TWMSVGDFN1GFNLVLDGLSLT 

MLSVVTEGYSR*EHRPTPSQPR 

VTCCDI C A CTD TTN 4 /DP nr //^ a ; 

iloiKLoAMKI 1 M/P(jJL>bQVGV 
o bt A K V ALbUH RhHGQRQA VQ 
HQVKTDVKVAYRHPRPQRLAV 
CLLAVSEEINADKGGYQRRQA 
HRAY 


28583 


58951 j 


A 


28758 


20 


282 




28584 


58952 


A 


28759 


38 


966 


RDGLESRGRVCSLRTAFQRSSS 

EAFTSDLQAAELQNRASNRPAR 

IGHAHLVIFPVQSSWM*RKLAS 

PRMNLVIPQEKALKEYIKIGNLV 

MSLAAAPLNR*GLL/IEWNDND 

GGCKGACDRVPHQNVTALNLR 

DQCINGECYDEVLFHGLEEYIN 

NLQGDGVIVLHTIGSHGPTYYN 

RYPPQFRKFTPTCDTNEIQTCTK 

tV^LViN 1 YUN ILV YVUYIVDKAI 

xti | c:T_i/~\rM/ cttci \r\sj enure 

SLGENGIYLHGLPYAIAPDSQK 
QVPM LL WLSED YQKRYQ VDQ 
NCLQKQAQTQKDCVLLIFAKQ 


28585 


58953 


A 


28760 


1120 


1335 




28586 


58954 


A 


28761 


846 


1245 

< 


TVRKRGTRHPHGSRRTLSLPLR 

tiooUKLNK 1 KoAUKb 1 ur RL/A 
<^rj\ i IoMvLoAo 1 K 1 1 IVlr V 1 1 ho 

M VSDRPSSTRLKPM LfCSPTDIH 

VHSGWLYVCSPVAKKSTPMKA 

GTTAGRPTEPTPTIATSGLNALL 


28587 


58955 


a : 


28762 : 


265 


1179 




28588 


58956 


a : 


28763 


188 


322 





3729 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/U SO 1/0863 1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


28589 


58957 


A 


28764 


I 


3114 


MLQQDSNDDTKDVSLFDAEEE 

TTNRPRKVKIRHPVASFFIILFFR 

VSAIIVCLLCELLSSSFITCMSKK 

WLAVVIVGVVLQGANLYGYI.R 

CKGQEVRETFAEPSLQ A TQM K 

LKRARLADDLNEKIAQRPGPM 

EL VEKNILPVDSS VKEA 1 Id KTL 

KIYYLGAPAEAATKEDERTTSG 

PGHHATNYHFLLKFDFYLSVVL 

HFVHKDAILSGHPLVRLLSTRV 

LRGPNDVFHGVSSVDSVLAIFV 

LAEPMGSLSASLEN 


28590 


58958 


A 


28765 


1 


3219 




28591 


58959 


A 


28766 


3 


245 




28592 


58960 


A 


28767 


2 


1193 


C ANQLRDCL V I PT1 TGLVRL VV 

AGANGDRLGQPVTGADVRLSR 

CRKVMPSRSVEMGLVPSSSVIV 

TVLPLIGFVLLAFSRGRWSFNV 

SAIVGVGSVGLAALVTAFIGVD 

FFANGEQTYSQPLWTWMSVGD 

FNIGFNLVLDGLSLTMLSVV TG 

VGFLIHMYASWYMRGELGYSR 

FFAYTNLF1ASMVVLVLADNLL 

LMYLGWEGVGLCSYLLIGFYY 

TDPKNGAAAMKAFVVTRVGD 

VFLAFALFILYNELGTLNFREM 

VELAPAHFADGNNMLMWA TL 

MLLGGAVGKSAQLPLQTWLAD 

AMAGPTPVSALIHAATMVTAG 

VYLIARTHGLFLMTPEVLHLVG 

IVGAVTLLLAGFAAL*Q*K*MP 

RHPKHRNAG**TRVLQRGAGC 

AGA1RVTDHFRG 


28593 


58961 


A 


28768 


3 


2191 




28594 


58962 


B 


28769 


1 


2263 




28595 


58963 


A 


28770 


1089 


4965 




28596 


58964 


A 


28771 


41 


249 




28597 


58965 


A 


28772 


533 


709 


VSFLiVSSSLIALWSERQFVIISV 
LLHLLRSALLPTMWSILE* VWC 
GAEKNVYSVDLG 


28598 


58966 


A 


28773 


2714 


3599 


LGSQWH*1YKLPWAVWSFSQY 


28599 


58967 


A 


28774 


45 


188 


GKVQCHRGLIHVNWLPPVKKF 

♦LRQKGKPTSSSQETPKTEPGRL 

LKP 


28600 


58968 


A 


28775 


722 


856 


GNDLCPKTIRTGDAWCVPGTT 
RKSAWK*GKISGSLSFLPVRDG 



BNSDOCID: <WO 0175067A3_IA> 



3730 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinle nucleotide insertion) 


28601 


58969 


A 


28776 


474 


1338 


PANQKKPRTRWJHSR1LPEVRR 

GAGTIPSETIPNNRKGGNPP*LIL 

*GQHHPDTKTWQRHNKK*KFQ 

ANIPDEH*CENPQ*NNGKPNP\E 

HSKKLIHHNQVGFJSGMQGWF 

NICKSINIIHHINRTNDKNHMIISI 

DA EKAFDKIQHPFM LKALNKL 

GIDGTHLKIIRAIFDKPTANIILN 

LFNVVLEVLARAIRQEKEITGIQ 
I GKE E A PQKQQRLFCR Y Y HG K 
RAPQLLITHLEEDDEWDIIRYY 
NVMSEEEIKRMKEIVKPKII 


28602 


58970 


A 


28777 


2289 


3225 


LTNQNKSRTRWIHSRJLPEVQR 

G AGTVSSETIPNNRKR WTPP* LI 

L*GQHHPDTKTWHRHNKKRKF 

QANIPDERQCKNPQ*NTSKPNP 

AAHQKAYP* * PSQLHP WDARL 

VQHMQTNKHNPSHKQN\HDKN 

HMIISRDAEKSFNKIQQPFMLKT 

LNKLG I SGTYLKI VKMHTMSSS 

HLFYLALCLLTFTSSATAGPETL 

CGAELVDALQFVCGDRGFYFM 

Cv^v^ l Jvi/A v rvvjix t o tv<f t lVl 
Li* iVC.ovJrvV^Ivv^/iV/A IN 1 JrV 1 o ix 1 V 

HLALYATLLLFVMEQFLGESHK 
SREIFSFEQQISELGKESMKFSEE 
KEKE 


28603 


58971 


A 


28778 


1177 


1272 




28604 


58972 


A 


28779 


480 


766 


•joiilv^n W r y Uy r l\ W oRLK V ovJrv 

RHEASTVLPLCFLLPQNSSSMQ 
LG*NRSMP/HVSESSRTLVL*EV 
TKHQVSSNFKMRDKDRSGRAS 
SLRKHRRE 


28605 |58973 


A 


28780 | 


1 


1344 





3731 

BNSDOCID: <WO 0175067A3 IA> 



WO 111/075067 PCX/ U S0 1/08631 



Sh Q ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, j 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


28606 


58974 


A 


28781 


971 


2314 


PTNQKKSRTRWIHSRILPEVQG 

GAGTIPSETIPINRKRRNPL*LIL* 

GQHHPDTKAWQRHNKKEEL*T 

NSPDEH*CKNPQ*NTGKPNP\EH 

1KKLIHHDQVGFIPGMQGWFNI 

HKSINVlQHrNRTKDKNHMIlSI 

DAEKAFDK1QQPFMLKTLNKL 

GIDGTYLKIIRAIYDKPTASI1LN 

GQKLEA FPLKTGTRQGCSLSLF 

LFNVVLEVLARAVRQEKE1EGI 

QLGKDEVKLSLFADNMIVYVE 

NPIISAQNLLKLISNFSKVSGYKI 

NVQKSQAFLYTNNRQTKSQIM 

SELPFT1ASKRIKYLG1QLTRDV 

KDLFKENYKPLLNEIKEDTNK 

WKNIPCSWIGR1N1VKMA1LPKV 

IYRFNAIPIKLPMTFFTELEKTTL 

KFI WNQKRARI A FCT1LSQKN KT 

GG1MLPDFKLYYKPTVTKTKW 

YWYQNRDIDQWNRIEPPEIISHT 


28607 


58975 


A 


28782 


148 


287 


VLHSYAI*IASALKVG1SRHHP* 
GSIPSRSLLVATTPTRGVTAALE 


28608 


58976 


A 


28783 


1 


1938 




28609 


58977 


A 


28784 


1389 


1499 




28610 


58978 


A 


28785 


1 


351 




2861 1 


58979 


A 


28786 


1 


329 


KNLDE1CLLPASSSSCRIWATSP 

VHHLWQVLKKILF/GLEPYEIST 

LFEQRQAM/LQSIKEGVVAVDD 

RGEVTL1MDAAQELLNYKNFIR 

SRSLPVFVLASACGSGTRRRRA 


28612 


58980 


A 


28787 


1 


419 


VRPGHLLDIDDTDMPSLRYSDP 

EAQRIGQPFKGDDILKALNGEE 

NVAINRGFLAQALRVFTPIYDE 

NHKQIGVVA1GLELSRVTQQIN 

DSRWSIIWSVLFGMLVGLIGTCI 

LVKVLLG/IIFG*TYKSQLFEQR 

QAMGRL 



BNSDOCID: <WO 0175067A3_IA> 



3732 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in l?SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


28613 


58981 


A 


28788 


1 


1795 


MWNSCVMKRTAMNCVLWRK 

RRRKVCASIFTGKNRANQKRL) 

NVELFDARCRPLNDAADTVRY 

LP VLTVQLLDKQPRLT V L KK1L 

FGLEPYEISTLFEQRQAMLQSIK 

EGVVAVDDRGEVTLINDAAQE 

LLNYRKSQDDEKLSTLSI IS WSQ 

VVDVSEVLRDGTPRRDEEITIKX 

DRLLLITTVPVRSNGVIIGAISTF 

RDKTEVRKLMQRLDGLVNYA 

DALRERSHEFMNKLHVILGLLH 

LKSYKQLEDYILKTANNYQEEI 

GSLLGKIKSPVIVAGFLISKINRA 

TDLGHTL1LNSESQLPDSGTAA 

CGQSLN VL YQRIVGERKLI 1TGS 

LMSAAGKSNPLA1SGLVVLTLI 

WSYSWIFMKQVTSYIGAFDFTA 

LRCIFGALVLFIVLLLRGRGMRP 

TPFKYTLAIALLQTCGMVGLAQ 

WALVSGGAGKVAILSYTMPFW 

VVIFAALFLGERLRRGQYFAIL1 

AAFGICTATQRNRLLPCKNQPC 

KAlslOYOnTfinVI KIOI MinFDA 
rv/A i n v</ i v^/Vj i Vj VJ v LINl^Lri 1 l.Jr KA 

* ovj v ivi v rV\JijI\yl r AINL loi^l /\ j> 

NVGVVJFSTQDSANTFNVLNAS 
GG SRSVYPVMsnnMNir^^u/w v 

STRMOKIHPAT ^VTQP.ni MCII\/ 
o i ivivi v^/rv 1 1 j r avl.o v i o \j \j I „ rvi o 1 1 V 


28614 


58982 


A 


28789 


190 


2058 




28615 


58983 


A 


28790 


199 


293 


RYPPAETELS* RLCRLLR * STT V 
RL*LCRPL 


28616 


58984 


A 


28791 


685 


1557 




28617 


58985 


A 


28792 


1 


2850 




28618 


58986 


A 


28793 


265 


535 


RiATlRHPsn HRvr.nnvn^i i d 
TATTQRHCRRMHMMTIGYOFO 
PGALVR*SRANHFPGRGDVNLS 
SRYSNAPGRRHQHQMRRGFVA 
RSQ 


28619 


58987 


A 


28794 


409 


1305 





BNSDOCID: <WO 017S067A3_IA> 



3733 



WO (11/075067 PCT/USO 1/08631 



SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


28620 


58988 


A 


28795 


379 


1703 


LKTVLVDGVVKAEKLVEGAKA 

VLRQAINGDLDWKAKRQPKLE 

PLKLSKIEATMSFT1AKGMVAQ 

TAGKHYPAP1TAVKT1EAAARF 

GREEALNLENKSFVPLAHTNEA 

RALVGIFLNDQYVKGKAKKLT 

KDVETPKQAAVLGAGIMGGGI 

AYQSAWKGVPVVMKDINDKSL 

TLGMTEAAKLLNKQLERGKID 

GLKLAGVISTIHPTLDYAGFDR 

VDIVVEAVVENPKVKKYPSAG 

VFHQLYCRDVV1PMFAIYTFGP 

Q1VGLLGLGVGKNAALGNVVIS 

LFFMLGCIPPMLWLNTAGRRPL 

LIGSFAMMTLALALLGL1PDMG 

IWLVVMAFAVYAFFSGGPGNG 

FNRVKEEFDHERFLVALTNYGT 

AMCAFEDAARY AN/LARA VWR 

GYWSFPVDSGK1RPHGDQIKLH 

EKHAV*SSVESRQRHHHLWRC 

SDVQILLRQCGI 


28621 


58989 


A 


28796 


713 


902 


CRLARPSPLKRCFQFCSTTHSCI 
PPPLAATRWPVRRRWRPSMCC 
WSRTYR\PG*AKRRYTSPA 


28622 


58990 


B 


28797 


1 


1521 




28623 


58991 


A 


28798 


348 


599 


RHFQRSLSRSSDSNP*LDPTLFA 
SALASRQRVTESWSERHPDPLQ 
VRRKTEDVKTTPPFLQQSAHRS 
VNIVLWIRGFSPTLLV 


28624 


58992 


A 


28799 


582 


732 




28625 


58993 


A 


28800 


1 


1443 




28626 


58994 


A 


28801 


1051 


1173 


PETYRRIAGRYGATCGTLR*RA 
SGG*TGETDAAGPGYPPAR 


28627 


58995 


A 


28802 


1 


2742 




28628 


58996 


A 


28803 


435 


1143 


SRPAYHPAPREFQRQWRQDPAP 

GLAITPGQQLFITIKLWNDDHXK 

RPREALLDSLKKLQLDYIDLYL 

MHWPVPAIDHYVEAWKGMIEL 

QKEGLIKSIG VCNFQI HHLQRLI 

DETG VTPVINQIELHPLM QQRQ 

LHAWNATHKIQTESWSPLAQG 

GKGVFDQKVIRDLADKYGKTP 

AQIVIRWHLDSGLVV1PKSVTPS 

R1AENFDVWDFRLDKDELGEIA 

KLDQGKRLGPDPDQFGG 


28629 


58997 


A 


28804 


1040 


1079 




28630 


58998 


A 


28805 


300 


567 


SAGFKKSGTRHCDVRPGACGT 

TLYQRR*VH*\WSTVH\KPETSS 

SKMHGQRGSGLLAKSLVANVI 

CSLIRNPLPIMPMPLCAFVSLKM 

IKKRPRRH 



3734 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0I/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for Inst amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown > 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28631 


58999 


A 


28806 


167 


327 


KNNSSISGINATRR*KTDFNNT<; 
VFSSPGKFYRTRTAPL TDRRTM 
SPAYLSEL 


28632 


59000 


A 


28807 


1 


1 197 




28633 


59001 


A 


28808 


1 


4104 




28634 


59002 


A 


28809 


1 


1368 




28635 


59003 


A 


28810 


82 


1 143 




28636 


59004 


A 


28811 


72 


212 




28637 


59005 


A 


28812 


1 


1078 


MICDVTLVRPQDAGANTCAH1L 

SQLPHLQLPTLETLGL1NALGY 

APGDMQPSDSATWGVAELQHE 

GGDTFMG HQEILGTRPLPPLRM 

PFRDVIDRVEQALVSAGWQVE 

RRGDDLQFLWVNQAVAIGDNL 

EADLGQVYNITANLSVISFDDAI 

KIGR1VREQVQVGRVITFGGLLT 

DSQRILDAAESKEGRFIGINAPR 

SGAYDNGFQVVHMGYGVDEK 

VQVPQKLYEAGVPTVLVAHHQ 

RVFAIFAVAID1TQVINIQYCRC 

OOA ACGR R K DOCRNO^kT PhJO V 

GNITQTDITIRTIAHGVWIAAMI 
DNPPRIRKPTKSAS* L W WPLFY 
LLAVSLFTLWNRYRVFHGI ^A<s 
SSPLRPTPY 


28638 


59006 


A 


28813 


429 


611 


AAKHPCCGYSFRRRTDVDUNG 
YSGNACTRLHHAGGIRQ**PNF 
GYSPPASSCGQVSQNSS 


28639 j 


59007 


B 


28814 


1 


2703 




28640 


59008 


A 


28815 


1931 


2407 


HGLRTRQRLSKASRJCAALLCR 
LLTYELSSARWMWTITTAVCV 
SSCRRWKKPAALVRPLPPASAP 
GFITTSAKPCCASRNG+K^SFOR 
TLHVSRHOSRTS*SPOVDT < snN 
SSEIVNNOAPTARTGSGI RVAV 
LEORVOEPLAANAPPOLRVSA1 
NAAS 


28641 


59009 


B 


28816 


430 


823 




28642 


59010 


A 


28817 


1 


2667 




28643 


59011 


B 


28818 


204 


2659 




28644 


59012 


A 


28819 


1 


2817 




28645 | 


59013 


A j 


28820 


1 


1089 




28646 


59014 


A j 


28821 


1 


1891 




28647 


59015 


A 


28822 


2972 


3318 


KYALTLVRFVTLKVQSVTALK 

A/CGLYRTEFLFMDRDA LPTEE 

RQFAAYKALAEACGSQAVIVR 

FMDIGGDYELPYYELPERRDPV 

SSAGALFVSRWIVERSCADKFR 

VFCGASGFR 



3735 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/USO 1/08631 



SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28648 


59016 


A 


28823 


1 


1030 


MMC1MYRTASSLANQYHIDSE 

QARRGSQNAFDVTMFEAWQLEl 

NHVLEAASAQSQRNYQISALVF 

1SMI1VAAIYISSALWWTRKM1V 

QPLA I IGSHFDSI AAGN LARPI A 

VYGRNE1TAIFASLKTMQQALR 

GTVSDVRKGSQEMHIGIAEIVA 

GNNDLSSRTEQQAASLAQTAA 

S M EQLT A T VGQN ADN A RQ A LG 

TGKNAATTAQAAAVQFIDRCQ 

ADFTRGAYRYRSGTYF1CQYLT 

VTVSG1DAHQRGQTDTQRJLLQ 

LFLVQFDTHRQTLNDFDPVTGR 

ILRWKQLDRAAGDITGHRTDN 

TSTLQRQPGVTYFGGSLLHGW\ 

*SSSLVPRIIA*LALYC 


28649 


59017 


A 


28824 


1 


3087 




28650 


59018 


A 


28825 


376 


1564 




28651 


59019 


A 


28826 


1 


1174 


MVNLALWLKKHRFRLDQVQN 

FYPSPLANSTTMYYTGKNPLAK 

IGYKSEDVFVPKGDKQRRLHK 

ALLRYHDPANWPLIRQALEAM 

GKKHLIGSRRDCLVPAPTIEEM 

RE A R RQNRNTRP ALTK HTPM A 

TQRQTP A T A K KA SSTQ S RP VN A 

GAKKRPKAAELQCPLVMTSGN 

LSGKPPAISNEQALADLQGIAD 

GFLIHNRDIVQRMDDSVVRESG 

EMLRRSRGFLPTGRGLRIDYKQ 

KMRGTRRAGCNFNQSGQGRPS 

LK RG I EQTDIKKA K KQ ATG LAG 

ESMLQDDAFYAV1THAAGPQG 

ALPLTPQMLMESPS\ATCSA*RR 

TPG WAGTPTSSPAKRC* LSALR1 

TSSGSTPSCSRRH WRKR ARRSD 

ACHHSRFSPTVWPVTQPKKGR 


28652 


59020 


A 


28827 


1 


1392 




28653 


59021 


A 


28828 


1050 


1154 




28654 


59022 


A 


28829 


1 


2649 




28655 


59023 


A 


28830 


59 


511 




28656 


59024 


A 


28831 


1 


2421 




28657 


59025 


A 


28832 


4594 


4770 


PSTSTIHAYVSGKSR1SPHTREA 
MI\N DHSKRA WL Y A LRRRAG R 
TRHRCPGRTGRQRLL 


28658 


59026 


A 


28833 


1 


727 




28659 


59027 


A 


28834 


1 


3069 




28660 


59028 


A 


28835 


1521 


1841 


FLPKSLGDSSGESRKHRRRRRA 
FSPDQHPAGNYRTRLSARPFV* 
RCLYYSR*ARRGNYRQH*TTSP 
ALYQAASPFQ*SIAG*RAGKTR 
YRSSVYLCVDHFDHSGSW 
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SEQ H> 
rNll: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 

in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


28661 


59029 


A 


28836 


1 


1644 




28662 


59030 


A 


28837 


1 


1245 




28663 


59031 


A 


28838 


1 


1518 




28664 


59032 


A 


28839 


i 
J 


491 




28665 


59033 


A 


28840 


1092 


2827 




28666 


59034 


A 


28841 


162 


1760 




28667 


59035 


B 


28842 


1 


3378 




28668 


59036 


A 


28843 


434 


763 




28669 


59037 


A 


28844 


1 


3066 




28670 


59038 


A 


28845 


576 


783 


PGNVLRLENLPAADADQLAGN 
GGCHS\QVRSIWMIGLHAFAKC 
ETRMYPEEPVYLPPRYRGSIVIH 
SIAF 


28671 


59039 


A 


28846 


855 


1134 


PGNVLRLENLPAADADQLAGN 
GGCHS\QVRS1WMIGLHAFAKR 
ETRMYPEEPVYLPPRYRGRIVL 
TRDPDGEERCVACNLCAVAWP 
VGCISLVS 


28672 


59040 


A 


28847 


1 


890 




28673 


59041 


A 


28848 


420 


943 


CLAADALHLRCLINARHNAQQ 

EDALVEKAKQA/TWRLLAAGV 

CLLTVSS/VARADSLDEQRSRY 

AQI/KQAWDNRQMDV/VFIHAM 

PTNTARPTASSTGNIHLVSVLA 

GAPARWSACWDHCNDQ1APCR 

ELSRRLLRLHAQYQNTKRVHT 

QFSGYKTPEMANTAVPTISSQR 

RALFNPH 


28674 


59042 


A 


28849 


1 


1247 




28675 


59043 


A 


28850 


533 


1029 


SKSIMLLCRSVVSMIRRSTVAA 

FTLAAISVARSVALNLIIRDIGM 

QAMPLCRSTTGRNRWTSSAKR 

TI LR* RQRJ LPLTPC* HRMFRS FL 

KKILSDGKSVTLGALLADVTQS 

DEPL*GSPAGS/TGQMPAIQPAQ 

KTHHVKAHSFCS*PAQSSPVNP 

DDIISFSKSK 


28676 


59044 


A 


28851 


749 


1050 


SPHMPG ITAGTPFS VPLA 1 S APS I 
S A KSLPG KTA * A WPN I MALTPG 
ISLR**TEFSAITLYGSADSPECA 
RTT/INIGTFLAHFRHVFAHGFG 
NIIHRHFPG 


28677 


59045 


A 


28852 


260 


717 

] 


RQLRTELSAGIAAFRTGNAPAIL 

RFMKLAPPP*WRRKPLTGV*RV 

*RGRDSVR*VAFVPTVSAIQQL 

DPRSLLQQDAFKKAGLDPEQPP 

KT/WQDLA/VLCRETESLRHEV 

RLRQRLAGLDPTGKL*AWNGM 

V1PYDADAKDAPQKPLSAEPAC 


28678 


59046 


A 


28853 


776 : 


2730 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


28679 


59047 


A 


28854 


383 


1367 


RPTCWTS1EWVRRVRTAALRSS 

GKTWVFCCRRRJAGELMLTNR 

HTGGVMVTTFRASEAFAGALE 

LTGKATLVALINRCIGAVIRYM 

LIAV1PDIFQRLQVVLNVWILAV 

ANETTVRQRRVRRFKVDLVVR 

VHLLLHIEVETVGVVTFIGHAR 

HHAKLSSIETAEAIAQVFTRRA 

VETETITRFFFPLIHCLTQTFNN 

GDTFRAKLLVVVNMLAAEQRV 

NGFVDADVTQRNRRTTVFEDF 

RN 1 1 V SI ETH ATSTRYG * C VG PP 

AMRACSGAVQPVQWLHPGKL 

RQGEPSRDLVRQRPAALCLPRR 

HR1LRGYNGNIQRRLYSTGNGL 


28680 


59048 


A 


28855 


1 


1477 




28681 


59049 


A 


28856 


1 


793 




28682 


59050 


A 


28857 


1 


1020 




28683 


59051 


A 


28858 


1 


613 


SAGDGARIEQFDRKGMVNNKF 

NYFIMSKLAEAGIPTQMERLLAS 

DTECLVKKLDMVPVECVVRNR 

AAGSLVKRLGIEEGIXELNPPLF 

DLFLKNDAMHDPMVNE\SYCE 

TFGWVSKENLARMKELTYKAN 

DVLKKLFDDAGLILVDFKLEFG 

PVQGEVVLGDEF/SPDGSRLWA 

QETLEKMDKDGFRQSLAGGLIG 

AYEAVARRLGYT 


28684 


59052 


A 


28859 


1 


1002 




28685 


59053 


A 


28860 


1 


422 




28686 


59054 


A 


28861 


625 


750 i 


RNVQALQGAHGTGGALTDPA* 
QHLGTLCADLL*NGLSPSPRD 


28687 


59055 


A 


28862 


1 


1449 




28688 


59056 


A 


28863 


105 


297 




28689 


59057 


A 


28864 


55 


423 


DRPQRNRATLMQLYSRGSPGIR 

RLEHRFEKVQGK PG FEVFIPGF 

KQGKLGRPLGVKALVFGIDTGL 

FQLQAVKNLDGF*FDEASASQP 

GSDNILRELRVRATGRADGSGT 

GFTEDANSFTSYR 


28690 


59058 


A 


28865 


1 


2340 




28691 


59059 


A 


28866 


314 


696 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


28692 


59060 


A 


28867 


458 


2160 


PTLRAFYRVTPHRSLSVMLALK 

CHGINPLRSWVGTG*VE*EEKY 

NMQT*E/LENWKPISNLHDMSS 

SHSKTLGYKRLTKSNPISCQILL 

YKSRSKGRKTMQRSTRTHCHHPS 

PKJYSASAKEPW1LATNLPVEIR 

TPKQLVNIYSKRMQIEETFRDL 

KSPAYGLGLRHSRTSSSERFDI 

MLLIALMLQLTCWLAGVHAQK 

QGWDKHFQANTVRNRNVLST 

VRLGMEVLRHSGYTITREDSLV 

AATLLTQNLFTHEEAPANSVPA 

AAVIRRVQALIG1TGRKAHAGG 

SWNGTASSDNFPNIFILPQNDF 

MALAAAVAPPELEALLAAGKV 

SVKIQEPCDEILFSRAKVWNGE 

KWACVTIVGGHTNIVHIETHDG 

VVFTQQACVAEGEQESPLTVLS 

RTTLAEILKFVNEVPFAAIRFIL 

DS A KLNC A LSQEGLSG K WGLH 

IGATLEKQCERGLLAKDLSSSIV 

IRTSAASDARMGGATLPAMSNS 

GSGNOGIGTELNVSCRFPATNI 

FVHDPTOOAMORNORRFAVOT 

FPVWRVAQHCAVRPFRQRJGQ 

LRDIFHLKGDQFTORPAK1VAF 


28693 


59061 


A 


28868 


2095 


2722 




28694 


59062 


A 


28869 


789 


2509 




28695 


59063 


A 


28870 


57 


440 


CSWDPQDPHGILQGAGKEDSQ 

AOKTTA ROKRKTRKT ATRO K K 

HEKQSEESTNEDT*ARKVEETQ 

HKHDAESTSGSVIQGCVQLFTQ 

SFTATPAASATTATRPT1LCSSR 

ARAGYPSTTGVSRRESPL 


28696 


59064 


A : 


28871 


3057 


3495 


MPVRGQRPVSLARHPGTRSDK 
KGHFVVAHPAF/P/DQFLHAAM 
DIKOPVISIDNLLA1HKOAEVTR 
FIGGDMQRADRDHPRIA VALID 
KRIRFGISRRFRAQSI1HRIFAQR 
MHIFRPVIGQHQATGNSRLSAS 
TQRLHHNPAFFGPFH 


28697 


59065 


A 


28872 


1609 


2112 


HQPVLTVVMVPVSPLIIRADNP 

FRDEVGFLCQPAVTV1PVKIVR 

VTGDTVIRPHAEGAVRVQLRV 

GQAVTCRVCGIRDADIQIRCGG 

VNAGOPAGGAVAVTPGLARAA 

DADEFAVVVPGVIAVRQQAVQ 

VLAL*LPGRG1SGGEFITAEVRS 

VSRCRJISRVYSTRGIL 


28698 


59066 


A 


28873 


2 


712 




28699 


59067 


A 


28874 


337 


383 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=*Stop codon, /=possih!e nucleotide 
deletion, \=possiblc nucleotide insertion) 


28700 


59068 


A 


28875 


65 


436 


REVWEHAKRMLGDSSLDMGM 
DDELTYMVAYEYIGRLGKTATI 
HWKVKSSPSMVWSASVWKKM 
ALR*LSRTLRPNQEHSLS*ASVP 
ELKCAASWTKRKKNSTF1ASSA 
IRLTLTWKPKPFLSRL 


28701 


59069 


A 


28876 


206 


403 




28702 1 


59070 


B 


28877 


1 


2046 




28703 


59071 


A 


28878 


1 


1335 




28704 


59072 


A 


28879 


1 


974 


MEAPP1EDVSSRDLNRRRNYGH 

PADLFWFYSVLRALPEVYASSD 

AHEKFVKDFVAAWSLNVLYQR 

1 VG ERJCLHTGSLMS A AG KSN PL 

AISGLVVLTLIWSYSWIFMKQV 

TSYIGAFDFTALRC1FGALVLFI 

VLLLRGRGMRPTPFKYTLAIAL 

LQTCGMVGLAQWALVSGGAG 

1CVAILSYTMPFWVVIFAALFLG 

ERLRitGQYFAlLIAAFGLFLVLQ 

PWQLDFSSMKSAMLAILSGVS 

WGASAIVAKRLYARHPRVDLLX 

SLTS\WQMHVCRQLASQLPLSH 

GAMPRCRRPGHSSNPDRLANVI 

ARRVLRGMSNRQPVSPCCP 


28705 


59073 


A 


28880 


1789 


2026 


CRFFW1N*YCNVSFGANLERA* 
TSFSALFIDLQPPGYRTTTSKHK 
VSSSL1KGHVLLDHSFHDLNTQ 
LWISTNAFRFGN 


28706 


59074 


A 


28881 


568 


717 




28707 


59075 


A 


28882 


1760 


3092 




28708 


59076 


A 


28883 


1 


1206 




28709 


59077 


A 


28884 


1 


575 


MSGSYSSVWAEDD1QFDSRFLE 

LKGDTKIDLKRFSSQGYVEPGK 

YNLQVQLNKQPLAEEYDIYWY 

AGEDDVSKSYACLTPELVAQF 

GLKEDVAKNLQWSHDGKCLKP 

GQLEGVEIKADLSQSALVISLPQ 

AYLEYTWPDWDPPSRWDDGIS 

GIIADYSITAQTQHAKLNTEDD/ 

SNESTGSVWQGLWRLQDD 


28710 


59078 


A 


28885 


1 


718 




28711 


59079 


A 


28886 


1326 


1953 


PARSPEAEAAAACFRSWEWSR 

YYAWRAXLPSLKAKLALGEDY 

LNSDIFDGFNYVGGSVSTDDQ 

MLPPNLRGYAPD1SGVAHTTAK 

VTVSQMGRVIYETQVPAGPFR1 

QDLGDSVSGTLHIR1EEQNGQV 

QEYDISTASMPYLTRPGQVRYK 

IMMGRPQEWGHHVEGGFFSGA 

EASWGIANGWSLYGGALGDEN 

YQSAALGVGRDLSTFEA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon* /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28712 


59080 


A 


28887 


491 


681 


PTGHRAQKKWNT*TRHSNSY* 

KNFA KKLI *G DI REKLQKLEGF 

AGMMATQLIEVATEVYINCDQE 

AKKETEQRLRKKANLLAAALT 

KRKIM1VKGRECSHGCGHGRGQ 

VEQRAKRWLRLRGGWVKAFP 

VRTEKAREVTKVLLRDIIPGFGL 

PLTLASDlxJGPAFlAK 1VOFI TOI 

LKIKWKJLHIAYWPOSSFKVFH 

MNQTLKQLLKKFCQETHLRWD 

QVLPM VLLRV R YTPTKQTG YS 

PMRSCSANLK 


28713 


59081 


A 


28888 


1 


963 




28714 


59082 


A 


28889 


123 


593 


KRQVLAGFLITPRRLPKNWTHC 
WCWWSM/PAQVKQVLFGETG 
VAQHLKPGTAVMVSST1ASAD 
AOFIATAT ACJFOI FMI nAPV«:r. 
GAVKAANfiFMTVMA^fi'sniA F 

v rv-*v /A l n VJ Lliivi i v iVi /A o\J O U 1 1\ r 

ERLA PVLEA V AGK V Y RIG AEPG 
\QVRP*KLFTSC*RAYILLPEPKR 
WHLQPVR 


28715 


59083 


A 


28890 


263 


467 




28716 


59084 


A 


28891 


1218 


1505 


AGGOAANRRR1 lOHVf^l Pf VT 

*l VJ VJ Y^f r \ / A I > 1 VJ VJ.V L# 1 VJ 1 1 V V_v OLl L» I 1 

GLPRGPHGRA AnTsIPVnOOFA A 

vjiji ivvji i i vj iv/A/A v_i nr V _Uv_^V<^ 1 /A /A. 

GDI GT <sPH a n a HprifiTnnvR w 

VJ L/ijVjljkjr n/AU r\ n r VJ VJ I UU V rv W 

CLIS^KRWDSGV+AGAriOY^n 

v/L'IJ I JTVJV VV LstkJKJ V /A.VJ/AVJ VJ X O VJ 

WRRRSI RWR 


28717 


59085 I 


B 


28892 


1 


21 18 




28718 


59086 


A 


28893 


1084 


8334 




28719 


59087 


a ; 


28894 


2029 


3313 




28720 


59088 


A 


28895 


1 168 


1236 




28721 


59089 


A 


28896 


1 


284 




28722 


59090 


A 


28897 


1 


1188 




28723 


59091 


C 


28898 


20 


878 




28724 


59092 


A 


28899 


1904 


2281 


CSAYAGLHPFWLKSTRFCTH1L 
APATAISPNTTIDA PP1TA AGM V 
* IS A PNFGEK PNSMA MTA A ATN 
TSVE*TLVTA1TPIFSA*VVTPLP 
PTEPESIVARPSPTNARPIYGSIL 
RPVIPATALR 



3741 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


28725 


59093 


A 


28900 


773 


6228 


MKARLHLLYPMGLRAWCGPV 

RLCWNLISLGLWSCFSKGWVT 

TPTTLSCPSPPRRGRMAPWAW 

GRSRARMCWSWSWSTRPSRPC 

AVRWSWSSGATGSCWRRPVST 

APPRPPPWRPAAPTPAPLWART 

RMPSHWPSTTAPAATAY*/DPD 

AG YQPTPL A A PAEPG S K YSLA S 

LDRGQGRGGGGGGALEYVPKA 

VSQPRRHSRPVPSGKYVVDNSR 

PPTDLEYDPLSNYSARHLSRAS 

SRDERAAKRPRGSRGSEPYT 


28726 


59094 


A 


28901 


1116 


1497 


RGLISDLPSKPSCLMWAASCRN 

PASLLASE*TVSNA*1PAERAAC 

KMEQRANSSSVPSGERSVRRLR 

T*SSAPRAIPIICRSEA*AISTARVI 

PSGDSIAASRPVLPGSRPQAFSIR 

RISFSISRTS 


28727 


59095 


A 


28902 


1 


2916 




28728 


59096 


A 


28903 


1 


2001 




28729 


59097 


A 


28904 


179 


324 




28730 


59098 


A 


28905 


1591 


1806 




28731 


59099 


A 


28906 


531 


949 




28732 


59100 


A 


28907 


44 


477 




28733 


59101 


A 


28908 


161 


333 




28734 


59102 


A 


28909 


1 


394 


MEGVAFLTFLAARAAVGNRPA 

SPQ1VRKQREGHGGILTRDPVA 

FDDVAVNFTQEEWALLDISQR 

KLYKEVMLETFKNLTSVGKSW 

KDQNIEYEYQNPRRNFRSLIEK 

KVNEIKDDSHCGETFTQVPDDR 

LNFQEKKASPEVKSCDSFVCAE 

VGIGNSSFNMSIRGDTGHKAYE 

YQE YGPKP YKCQQPKNKKA FR 

YRPSIRTQERDHTGEKPYACKV 

CGKTFIFHSSIRRHMNSHWEKP 

YECSKCDKAFHSSSSYH 


28735 


59103 


B 


28910 


1 


534 




28736 


59104 


A 


28911 


238 


434 


LPCKIHTPNHGPLKNIPSTK1M*Q 
RJIRNTSQR* LRHQPFFSS ASRPG 
SRLRFAIGPLQPAEAGMVT 


28737 


59105 


A 


28912 


358 


878 


KLCHIACIHSVSFQCESFHVFTG 
FLSS VCPFMKSK1 FDRSEG FPKL 
LTLIGVLSSVSPFM1SKGSEGNK 
GFPTLLTLIG FLSS VRFFM YLK* 
LGR1KAPPTYLTFIRSLYRVHYV 
CLCPFMN SK V LG RSEG FPTFLT 
CIGLLSIVCRFPTLLTLIGFLSSV 
SPYMISKGTGMR 


28738 


59106 


A 


28913 


1382 


1416 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28739 


59107 


A 


28914 




333 


MFQDPVAFDDVAVNFTQEEWA 

LLDISQRXLYKEVMLETFRNLT 

S VG KS WKDQN IE YEYQM PRRN 

FRSLI EKKVTME1 KDDSHCG ETFT 

QVPDDRLNFQEKKASPEIKSCD 

SFVCGEVGLGNSSFNMNIRGDI 

GHKAYEYQEYGPKPCKCQQPK 

KAFRYHPSFRTPQRDHTGEKPY 

ACKECGKTF1SHSSIQRHVVMH 

SGDGPYKCKFCGKAFHCLSLYL 

IHER1HTGEKPYECKQCGKSFSY 

S ATL R I H ERTHTG EKP YECQQC 

GKAFHSPRCYRRHERIHTGEKA 

YQCKECGKAFTCPQYVRIHERT 

noi\j\i\r i C/V_^ i v^v^vJIv/\L^ T jLNo 
G<\I MP*AT FFW1 R1VI AUWAI 

LWFHMNFKVVFSNSVKKVIGS 
LMGMAWNLQITLGSMAIFMILI 
LPIHEHGMFFHLFVSSLISLSSGL 


28740 


59108 


A 


28915 


1619 


2353 




28741 


59109 


A 


28916 


1 


1252 


MSYSVMFALLLLTPLLFSLLCF 

ACRKRRLSATRTVTVLHSLGIT 

LLL1LALWVVQTAADAGEIFAA 

GLWLHIDGLGGLFLAILGVIGFL 

TG1YSIGYMRHEVAHGELSPVT 

LC D Y YG FFH LFLFTMLL V VTSN 

NLIVMWAAIEATTLSSAFLVGI 

YGQRSSLEAAWKY1IICTVGVA 

FGLFGTVLVYANAASVCGTDH 

GGRMMRSWNGGQLISKLLAIT 

PXDKLVLDFGSQAEDN1AVLKA 

QHIS1S\AETQGAKVEFTVDQLQ 

QSEYLQLPAF1TVPPPTLWFVQR 

RRYFRISAPLHPPYFCQTKLAD 

NSTT RFRI YHI <5T r,r,MP,AI 1 PT 

r\r\*i /Ai^ov^l-*>JlvjrvJ^/\v^lE» V IN 1V1 vj \J 
WOVFHFDAOI T^T^FRkTVTnriTc' 

vv VJ V I 1 11 l_JJ-\ VJ L<lOlijCl\ IV V 1 i_J vJ IV 

NETIPTPRI <sFRFT >JVvPTVFRr* 

i^*-' i n ii ivLvOi ivi juiN V Or 1 V Crvv^/ 

LORTIFSI FRFARFK An^VRn 

*— ' V<f 1 VI 1 1 O I^I^I\JJ,A\ rVL/IV/AL/JV V rvL/ 


28742 


59110 


A 


28917 


2 


2282 




28743 


59111 


A ! 


28918 


518 


1046 




28744 


59112 


A 


28919 


8 


893 




28745 


59113 


B 


28920 


1 


3129 




28746 


59114 


A 


28921 


1 


1284 
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SfcQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vii, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


28747 


591 15 


A 


28922 


3612 


5412 


PGLKHQNNGHRGPDAETKGVT 
RDFG PN A KPL AG A/ RLN/L ERLR 
DTHHIDVAPLVARLDQMMESV 
SQLLQLARAGQSFSSGNYQH V 

KLLEDVILPSYDELSTMLDQRQ 

QTLLLPESAADITVQGDATI .I.R 

MLLRNLVENAHRYSPQGSNIMI 

KLQEDDGAVMAVEDEG PGIDE 

SKCGELSKAFVRMDSRYGGIGI. 

GLS1VSRITQLHHGQFFLQNRQE 

TSGTRA W VRLK KDQG A Y PM SI- 

KVVFSQLSRKFIDENDATPAEA 

QQVVYYSLA1GHHLGV1DCLHA 

ALTCPWDEYLA W1ATLEAGSE 

ARRrCMEGVPKYGEIVIDlNl IVP 

MLANAFDKARAAQTSQQQEW 

STMLLSMLHDIHQENAIYLMG 

VF1MLIFFPAPVASEKPLSPDCW 

TTTHTLRMIGENSGLVSYMREK 

AVSPNCWNVIHYSGFLHLELLS 

SYDVDVNQIINTICEWISLIKTR 

GVRRPEFQTLLTGSGSEIIGERF1 

1VTNRPTLFFTDLAFHVDRFTQYV 

HDTAQSRFTYRDFNRVFEVFYI 

QTATQTVGGTHCDAPGWWFP 

GAVQSVPAAALIAVAAAPGLA 

SFLPFARRVPRTVVALLAQAAA 

YADGMPARADGSFNSP 


28748 


59116 


A 


28923 


1 


2910 




28749 


591 17 


A 


28924 


470 


723 


PGFGDARKLISLNFF1 WV*TA*I 
M*P/LAGSDFVYRNS*RNVI IAQ 
TLQLRSRQPVTM H H ATR A PQT 
EHNLILRFECCEYSRYLFT 


28750 


59118 


A 


28925 


599 


1117 




28751 


59119 


A 


28926 


279 


455 


SLSHSSGRCSRGGISFWVVWEF 
GPVACLAASVV*L*VSVVWLW 
LSPSGQGCLGCRVWL 


28752 


59120 


A 


28927 


1 


2913 




28753 


59121 


A 


28928 


1 


2328 




28754 


59122 


B 


28929 


55 


327 




28755 


59123 


A 


28930 


9 


107 




28756 


59124 


A 


28931 


1 


2106 




28757 


59125 


A 


28932 


1 


1123 




28758 


59126 


A 


28933 


260 


709 




28759 


59127 


A 


28934 


467 


631 


LEVIEAPQPNWS*SVQQSACST 

WPGCWVDLEDPQVWVWYEW 

TTKRASLLPIFQD*LKALRKAQ 

VWAFAS^STWPGCWVDLEDPQ 

VWVWYEWTTKRASLLPIFQD 


28760 


59128 


A 


28935 


989 


3010 
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SEQ11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 1!) NO: 

in LLSSN 
09/540,217 


Nucleotide 
locution of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


28761 


59129 


A 


28936 


3 


183 


GI YAK^FAOTI VI FORI AVI P 

vjij l nrvjrrty 1 L I LCy IvLn VLI\ 

AYFYCALWNHSVSVVAG*CKT 
DDSANAGDGGSGADRSR 


28762 


59130 


A 


28937 


1 


1006 




28763 


59131 


A 


28938 


185 


384 




28764 


59132 


A 


28939 


2 


615 


WAFRVI RFI VTAN WSLKA V WM 
RRLIVVAALLTLRTVPMRQLNR 
LLLITPSLSRHMVSTGPATSCVN 
RGFLSPTVVSVLSGSPFC/WQDG 
DQTLTFK VD Y I ATG K A TSEG EE 

yioivvj v ivi n i oru vr I Lv 1 v^o W V 1V1 

TPDNKK^AnFIITPPVFVI WPrTM 
i il/in ivrvo/Aivr hi rr V r V i_»INrvjiN 

FTsJT 1 RIMYIPiAPI AkTiRPTI FPT 
ci>il>i>iviivi i 1 vJ/A rLnrvL/lvt j Lrr 1 

NVR AVP9TTKRT<:Fr;>JTI viAUir 
i> v ivrv v r o l l 1\JVT\. C vJ IN 1 L,rv 1 /\ rl Fv 

RMITN 


28765 


59133 


A 


28940 


1 


1686 




28766 


59134 


A 


28941 


76 


981 




28767 


59135 


A 


28942 


1 


1998 




28768 


59136 


A 


28943 


300 


506 


DLYWSLNSGKQIQSGR1DDRSA 
KTV A PH APA H RQ WS A S Y WRS A 
♦SSSFRLNKKCHTQNHSNC1KM 
ARE 
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SEQ H> 

NO: 


SEQ H> NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


28769 


59137 


A 


28944 


1 


2539 


MPIEEPALRSWQRPFLKWAGG 

KYSLLPELDRLIPAGKRLIEPFV 

GGGSVFLNSDKHERFLLADVSA 

DLINLYQMLA VVPDSVIYEAM 

KAFRHLNDAENYTLIREAFNAQ 

RLDAVERAAAFLYLNRHCFNG 

LIRYNLDVFFNVGFGKHKQMT 

NNESKGPFEGLLVIDMTHVLNG 

PFGTQLLCNMGARVI KVEPPGH 

GDDTRTFGPYVDGQSLYYSFIN 

HGKESVVLDLKNDHDKSFGHT 

GPLKDAPAYDTI1QAMSG1MME 

TGYPDAPPVRVGTSLADLCGG 

VYLFSGIVSALYGREKSQRGAH 

VDIAMFDATLSFLEHGLMAYIA 

TGKSPQRLGNRJ-IPYMAPFDVF 

NTQDKPITICCGNDKLFSALCQ 

ALELTELVNDPRFSSNILRVQN 

QAILKQY1ERTLKTQAAEVWFT 

PFSNKYNGHRIARTDKASMPTV 

YSESLFVEGIIRASTSMTTKQGP 

SLRTGRTLRKFCPLSETAATTDS 

SIFPSKFTPTASRLPGFSFIRSPK 

MTQSVLLPPGPFTRRQAQAFTT 

TYSNITLEDDQGSHFRLVVRDT 

EGFIMAS VQTRPPA DREAFTRI H 

LPEHTLYPHTPAIAAGVFIDGD1 

PMTTQTQH DLAPANQPEFELTV 

TPVPDEQRIDFWPQYFGAIPQW 

LLLEPHIFAWMDRFCEGYSGGI 

WSFYTLSNGGAFMSPEPDNDET 

WRLFNCLNATM PPYRMTCGTV 


28770 


59138 


A 


28945 


907 


1917 




28771 


59139 


A 


28946 


1 


3033 


MVWGFTCSTTATLEGQSTAAS 

SRTSNQD1SASSQNHQTKSTETT 

SKAQTDTLTQMMTSTLFSSPSV 

HNVMETVTQETAPPDEMTTSFP 

SSVTNTLMMTSKTITMTTSTDS 

TLGNTEETSTAGTESSTPVTSAV 

SITAGQEGQSRTTSWRTSIQDTS 

ASSQNHWTRSTQTTRESQTSTL 

THRTTSTPSFSPSVHNVTGTVSQ 

KTSPSGETATSSLCSVTNTSMM 

TSEKITVTTSTGSTLGNPGETSS 

VPVTGSLMP 


28772 


59140 


A 


28947 


636 


725 




28773 


59141 


A 


28948 


1 


1123 




28774 


59142 


A 


28949 


2345 


3644 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


28775 


59143 


A 


28950 


34 


437 


CGRLLQKSGFVVSVGIDGIERL 

NTRRARGLPNGTACGQQFSSFR 

G A FCTQ V A H I VFCTEG DTDQ/D 

ARKRERFPLRG*SPAEIQSPPAG 

RCCRVHDHRLFRYAGSFFQYPE 

HPERYRFSADAQRPHHRERRLP 


28776 


59144 


A 


28951 


1 


457 




28777 


59145 


A 


28952 


176 


757 


KPMKSTAAAADAALLSA\ERQ 

V I DDAAA H LSE V AQGDD VDA I 

EQAIKNVDKQTQDFAARRMDQ 

SVRRADRSDLIETFDHVCTVIFI 

RDG ITS AE VETA DTARGN V D V 1 

RTGEVGAVCGTEETKSILQYLQ 

YAITKDIFATLCVLLQDGKNNV 

LLTHTSQVFQPHIFAESDQLRN 

RRJFGDRFDSPVSIRMMFGI 


28778 


59146 


A 


28953 


1 


1503 




28779 


59147 


A 


28954 


425 


619 


AGWSFLPSPAEQNRWRFPLSRF 
CQIPAPLQVRS*LACRFFAAYSP 
PLLRKSPAASMAYTTSRLH 


28780 


59148 


A 


28955 


55 


476 


SYHALANVFYQRRMAITQVAG 

RQAQVFKAHLRDDVHHHIDGQ 

VTATESVMEGNRHAVL*TRAT 

NRFFOVGAOFAIARFFSI VGI 1 

WRVLESGKIAFSATIPGRYPFI ^ 

LRJLFNFLRHFDCLILRGCRKVL 

HGRAPDGRDR 


28781 


59149 


A 


28956 


92 


3254 




28782 


59150 


B 


28957 


12 


271 




28783 


59151 


A 


28958 


309 


1238 


GSGSCYSALVKRKWSARSLRA 

DRNG ARRG A Y VGRK FG HFGPG 

LAGFFSAHASNLCRRSDRAPAH 

YHQLLNFADPVDMMQ*KRGM 

VFLLLMDQRQQRVDDWRRLPS 

LLSVWQSCGDSGRRAPGGR*FH 

WRFQATVFQALAEDLRRNLQI 

VVATVAF/GMGINKPNVRFVVH 

FD/IPRNIESYYQETGRAGR/DGL 

PAEAMLFYDPADMA/WLRRCL 

EEKPQGQLQD/1 ERHKLN AMG A 

FAEAQT/CRRLVLLNYFGEGRQ 

EP/CGNCDICLDPPKQYDG/STD 

AQIALSTIGRVNQR/FGMGYVV 

EVIRVAAFLEPDYSHRP 


28784 


59152 


B 


28959 


1 


2123 r 




28785 


59153 


A 


28960 


i : 


2834 




28786 


59154 


a : 


28961 


i : 


2505 




28787 


59155 


B : 


28962 


145 


194 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28788 


59156 


A 


28963 


1019 


1329 


ISGVFFACFTNGSNG*LAHCHA 

F*PLLGDFGCRNGVIQGRENAH 

LMNGGGRRVTALHFQQYRFHH 

LFNILTARJ4HLIDNANHAQIDR* 

RFAFMRLAGGTATHQ 


28789 


59157 


A 


28964 


1 


1423 




28790 


59158 


A 


28965 


1 


863 




28791 


59159 


A 


28966 


1 


2412 




28792 


59160 


A 


28967 


3066 


3155 




28793 


59161 


A 


28968 




1215 




28794 


59162 


A 


28969 


1 


1678 




28795 


59163 


A 


28970 


1 


4674 




28796 


59164 


A 


28971 




393 




28797 


59165 


A 


28972 


2026 


2703 


NSRCVWNAEFGHQLIAGDHFF 

HH FQ AH L VQFG G D F FQLFN LG 

EGQLVVSIFTPVRLAVHGVK1E 

TVFVGFSSLIHGSQTVLVSSASG 

ASVASTRGKCT1VTSGISG/VIA 

KND/GLPRVHGATAPSCASQFL 

VFAAPTPRPDRHG*RTDDSTPQ 

RLSSPAVEKAPTASSASGNSRN 

DKPLREITLITSDRPVPDAAVSP 

TGFWPLT1PFHRCRRMSSLPGIPI 

RQSSA 


28798 


59166 


A 


28973 


475 


661 


AYGNPVEYSGRRAPGGR*FHW 
RFHGHGFPGAGGGSPAKPVNR 
RAAAPIDSAPAPAADGRVSR 


28799 


59167 


A 


28974 


367 


1464 




28800 


59168 


A 


28975 


904 


1473 




28801 


59169 


A 


28976 


738 


893 




28802 


59170 


A 


28977 


1 


1108 


MADTRYFGMHMSQETPASTTE 

AQIKNERRJSPFWLLPFIALMIA 

SWLIWDSYQDRGNTVTIDFMS 

ADG I VPGRTP VRYQG VE VGTV 

QDISLSDDLRKIEVKVSIKSDMK 

DALREETQFWLVTPKASLAGV 

SGLDALVGGNYIGMMPGKGKE 

QDHFVALDTQPKYRLDNGDLM 

IHLQAPDLGSLNSGSLVYFRKIP 

VGKVYDYArNPNKQGVVIDVLI 

ERRFTDLVKKGSRFWNVSGVD 

ANVS1SGAKVKLESLAA 


28803 


59171 f 


A 


28978 


1 


861 




28804 


59172 


A 


28979 


5 


337 




28805 


59173 


A 


28980 


1 


612 




28806 


59174 


A 


28981 


128 


1742 




28807 


59175 


A 


28982 


1 


2688 





3748 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


28808 


59176 


A 


28983 


361 


738 


FLQPFPFKRElNKFIRDIANTslMK 

TDFFSAVTLFTDCVTVMLW1I*F 

FORKFFLKGFI*PPLGSFYRF*IIT 

SLFLYLLCN1FLATHRISCDDFSF 

NIQHVKKFWDSCNLIRFLIRLDL 

SDDQTVHC 


28809 


59177 


B 


28984 


1 


1263 




28810 


59178 


A 


28985 


363 


569 


KGYSRRSGKFIROGCCNV1 Rl R 
FPDHQTAPRPMPLKRQTRAPGQ 
SPPGLPADPHPGQF*LPLLRGRF 
AR 


28811 


59179 


A 


28986 


1 


1035 




28812 


59180 


A 


28987 


275 


721 


LMVSGFLTSPKDHERIMSGEAR 

A1LIASNSSVLVCAFRNFNKSFT 

DLLPSELAOSASERISFNNTLKD 

SGMPGSI* WLPSTMFLYJLVRPF 

TSSDLTVSISCRVYAAPYASSA 

HTSISPKR*PPNTQRLLTGPVGT 

F WG RKPPL FPTP 


28813 


59181 


B 


28988 


j 


2082 




28814 


59182 


A 


28989 




1567 




28815 


59183 


A 


28990 




453 




28816 


59184 


A 


28991 




777 




28817 


59185 


A 


28992 




1431 




28818 


59186 


A 


28993 


• 


561 


VDSRGYPYGSRGAGKCRESERL 

GSESRNPGSIGLENELTAEDVAS 

ADM VI LTKDIG I KFEERF AG KTI 

VRVNISDAEFLMTNRISRLKTA 

LFANTREISLERALLYTASHROT 

EGEPVILRRAKATAYILFHVFKI 

RDEELIAGNRTV/ITARRDYVA 

GNGPLLA A ERAG SJ PDASAGPL 

CYQRRRL 


28819 


59187 


B 


28994 


1 


3414 




28820 


59188 


A 


28995 


1082 


1297 


MIMWLAAVAIRELNHDSGSATF 
RTPRDPRTV AG K YNLG A S LYK 
SELLA*LHSAGAGCLSCQRAKL 
GLGRRR 


28821 


59189 ! 


A 


28996 


1 


2115 




28822 


59190 


A 


28997 


168 | 


317 




28823 


59191 


A 


28998 


1331 


1471 


RWSNGTLENGTL*LLTLPSASLI 
STNKSPLDDVE*RSLISKAPGDT 


28824 


59192 


A 


28999 


147 


1456 




28825 


59193 


A 


29000 


1 


439 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


28826 


59194 


A 


29001 


722 


2805 


TPRAERTASSVALPTSRLLRAR 

AETTTAPSTPMKTHRVISMVFF 

TCSQTGTPSASPVKSSLKVSSLN 

IIIASTTNRPSA/QQF/WPVSPPG 

DGTRR YP\S 1 SLTV LTGN DNVNL 

LR A G I DL A I Y FDD A PS A QLTHH 

FLM DEEILPVCSPE Y AQRH ALT 

DTV1NLCHCTLLHDRQAWSND 

SGTDEWHSWAQHYAVNLPTSS 

GIGFDRSDLAV1AAMNH1GVAM 

GRKRLVQKRLASGVYPPRCAY 

PRTHLLETSTTSGVNGVGTYSA 

PFWRMLLNSFVMAFSITLGKIT 

VSMLSAFAIVWFRFPLRNLFFW 

MIFITLMLPVEVR1FPTVEVIAN 

LQMLDSYAGLTLPLMASATAT 

FLFRQFFMTLPDELVEAAR1DG 

ASPMRFFCDIVFPLSKTNLAALF 

VITFIYGWNQYLWPLLIITDVDL 

GTTV AG I KGM1 ATGEGTTEWNS 

VMVAMLLTLIPPVVIVLVMQR 

AFVRGLVDNPAANYIHYGVRE 

SGMTA1ANGIAHHGGFVPYTAT 

FLMFVEYARNAARMAALMKA 

RQIMVYTHDSIGLGEDGPTHQA 

VEQLASLRLTPNFSTWRPCDQV 

EAAVGWKLAVERHNGPTALIL 

SRQNLAQVERTPDQVKEIARGG 

YVLKDSGGKPD1ILIATGSEMEI 

TLQAA EKLAG EG RNVRVVSLP 

STD1FDAQDEEYRESVLPSNVA 

ARVAVEAGIADYWYKYVG | 


28827 


59195 


A 


29002 


2253 


2546 




28828 


59196 


A 


29003 


279 


629 


NGAGHL*RPPVDGATAAPAGG 

RYAHLRVCPESLPWLHLPAWR1 

YRSGS* SAPCHCRNHRSGSAWQ 

KHYGNRFRFRTVRPYRGRALH 

LRGRNTAITQAADWRLATAQL 

LEIAGVGDE 


28829 


59197 


A 


29004 


313 


638 


RWRQRWFWCLHCLVLFRJTPR 

TFALSQCRPWDDSRSQDTSMSH 

SIQWNRMYCNCSMQDEQEADE 

ANGKGPAQVGDRQAWAGR/CR 

SHRREGTIPGNPHPRAS* RAG W 

QR 


28830 


59198 


A 


29005 


1 


1182 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


28831 


59199 


A 


29006 


1 


535 


RPYVLP\VAGSNALGA\LGYVES 

ALEIVAQQCEGAVNISSVVVASG 

SAGTHAGLAVGLEHLMPESEL1 

GVTVSRSVADQLPKVVNLQQA 

IAKELELTASAE1LLWDDYFAP 

GYGVPNDEGMFAVKL I ARl FG 

ILLDPVYTGKAMAGLIDGISQK 

RFKDEGPILFIHTGGAPALFAYH 

PHV 


28832 


59200 


A 


29007 


1 


1953 




28833 


59201 


A 


29008 


1 


656 


M KLMA1QEQA RG EQC FRDSEW 
DLQFHIQVALATQNSALAA1VE 
KMWTQRSHNPYWKKLHEHIDS 
RTVDNWCDDHDQILKAL1RKD 
PHAAKLAMWQHLENTKIMLFN 
ETSDDFEFNADRYLFAEN P V AI 
AKFI FI TASAFII 1 WDHYFAPn 
YGVPNDFGMFAVKI I PR[ FP.H 

■ VJ Till L/L(VJJV1Lj/A V rv 1 ^1 > r |\_L< dVJ 1 1_< 

LDP V YTG KAMRGL IDG I SQK RF 
KDEGPILFIHTAGGAPALFAYHP 
HV 


28834 


59202 


A 


29009 


1 172 


1371 




28835 


59203 


A 


29010 


338 


528 


RHPRCDPYGFCPFTADADDA** 
LGACHHYWRGQRKIYAGSGDS 
RCQPDGRRSAPARRPLRRQR 


28836 


59204 


A 


29011 


413 


2798 




28837 ! 


59205 


A 


29012 


48 


320 


LCRPDKAFTPH PA * TKR1 LS A I * P 
SSFKEG1DHSATFFFAARFALVA 
A AIFC VFADGFFA FLASFF A AFG 
FVFFSPRKALSGSKFTFLPT 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28838 


59206 


A 


29013 


767 


1428 


FTPLSLRAVV1QLANRQYLDEK 

SDRAVHQGHIPRQFY*SLRRNL 

TNRHIQLIAIGGAIGTGLFMGSG 

KTISLAGPSIIFVYMIIGFMLFFV 

MRAMGELLLSNLEYKSFSDFAS 

DLLGPWAGYFTGWTYWFCWV 

VTGMADVVAITAYAQFWFPDL 

SDWVASLAV1VLLLTLNLATVK 

NVGEMEFWFAMIKIVRPLSGSR 

TKKMSKSDDNRNNVIGLLEDP 

KSVVKKIKRAVTDSDEPPVVRY 

DVQRPKRSALLERAPERFQEVF 

ILKGREDKRLLPLIHALESQGG 

GYPVGKPPISRREKRPCRASGA 

YSPPVLLILIMDPLGNLPIFMSV 

LKHTEPKRRRAIMVRELLIALL 

VMLVFLFAGEKILAFLSLRAET 

VSISGGIILFLIAIKMIFPSASGNS 

SGLPAGEEPFIVPLAIPLVAGPTI 

LATLMLLSHQYPNQMGHLVIA 

LLLAWGGTFVILLQSSLFLRLL 

GEKRVNALERLMGLILVMMAP 


28839 


59207 


A 


29014 




632 




28840 


59208 


A 


29015 


1 


1215 




28841 


59209 


A 


29016 


38 


457 


LNRLLKLVHASQSSRAMVFSSI 
RSFMFFSTLF1 L VRRQFSR* TI M L 
SANSDSLTSSLPIWLLFISFSCLT 
A L ARTSSTVLKRSG ESGHPCL V 
PVFRGNTFNFSPFS1MLAVGGV 
LHCEINCRICSTGRSANPPLDSCI 


28842 


59210 


A 


29017 


899 


991 




28843 


59211 


A 


29018 


1740 


1868 




28844 


59212 


A 


29019 


1 


1084 


MSAEITAPWYRLQLDLFTKLVA 

TCMEQFRPKTIPPLAIPERLNAH 

CEELYELIASLNNILNLYMPAG 

QEAEHRFAMGELPDEVLEICQR 

LAKLTEMLRGLAELFLNDLSEK 

TGSHDIVRLHRLILQMNRALGM 

FEAQSKLWRLASLAQSSGAPVT 

KWATREEREGQLHLWFHCVG1 

RVSDQLERLLWRSIPHIIVTSAT 

LRSLNSFSRLQEMSGLKEKAGD 

RFVALDSPFNHCEQGKIV1PRM 

RVEPS I DNEEQH I AEM A AFFRK 

QVESKKHLGMLVLFASGRAMQ 

RFLDYVTDLRLMLLVQGDQPR 

YRLVEUPANASPTVSAACWW 

AYSHLPKGLI*KVICSARCISTK 

SLFRPSTARW 


28845 


59213 


A 


29020 [ 


1 


2022 


1 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


28846 


59214 


A 


29021 


878 


1267 


LNSWLPSVPTV*SSVFNAL*TG* 

1SPAFNPFADM*SASGLP*TKSPI 

STSTLFFTSLRASL1RI AVRT9PN 

FSVAVSL**SKS1MLLCRSVVSM 

1RRSTVAAFTLAA1SVARSVALN 

RFLIKSTGNACK 


28847 


59215 


A 


29022 


294 


2305 




28848 


59216 


A 


29023 


5 


337 


GAPQHQMMSTYRJNGRJESPML 
TYPSTPNFFWLAWOARDFMSk: 

■ a a <j a a i ^ a a ww Lji» ww V/'i-IVL/I JVJkjf^. 

KYG\RRFPIARFLWRSTPAPGVR 
KTIFIFISLVFVLMCANSWITIW 
RTSAAAGCHCQVVCAGMMTW 
RVG 


28849 


59217 

- 


A 


29024 


1 


1753 


MPSTRYQKINAHHYRHIWVVG 

DIHGEYQLLQSRLHQLSFFPKID 

LLISVGDNIDRGPESLDVLRLLN 

QPWFTSVKGNHEAMALEAFET 

GDGNM WLASGVYR1PLAVI Wl I 

GSLTSKAYKAEVQQRREAFNR 

AKMDYDHLVRQIQQVGGLEGF 

IAKRTMLEKMKDEILGLPEEEK 

RALAALHDTARERQKQKFLEG 

FFIDVASIPGVGPARKAALRSFG 

IETAADVTRRGVKQVKGFGDH 

LTQAVIDWKASCERRFVFRPNE 

AITPADRQAVMAKMTAKRHRL 

ESALTVGATELQRFRLHAPART 

MPLMEPLQPTVSVVDKVVEKK 

GTKEVAEAYLKYLYSPEGQEIA 

A KN YYRPRDAE V A KK YENA FP 

KLKLFTIDEEFGGWTKAQKEHF 

ANGVIAVVAAGIGYWKLTGEE 

SDTLRKIVLEECLTNQQQNQNP 

SPCAEVKPNAGYVVLKDLSGPL 

PYLLM PTYRINGTESPLLTDPST 

PNFFWLAWOARDFMSKKYG\R 

RFPIARFLWRSTPAPGVRKTIF1F 

1SLVFVLMCANSWITIWRTSAA 

AGCHCOPTGIAOALl STROHfiCJ 

AOCPLLPLSPLLSSSSF 


28850 


59218 


A 


29025 


865 


974 


IMPRISGSOSGEHOOPLVATAR 
WFARA*ILIIPL 


28851 j 


59219 


A 


29026 


1936 


2490 




28852 


59220 


A 


29027 


1105 


1518 




28853 


59221 


A 


29028 


1 I 


975 




28854 | 


59222 


A 


29029 


1 


1965 




28855 


59223 


A 


29030 


3338 


3553 




28856 


59224 | 


A 


29031 


95 


1289 




28857 


59225 


A 


29032 


1 


732 




28858 


59226 


A 


29033 


I 


572 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=^Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28859 


59227 


A 


29034 


2 


265 


ARNEVAQPGVHETLDELTTRL 

AEGLLEAAEEAGIPLVVNHVGG 

MFGIFFTDAESVTCYQDVMAC 

D/GGTL*AFLPYDAGRRCLQHG 

RYQ 


28860 


59228 


A 


29035 


852 


933 


PAPYALLLLPMHPHGLRRRDR 

QGRJKNLNDRRRHWHRVRVCH 

LLRRERSRKDAPADGHPPLXRA 

VGGRNQN*FGELRTTTCFTQTD 

FLTFNLTSVTSNEASFTQFRTQG 

LVVFHQSAGDTVTDRTSLTRDT 

TTFNGDVQVQFLNHVDQFQRL 

TNYHAGSFTTEVLFQRTLVDYD 

FTVARFDENASCGTFAATSAVV 

LIFSHCLRLLCRVVVLVTRVNF 

QFTEHSTTQRAFWQHAFNRDF 

N HTLRTA SN HLFKG RLFDTTD V 

AGVVIVHFVSTLVAGYSNFVSV 

QNDDVITG1YVRSVFRFVLTAQ 

ATSQFSSQTAQSFTGRVNNIPV 

AFYGFWFSCAKYYRHGARWCS 

NGRKIDQRHTHCFFCPCIRTDFA 

VEIGKEEFIT 


28861 


59229 


A 


29036 


1 


797 


MIVFIENFKTSSPKYADILLPDL 

MTVEQEDIIPNDYAGNMGYLIF 

LQPVTSEKFERKPIYWILSEVAK 

RLGPD V YQKFTEG RTQEQWLQ 

HLYAKMLAKDPALPSYDELKK 

MGIYKRKDPNGHFVAYKAFRD 

DPEANPLKTPSGKIEIYSSRLAEl 

ARTWELEKDEVISPLPVYASTF 

EGWTMSPERRTFPLQLFGFHYKS 

RTHSTYGNIDLLKAACRQEVWI 

NPIDAQKRGIANGDMVRVFNH 

RG E VR\L PA K VTPH P VGT WT A E 


28862 


59230 


A 


29037 


1 


1019 




28863 


59231 


B 


29038 


1 


2727 




28864 


59232 


A 


29039 


1 


2250 




28865 


59233 


A 


29040 


1 


2850 





BNSDOCID: <WO 0175067A3 IA> 



3754 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO; 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28866 


59234 


A 


29041 


1 


1339 


MTGKCGKFGNFLESWRAQKTG 

ICGKVWNFLENLLNGFGQNAY 

SDTDNEVQAEVVSDKDKELVG 

NWSKGHSCYAKRLAAFCPCLR 

DLWNFELERDDLGYLVEEISKQ 

QTIQEEADHKNLESLQTEDAIE 

KKTPFSGEKFKLAAEIC1SNKDP 

NINSQDDGENVPRVAVHPNGC 

FAWKLPVLSRKFERKPIYWILS 

EVAKRLGPDVYQKFTEGRTQE 

QWLQHLYAKMLAKDPALPSY 

DELKKMG I YICRKDPNGHF V A Y 

KAFRDDPEANPLKTPSGKIEIYS 

SRLAEIARTWELEKDEVISPLPV 

YASTFEGWNSPERRTFPLQLFG 

FHDKSRTHSTYGNIDLLKAACR 

QEVWTNPIDAQKRGIANGDMP 

YVFSSQMAKFTPRTAGLSSLIWK 

AHKCGEALETLQKQ*C*QSGAT 

LPAGPRARAWPPYPRLFPTGLA 

CVDLHGNARKAT i 


28867 


59235 


A 


29042 


378 


530 


AFLPYDAGRRCLPGTVSV*SGL 
YVRGAQHGRYQ*HHRCCTSDK 
IWRADKG 


28868 


59236 


B 


29043 


1 


1617 




28869 


59237 


A 


29044 


417 


607 




28870 


59238 


A 


29045 


954 


1163 




28871 


59239 


A 


29046 


444 


3793 




28872 


59240 


A 


29047 


475 


732 




28873 i 


59241 


A 


29048 


1 


219 




28874 


59242 


A 


29049 


1 j 


2438 




28875 


59243 


A 


29050 


2 


175 




28876 


59244 


A 


29051 


1 


411 




28877 


59245 


A 


29052 


172 


378 


LSLLRELGPVVAALLFAGRAGS 
ALT/VRNRPDARYRATLQYGD 
DGGGSAASGYFSPFLGWGYFIT 
TVDG 


28878 


59246 


B 


29053 


1 


1641 




28879 


59247 


A 


29054 


1 


3036 




28880 


59248 


A 


29055 


1 


1419 




28881 


59249 


A 


29056 


1 


1500 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknowii, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion ) 


28882 


59250 


A 


29057 


2 


1760 


ksqlhdpccapiqqeavravv 

gqppqqhlgfpvergvcqrec 

dfekelearjaslsdsvsnarizc 

rmalrqeqeqlqsriqslmqr 

apvwlaaqnslnqlseqcgi:e 

ftssqrthghseg n itkrg l 1 g 

elrfengdpsndqsygriikdg 

maeigtfhggdlrgltnkldy 

lqqlgvnalw1sapfeqihg \v 

vgggtkgdfphyayhgy y tq 

dwtnldanmgneadlrtlvd 

sahqrgirilfdv vmni itgyat 

ladmqeyqfg alylsgdfvkk 

slgerwsdwkpaagq twhsfn 

d y in fs dktg wd k w wg k n w 1 

rtdigdydnpgfddltmslafl 

pdiktesttasglpvfyknkmo 

thakaidg ytprd ylth wlnq 

wvrdygid/gfrvdtpkclrcn 

psitigtn ysas* pq wssi pg a l • 

gvpawag/glpwapsvli.loh 

lrqgftmleenlgnt1qdigmg 

kdfmsktpkatvtka k 1 f.kwn 

liklksfctakettirvnrqpte 

wekifa1yssdkglisriykelk 

q1ykeknkqphqqvgegi ifqt 

llkrrhgcsqothekmlnho 


28883 


59251 


A 


29058 


1 


1119 




28884 


59252 


A 


29059 


3 


2599 




28885 


59253 


A 


29060 


225 


1245 


RGSTGAHPRSAGKHYAK 1 SAG 

NAAGDP*YGQMGPHHRGCGKP 

VPLPDH QSENL R W W * R R A WCG 

SGGYR\MAEGRHAAQGIIDVVLG 

LDVDKLGALEERRKVLQVK I E 

NLQAERNSRSKSIGQAKARGED 

IEPLRLEVNKLGEELDAAKAFL 

DALQAEIRDIALTIPNLPADEVP 

VGKDENDNVEVSRWGTPREFI) 

FEVRDHVTLGEMHSGLDFAAA 

VKLTGSRFVVMKGQ1ARMHRA 

LSQFMLDLHTEQHGYSENYVP 

YLVMQDTLYGVGLYPLGALAS 

GWLPKRRERKDATPGPTG YPG 

AHGNLELPERSEGPRAGGEPRR 

RTGHTQKGSPDRGQTPPKGP 


28886 


59254 


C 


29061 


201 


1244 




28887 


59255 


A 


29062 


1 


2530 




28888 


59256 


A 


29063 


675 


920 


RTYRLAGRQKQRRGGGTDSRS 
QMPWRSHRRHLP*RSSGAGKR 
GGKRFAGGAERRNPRLCRKPEP 
PAGGDGRRRRLAAAGAD 
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SEQ in 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

Ol ptpilUc ^CIJIJIIILC 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possibIe nucleotide insertion) 


28889 


59257 


A 


29064 


498 


707 




28890 


59258 


A 


29065 


510 


554 




28891 


59259 


A 


29066 


600 


734 


PECLSAPDH*YKHCCSTGTQAR 
QPDADCPLLPPRLAAHNERQTR 


28892 


59260 


A 


29067 


1 


1295 


MCCNRCRNYAPGKGFSDVSFD 

LWPGEVLGIVGESGSGKTTLLK 

S I S A RLTPQQGEIH YEN RSLYA 

MSEADRRRLLRTEWGVVHQHP 

LDGLRRQVSAGGNIGERLMAT 

GARHYGDIRATAQKWLEEVE1P 

ANR1DDLPTTFSGGMQQRLQIA 

RNLVTHPKLVFMDEPTGGLDV 

SVQARLLDLLRGLVVELNLAV 

VIVTSSPDQDWGFTPEPRLAAR 

FPGSTHSSRSRRNRGRRHPRPRS 

LPTPSAPHSRAPGDGVKLVPPP 

ARVTRNEPAPSDSVTLGVPHEP 

GACIGTPILTFVRPSTSArNAAA 

EESTGTILFGAGGFKRTDLNDT 

ESDSTTLVASRYWDLSSGWQR 

AINLRWSLDHFTQGE1TNTTML 

FYPGVM1SRTRSRGGLMPTWG 

DSQRYSIDYSNTAWGSDVDFSV 

FQAQNVWIRTLYDRHRFVTRG 

TLGWIETGDFDKVPPDL*LKSR 

VGQRSELGSQYTPRARVEPPKL 

LSRKVRAHFGSRAPGAGRA*RH 

LRAPDCGVRWVWAGSGAGDG 

GGRGCGGSGTSEW1LGSGRRGE 


28893 


59261 


A 


29068 


84 


128 




28894 


59262 


A 


29069 


1547 


1822 


CSRCSIPAFRVKPAPLKPRVFSP 
AWNVPERLWHLAPSTFSGGEQ 
QR VNJ A R/ELYRRL PHS A A * RN 
YRLP* RQN SA ALSR L Y A AFLPR 
PQYHH | 


28895 


59263 


A 


29070 


1520 


1656 




28896 


59264 


A 


29071 


563 


976 




28897 


59265 


A 


29072 


1 


1011 




28898 


59266 


A 


29073 


| 


1097 




28899 


59267 


A 


29074 




2490 




28900 


59268 


A 


29075 




879 




28901 


59269 


A 


29076 




1317 




28902 


59270 


A 


29077 


1428 


1619 


YAARRRALCGSPCPFPGGCNGE 
NCRLPPQLH ADLTARJ FYETRG 
WWWWSPRRWILNE*LPGWQ 


28903 


59271 


A 


29078 


468 


638 


AQTSPDCGRCPWLSDYAKSG* 
HQLWARWQNNGLAHTPRADS 
THQQSALDGRISSLT 
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SEC> ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


28904 


59272 


A 


29079 


1886 


2329 


PLLVWFNTRPSLTTGRESASPAT 

LVCHATVPSLVIASHVLSFL*W 

SFTVLVISR1GVAFAHAIFWS1T 

ASLA1RMAPAGKRAQALSLIAT 

GTALAMVLGLPLGRIVGQYFG 

WRMTFFAIGIGAL1TLLCLIKLL 

PLLRRTVKYTSGC 


28905 


59273 


A 


29080 


1 


2319 




28906 


59274 


A 


29081 


3 


194 


STSSL A AQSLRFG Y ETSQTG LA 
TYCGEKIQ* FFADLQQP VC A DS 
YPLLVQMKKLGPIVFFFDI 


28907 


59275 


A 


29082 


3109 


3384 




28908 


59276 


A 


29083 


703 


1000 


DCFLRRLIKRPFGTSMKDQAVR 

FEEGFMAMGALGLAMVGMTA 

LAPVLAHVLGPVI1PVYEMLGA 

NPSMFAGTLLAXWIWAAVFLAK 

ELAGGVRLLVLIF 


28909 


59277 


A 


29084 


2040 


4603 




28910 


59278 


A 


29085 


3 


94 




2891 1 


59279 


A 


29086 


■s 

J 


148 


YAEHMLEVMSSIGDYT/NPRPA 
SRPVTKFDQRGHRLGHGVWNL 
MFERVK 


28912 


59280 


A 


29087 


27 


227 




28913 


59281 


A 


29088 


344 


1067 




28914 


59282 


A 


29089 


798 


1049 




28915 


59283 


A 


29090 


1 


1473 




28916 


59284 


A 


29091 


1 


720 




28917 


59285 


A 


29092 


45 


208 




28918 


59286 


A 


29093 


1 


2499 
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SEQ II) 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LLSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


28919 


59287 


A 


29094 


1 


725 


MHPRFQTAFAQLADNLQSALE 

PILADKYFPALLTGEQVSSLKSA 

TGLDEDALAFALLPLAAACART 

PLSNFNVGAIARGASRRSAKNIP 

RAVRQVFWR1LLFYVFAILIISLI 

IPYTDPSLLRNDVKDISVSPF TL 

VFQHAGLLSAAAVMNAVILTA 

VLSAGNSGMYASTRMLYTLAC 

DGKAPRIFAKLSRGGVPRNALY 

ATTVIAGLCFLTSMFGNQTVYL 

WLLNTSGMTGFIAWLGIAISI 1 Y 

RFRRGYVLQGHD1NDLPYRSGF 

FPLGPIFAFILCLIITLGQNYEAF 

LKDTIDWGGVAGTY1ASGGEPA 

VNSHAFGVLRNVVS1AVFFH0F 

GDA1KRLFPTDLLPFIRTWRTVF 

RKLQTAFGVDE1HQASAFR 1KC 

TAVDRV1RIAFDMDRLDFFSWR 

SGYISRJPLIGLYFACALERHQN 

ERQP11LLSDQNAIATINQLAIER 

DVLNCRVIIARSLSELVAIREE IF 

PLLHNNSHYLLDDAVNNYI'I VK 

NIITAAGIEQIKHFLATAFIRQQP 

ERFFSAPGSFHYSNVRGESWOH 

ITRQ1CAQLVAQHH1TADEAQRI 

1AREGEG ENLIVNRLAJPHCWSE 

QERRFR*TVAWWRAA*CAVCD 

DGDCRSVLPDLHVWQPDGIPV 

AAEHLRDDGFYRLAGDCH 


28920 


59288 


A 


29095 


3 


453 




28921 


59289 


B 


29096 


1 


3684 




28922 


59290 


A 


29097 


1 


231 


LLVFINQEEADFHTQRGGPVFQ 
Q ATFTL* QL A LF A I EPG LMTD P 
D1QVRGTTLPYGRGAAHGVYT 
SNWKLTFRR1LY 


28923 


59291 


A 


29098 


1 


2862 





BNSDOCID: <WO 0175067A3_IA> 



3759 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknow», 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28924 


59292 


A 


29099 


1 


1567 


MKLNKAGFNVPESYSLLKMPP 

VGCLISALKKAEDRQEVILRJLF 

NPAESATCDATVAFSREVISCSE 

TMMDEHITTEENQGSNLSGPFL 

RVRAGESIKFFNVLLADTPGLDI 

DTMDKDVAHDSRSIQLAMLRD 

DEILTHPVFNRYHSETEMMRY 

MHSLERJCDLALNQAM1PLGSCT 

MKLNAAAEM1PITWPEFAELHP 

FCPPEQAEGYQQMIAQLADWL 

VKLTGYDAVCMQPNSGAQGE 

YAGLLA1RHYHESRNEGHRDIC 

LIPASAHGTNPASAHMAGMQS 

RKTAGICCVHLWAGFGKVAIIG 

AGPAGLQASVTLTTQGYDVTIY 

EKEAHPGGWLRNGIPQFRLPQS 

VLDAEIARIEKJVIGVPMKCTTEV 

GXNTLTLEQVKAENRAVLVTVG 

LSSGSGLPLFEHSDVEIAVDFLQ 

RARQAQGDISIPQSALIIGGGDV 

AMDVASTLKVLGCQAVTCVAR 

EELDEFPASEKEFTSARELGVSII 

DGFTPVAVEGNKVTFKHGDLR 

TAPFLGVADKRNKSAGNHP | 


28925 


59293 


A 


29100 


107 


892 


LAICTGTYSGRQVLPRFVDRGA 

SLIAEERNGAGRRRAGIRTTSA 

GGGLCAYAIVEF*CWRNCARFE 

LN/AGISVPI/SEFIGATMQQTVH 

AEQSA1SHAWLSGEKALAAITV 

NYTPCGHCRQFMNELNSGLDL 

RIHLPGREAHALRDYLPDAFGP 

KDLEIKTLLMDEQDHGYALTG 

DALSQAAIAAANRSHMPYSKSP 

SGVALECKDGRIFSSEYAENAA 

FNPTPDIQRAVLAEKADAPLIQ 

WDATSATLKALGCHSIDRVLL 


28926 


59294 


A 


29101 


1 


3100 




28927 


59295 


A 


29102 


1878 


2699 


GTARNLTVSLSLSYSSSGTPSNA 

PNARMEELGPHPGEASSLFHPE 

SPLLDELFLPEYKAGRTPNPD1\ 

GHYVRRADVADGKSRLLRGLDS 

NKDQSYFLYTLSHEQIAQSLFP 

VGELEKPQVRKIAEDLGLVTAK 

KKDSTGICFIGERKFREFLGRYL 

PAQPGKIITVDGDEIGEHQGLM 

YHTLGQRKGLG1GGTKEGTEEP 

WYVVDKDVENNILVVAQGHE 

HPRLMSVGLIAQQLHWVDREP 

FTGTMRCTVKTRYRQTISLGPL 

RKPPHMRCLE1 


28928 


59296 


A 


29103 


358 


1160 





3760 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


28929 


59297 


A 


29104 


234 


930 


KRAFLCSFCANRRNAANSALAL 

PGNCPVAHAQKRHSAPGTLSPD 

ARN EKQPLYG\G AA PETPN PRL 

PPLDSGILGGYIAPDNLTITLSV 

GHSLFDERFGLAPQMPKJCLQK 

MTRFPNDSLDAALCHGDVLLQI 

CANTQDTVIHALRDMKHTPDLL 

SVRWKREGFISDHAARSKGKET 

PINLLGFKDGTANPDSQNDKLM 

QKVVWVTADQQEPAWTIGGSY 

QAVRLNQFRSVMN 


28930 


59298 


B 


29105 


1 


837 




28931 


59299 


A 


29106 


1 


1701 




28932 


59300 


A 


29107 


733 


1323 




28933 


59301 


A 


29108 


1 


736 


M KPSVIL YKALPDDLLQRLQEH 

FTVHQVANLSPQTVEQNAAIFA 

EAEGLLGSNENVNAALLEKMP 

KLRATSTISVGYDNFDVDALTA 

RKILLMHTPTVLTETVADTLN4A 

LVLSTARRVVEVAERVKAGEW 

TASIGPDWYGTDVHHKTLG1VG 

MGRJGMALAQRAHFGFNMPI/R 

L*RAPPP*RSRRTLQRPLLRFGY 

S VTR VRFRLPDPA VN* * DASS V 

WRRTI RG PSLGLSPG WNTRVSL 

CAFFG 


28934 


59302 


B 


29109 


1 


1359 




28935 


59303 


A 


29110 


874 


1926 




28936 


59304 


A 


291 1 1 


1 


777 




28937 


59305 


A 


29112 


137 


376 




28938 


59306 


A 


29113 


1197 


1391 


EIRAT1VRSSTEGGRNSGLQSGN 

FC*RHGS*KITAGYIVPLPEESA 

TATGASWTHPWGRQDASW 


28939 


59307 


A 


29114 


1846 


2126 


LMELIEKHVSFGGWQNMYRHY 

SQSLKCEMNVGVYLPPKAANE 

KLPVLYWLSGLTCNEQNFITKS 

GMQRYAAEHN1IVVAPDTSPRG 

SHVADADRYDLGQGAGFYLNA 

TQAPWNEHYKMYDYIRNELPD 

LVMHHFPATAKXSISGHSMGG 

LGALVLALRNPDEYVSVSAFSP 

IVSPSQVPWGQQAFAAYLAEN 

KDAWLDYDPVSLISQGQ/LRCG 

NHG*SGVE**FLRRQLRLQI*KD 

WPQ*EAAHVH 



BNSDOCID: <WO 0175067A3JA> 



3761 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28940 


59308 


A 


29115 


184 


985 


LGKRLVTYHTDANGQPVNQIL 

VEAATD1AKELYLGAVVDRSSR 

RVVFMASTEGGVEIEKVAEETP 

HL1 HKV ALDPLTGPM PYQG REL 

AFKJLGLEGKLVQQFTKIFMGLA 

TIFLERDLALIE1NPLV1TKQGDL 

1CLDGKLGADGNELFRSLILRE 

MRDQSQEXDPREAQAAQWELN 

YVALDGN1GCMVNGAGLAMG 

TMDIVKLHGGEPANFLDVGGG 

ATKERVTEAFNPPGYIGPYQGV 

PPAGPGVTRMGKSVRRIVQVG 

CQVAAGSH 


28941 


59309 


A 


29116 


1825 


3186 




28942 


59310 


A 


291 17 


366 


1903 




28943 


5931 1 


A 


29118 


1 


2139 




28944 


59312 


A 


29119 


345 


431 


AASGSADDNLHHQYN*GDIAF 
CLHALLP 


28945 


59313 


B 


29120 


1 


2616 




28946 


59314 


A 


29121 




1521 




28947 


59315 


A 


29122 


1 


783 




28948 


59316 


A 


29123 


96 


215 




28949 


59317 


A 


29124 


1 


292 


MWWGGLLYWLAALVTLLWA 

ASQIQALKKLTCAISQTLEEQPV 

LNSKSWLTSLQNDYSLPDSLTE 

RIWLTLISQRISRGELREF*TGRR 

KLVTEQCLV 


28950 


59318 


A 


29125 


3 


529 




28951 


59319 


A 


29126 




884 


MVDSLIARVGVMARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDL1 

PSFLLTGQQTPAFGRRVSGVIEI 

GDGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERESRSEGLDLLRMKVEEG 

DVILVKKLDRLGRDTADMIQLI 

KEFDAQG VSIRFI DDGISTDGEM 

VLDKLARGYADLSKAESQWDE 

MMRTAGSLKLGTIHASELIRSL 

LKSSRPSGLAQAIMEVGRVNKT 

L YLLN YIDDED Y RRRI LTQLN R 

GEGRHAVARAICYGQRGE1RKR 

YREGQEDQLGALGLVTNAVVL 

WNTLYMEEALSWMRRNGEEII 

DEDIARLSPLMHGHrNMLGHYT 

FTLPEDILKGELR*RHLPPPSSSA 

SPALPIGIHVHKHLLGDNRYPI 

WIMQPSAHHPARQPEHDNHFR 



3762 



BNSDOCID: <WO 0175067A3_IA> 



wo 



01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28952 


59320 


A 


29127 


143 


523 


NQTLMIKGAAHGIFNPLCIKAT 
AG\AGAYHGARKRI CAN A Al A 
N*RNAGISVSCATTAPl SI A 1 FT 
GAGQ1AASNTGELDVLQQLGFS 
PIPRLILPGRSSARNRSARPRJGS 
AGAAVMFSNNELMDA 


28953 


59321 


B 


29128 


1 


4107 




28954 


59322 


A 


29129 


1892 


2720 


PTAWSPPRPTSMTSISWV1CCM 

ERSNLSQPMPATKGR\QARGAG 

\EVDVDWLIAERPGKVRTLKQH 

PRKNKTGINIEYMKASIRAQVE 

HPFRIIKRQFGFVKARFKGLLK 

NDNQMGDVFHAGQPVSGGPN 

DTIGKFADVACAGPLLAAELDA 

LGKALKEPARPMVAIVGGSKIV 

GALILLIAGFAII RI 1 FR Al 1ST A 

SALAGLILLCLFGPA1 I AGYITF 

RITRLFHIRCAGSAYF1KN1QQN 

GJTPEDISKRNGRVFLLVFI LPFS 

LRRVGHAHH 


28955 


59323 


A 


29130 


1332 


1635 




28956 


59324 


C 


29131 


1 


1677 





3763 

BNSDOCID: <WO O175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


28957 


59325 


A 


29132 


1 


1 1 14 


MAEACNIGLEPLIKHNIPALTRH 

RLSWVKQNYLRAETLVSANAR 

LVDFQSTLELAGRWGGGEVAS 

ADGMRFVTPVKTINSGSNRKYF 

GSGRGITWYMFVSDQYSGFHGI 

VVPGTLRDSNFVLEGLLEQQTG 

LN P V E IMTDTCGCLEKQEEPPS 

LLRLNNRJKQLLPPVDLTELLLE 

IDAQTGFTHEFAHVSESGARAQ 

DLHISLCAVLMAEACNIGLEPLI 

KHNIPALTRHRLSWVKQNYLR 

AETLVSANARLVDFQSTLELAG 

RWGGGEVASADGMRFVTPVK 

TINSGSNRKYFGSGRGITWYNF 

VSDQYSGFHGIVVPGTLRDSNF 

V LEG L L EQQTG LN P/D * N H DRH 

LRLSGETGRAT1IASSK*SDQTA 

TPTGRFNGTVTAEIDAQTGFTHE 

FAHVSESGARAQDLHISLXLRY* 

WLKPVIS/ALEPLIKHN1PALTRH 

RLSWVKQNYLRAETLVSANAR 

LVDFQSTLELAGRWGGGEVAS 

ADGMRFVTPVKTINSGSNRKYF 

GSGRGITWYNFVSDQYSGFHG1 

VVPGTLRDSNFVLEGLLEQQTG 

LNPVEIMTDTCGCLEKQEEPPS 

LLRLNNRJKQLLPPVDLTELLLE 

IDAQTGFTHEFAHVSESGARAQ 

DLHISLCAVLMAEACNIGLEPLI 

KHNIPALTRHRLSWVKQNYLR 

A ETL VS AN ARL VDFQSTLEL AG 

RWGGGEVASADGMRFVTPVK 


28958 


59326 


A 


29133 


1 


2908 




28959 


59327 


A 


29134 


735 


932 




28960 


59328 


B 


29135 




1413 




28961 


59329 


A 


29136 


! 


1469 




28962 


59330 


A 


29137 


177 


361 




28963 


59331 


A 


29138 




849 




28964 


59332 


A 


29139 




564 




28965 


59333 


A 


29140 




1593 




28966 


59334 


A 


29141 


1164 


1635 


EGPNRQNGRDYRSVMPTNLNLL 

RRFHEATAQNAPDVVVWGSGT 

PMREFLHVDDMAAASIHVMEL 

AHEVWLENTQPMLSHINVGTG 

VDCTIRELAQTIAKVVGYKGRV 

VFDASKPDGTPRKLLDVTRLHQ 

LG WYHEI S LE AGL A ST YQ WFLE 

NQDRFRG 


28967 


59335 


A 


29142 


538 


1 1 16 




28968 


59336 


C 


29143 


1 


2967 




28969 


59337 


C ! 


29144 


1 


2214 





3764 



BNSDOCID: <WO O175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


28970 


59338 


A 


29145 


1 


469 




28971 


59339 


A 


29146 


780 


1052 




28972 


59340 


A 


29147 


617 


2408 




28973 


59341 


A 


29148 


2 


488 




28974 


59342 


A 


29149 


1 


1083 




28975 


59343 


A 


29150 


527 


3213 


SWRSVQLLPATS1PSWQTETNQ 

FMGRDRPTPTAESPYAVLLRQP 

LAKLNIIQ/RPVMNMVENMLDQ 

A FKKLNPHE HP VLH SDQG WQ Y 

RMRRYQNILKEHGCGVTPIMS 

MRRWLAKNRPQADVRVIYNVR 

TPQDV1FADEWRNYPVTLVAE 

NNVTEGFIAGRLTRELLAGVPD 

LASRTVMTCGPAPYMDWVEQE 

VKALGVTRFFKEKFFTPVAEAA 

TSGLKFTKLQPAREFYAPVGTT 

LLEALESKNVPVVAACRAGVC 

GCCKTKVVSGEYTVSSTMTLT 

DAEIAEGYAVVALIKPGAQIGR 

SPVNCDVASCHVISFNLRVELA1 

MRRLLCRIAVLMSYRIEQRLMF 

LERLRHVGLIAHPAKKAIKKTR 

KPGMKVTFEQLKAAFNRVLISR 

GVDSETADACAEM FARTTESG 

VYSHGVNRFPRF1QQLENGDIIP 

DAQPKRITSLGAIEQWDAQRSI 

GNLTAKKMMDRA1ELAADHGI 

GLLRLAGGGKRLYWHLLDQLH 

RRNDNISLDLGNNAEAVILRED 

MLPRENFRPGDRVRGVLYSVRP 

EA RG AQLFVTRSKPEMLIELFRI 

EVPEIGEEV1EIKAAARDPGSRA 

KIAVKTNDKRIDPPTQHEDEED 

EGLYDDPFPLNECSVGPGHRHR 

FAPPEAQFRRPETLKGAPTSRIP 

ETSVGVSAGSDFEPHLMRELTC 

RLTALTWCYPGSAYAVHQPDE 


28976 


59344 


A 


29151 


1 


812 




28977 


59345 


A 


29152 


1 


1830 





BNSDOCID: <WO 01 75067 A3_IA> 



3765 
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SKQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


28978 


59346 


A 


29153 


1 


1308 


MMPLIDLEDPRLLVRREIGMLL 

HVDYLDLVHEKVTCRGRNGGQ 

DREKTTMEKVRSSGTICPQAPE 

VVNHYFTTDDGYRIISARFGVP 

RTQVRTWVALYEKLHGEKGLIP 

KPKGVSADPELRiKVVKAVlEQ 

HMSLNQAAAHFMLAGSGSVAR 

WLKVYEERGEAGLRALKIGTK 

RNIAISVDPEKAASALELSKDRR 

IEDLERQVRFLETRLMYLKELK 

ALAHPTKKVTLSLHREGKQINH 

KAVQRLMGTLSLKAAIKVKRY 

RSYRGEVGQTAPNVLQRDFKA 

TRPNEKWVTDVTEFAVNGRKL 

YLSPVIDLFNNEVISYSLSERPV 

MM M VENM LDQ AFKKLNPH EH 

PVLHSDQGWQYRMRRYQNILK 

EHGIKQSMSRKGNCLDNAVVE 

CFFGTLKSECFYLDEFSNISELK 

DAVTEYIEYYNSRR1SLKLKG\L 


28979 


59347 


A 


29154 


1 


836 




28980 


59348 


A 


29155 


1 


1566 




28981 


59349 


A 


29156 


297 


936 


RTSSSLMRSSSSLLRICSGVSPRS 

1 PRWFTSVSLPSSFIRVRJTTFRYT 

PGHVAPASRRSCYKYRR*PMRL 

YTM1QSLS/VGSRPSGLRAFSSD 

CSPLPRTCSLSRRRVLMITTSRS 

*SLTYGVDPSVRPVLAAASEYF 

SRR\YAGFQNPHNLLVSG*YQG 

NYRHFGILRGYPG/TLKNSNFQL 

TRSARISLSSRSSICTSTGGNTTL 

PPSSPPDC 


28982 


59350 


A 


29157 


5 


861 


SWRSVQLLPATSIPSWQTETNQ 

FMGRDRPTPTAESPYAVLLRQP 

LAKLNIIQ/RPVMNMVENMLDQ 

AFKKLNPHEHPVLHSDQGWQY 

RMRRYQN1LKEHGCGVTPIMS 

MRRWLAKNRPQADVRVIYNVR 

TPQDVIFADEWRNYPVTLVAE 

KNVTEGFIAGRLTRELLAGVPD 

LASRTVMTCGPAPYMDWVEQE 

VKALGVTRFFKEKFFTPVAEAA 

TSGLKFTKLQPAREF Y A PVGTT 

LLEALESNNVPVVAACRAGVC 

GCCKTKVVSGEYTVSSTMTLT 

DAEIAEGY 


28983 


59351 


A 


29158 


1818 


1991 


SPSHIRRTAPNGLRHYQR*IQQ* 
APSDQKRDFLVPHGADSAMAK 
HGGSHRAVLPQGW 


28984 


59352 


A 


29159 


3 


601 




28985 


59353 


A 


29160 


415 


549 





3766 



BNSDOCID: <WO 0175067A3 IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

dCfJllCllvC 


Met 
hod 


SEQ ID NO: 

in USSN 

no/^iift i i 7 
u>//3*tw,x i / 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28986 


59354 


A 


29161 


2 


501 




28987 


59355 


A 


29162 


1 


1347 




28988 


59356 


A 


29163 


3 


2461 




28989 


59357 


A 


29164 


1419 


1640 


1FCASLSLGLYAG IEARILTKG Y 
TRK* IQQ* APSDQKRDFLVPHG 
ADSAMAKHGGSHRAVLPQGC 
DPHMESLI 


28990 


59358 


A 


29165 


1 135 


2067 




28991 


59359 


A 


29166 


1 


1364 


MAGNRRFMCTPKTHGLSISQH 

GTFPEHAGCK1RCAGRSGRVRP 

AELLAPYTGDIAAEGISKAMRG 

GAKFLHHGIKRQQRYVAEAITE 

EWRMAPGPLEVAWFAGVIYHL 

YYYRARFFCAAQPLVSGFHEAE 

LSLDDAKWVLHPGPDAGFHVF 

DVDGRFVLAWMLFQGSYLAG 

ALGDQPVHIHLGQLLALWRPL 

QITQLIEVMLVGRGGDQAVGQ 

ATLGIDTNGGLYAKGPLIAFLG 

LMHLRIALLLFVLGRTGCAYDG 

GRPQLAEKLYSELRAQGIEVLL 

DDRKERPGVMFADMELIGIPHT 

IVLGDRNLDNDD1EYKYRRJMGE 

KQL1KTGD1VEYLNAALLIAVT 

VLTSMEASDLVDLGMTLSPAD 

YAERLAALTQKCGLDGVVCSA 

QEAVRFKQVFGQEFKLVTPGIR 

PQGSEAGDQRR1MTPEQALSAG 

VDYMVIGRPVTQSVDPAQTLK 

AINASLQRSA*CRDAGTLRLRA 

WLC*FLQRRYHRYKGPAVPQV 

ELCQICQRNEFCTQRVPGMCHV 


28992 


59360 


A 


29167 


627 


854 


NAGDRRNRNPSCTAARQYG*S 
RFYNCRR*RHGRKNLSAERNGL 
PEYRNCNPDHRPSVFLAAGRCF 
APTMCHDASE 


28993 


59361 


A 


29168 


1 


1593 




28994 


59362 


B 


29169 


1 


3789 






28995 


59363 


A 


29170 


940 


1326" 


- ^,j-iSik^ 




28996 


59364 


A 


29171 


1 


1377^ . 






28997 


59365 


A 


29172 


1 


2547— 






28998 


59366 


A 


29173 


561 


845 




AKIVQLRPRJLRPSRSARRCPSA 
PRSRRQRRRSGPLPEPAPRVS*Q 
IFPSQYWRYRQSTE1MQKQRLDP 
RGQ I VN VP A RR1 1 RQKRKCCK V 
AGSA 


28999 


59367 


A 


29174 


1 


1284 




29000 


59368 


A 


29175 


624 


866 




29001 


59369 


A 


29176 


1 


1384 
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BNSDOCID: <WO 0175067A3JA> 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkiiowii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29002 


59370 


A 


29177 


2268 


2684 


rcrrckrrllrrfrrsllsi .ag 
spenharfycrnslpdewitri 1 
hprst*pprsreirrchcg*rqc 
ssdgrkitsvhrgrnadgri:lt 
hqa vrlla ylsdrf a rhhkhl 

RNAHRRGPDRIPKERHFPA tkl 
RHTPAV 


29003 


59371 


A 


29178 


1 


2142 




29004 


59372 


A 


29179 


1 


2463 




29005 


59373 


A 


29180 


3 


126 




29006 


59374 


A 


29181 


1 


2013 




29007 


59375 


A 


29182 


891 


1000 


FDSFHV/HSHPMLCCDRGQHKE 
NPQSRGP1SCQ*IQQ 


29008 


59376 


A 


29183 


I 


846 




29009 


59377 


A 


29184 


90 


41 1 




29010 


59378 


A 


29185 


1 


1580 


MSKPKYPFEKRLEVVNHYFIT 

DDGYRJISARFGVPRTQVR TWV 

ALYEKHGEKGLIPKPKGVSADP 

ELR1KVVKAV1EQHMSLNQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALK1GTKRNIAISVDPE 

KAASALELSKDRRIEDLERQVR 

FLETRLMYLKKLKALAHPTKK 

AAEIPRSTFYYHLKALSKPDKY 

ADVKKRJSEIYHENRGRYGYRR 

VTLSLHREGKQINHKAVQRLM 

GTLSLKAAIKVKRYRSYRGEVG 

QTAPNVLQRDFKATRPNEKWV 

TD VTEFA VNGRKLY LSP V 1 DL F 

KNEVISYSLSERPVMNM VENM 

LDQ A FKKLN PHE H P V L H S DQG 

WQYRMRRYQN1LKEHGIKQSM 

SRKGNCLDNXAVVECLFGTLKS 

ECFYLDEFSNISELKDAVTEY1E 

YYNSRRISLKLKDLYASCLTVQ 

LFGVSTVMGLLIRILGS1FOKAL 

N1SKIESFVAVTT1FLGONE1PAI 

VKRFMIAESHEVLPHLYGMGH 

CGSRRWYAEWRPLHRVHIZPSG 


2901 1 


59379 


A 


29186 


1375 


3174 




29012 


59380 


A 


29187 


604 


1268 




29013 


59381 


A 


29188 


I 


288 




29014 


59382 


A 


29189 


I 


2412 




29015 


59383 


A 


29190 


82 


405 




29016 


59384 


A 


29191 


1287 


1472 




29017 


59385 


A 


29192 


1 


3156 




29018 


59386 


A 


29193 


1 J 


1824 




29019 


59387 


A 


29194 


1 


1922 




29020 


59388 


A 


29195 


1369 


1743 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29021 


59389 


A 


29196 


21 


432 


GPGCNGVHRLCTE\QRDVRGTV 

RI V LKTFNN C RDT VF V A FE VlsTN 

TVSLLVATTDMTSGDTAIVVTT 

TGFVSAANEVQILAFFQGDVSF 

FPVATTTDTLSVTFNFPFNYQG 

VNDFDFDFKQFLHSSFDFCFGR 

VFSNFE 


29022 


59390 


C 


29197 


I 


1743 




29023 


59391 


A 


29198 


2005 


2571 




29024 


59392 


A 


29199 


170 


486 


LOTOKDGIPAVVERLEYDPNi P 
RTSRWFRNDFSVPVLQLLGSP* 


29025 


59393 


A 


29200 


1 


1713 




29026 


59394 


A 


29201 


1 


6729 




29027 


59395 


A 


29202 


1 


753 




29028 


59396 


A 


29203 


1 


1470 




29029 


59397 


A 


29204 


665 


1773 


ASSQVKSGWLSAKIPV1SSIYGP 

LLSVRLLSHAWPNSLCPQLHCF 

LPG AI WS ASSLLKSGNR PLI RL A 

SIVLPVPGGPISKRLCPPAAV/HF 

QSSLSLFLTDN 1 TEIML* RPDTW 

THVMYVLHHADKPNLYHGLPE 

NPEISETVKFWKGIWKPLAAVG 

FAATFAASIFHYVGVGPNRADE 

EENNLHEEKDEERKCSQDIQLV 

KERVIFLTGQVEDHMANLIVAQ 

MLFLEAENPEKDIYLYINSPGG 

VITAGMSIYDTMQF1KPDVSTIC 

MGQAASMGAFLLTAGAKGKR 

FCLPNSRVM1HQPLGGYQGQAT 

DIEIHAREILKVKGRMNELMAL 

HTGQSLEQIERDTERDRFLSAPE 

AVEYGLVDSILTHRN 


29030 


59398 


A 


29205 


948 


1620 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29031 


59399 


A 


29206 


1782 


3667 


HRRRCRHGYPVPAYRCRIWKC 

GQFHPTGIAGCGRTGHRRLPW* 

RRLSAEQTWRTFYGALCAERQ 

RPGGP*RG\SRSIMIEIREGRGCD 

GPWGPHAKLKLDHLGKEVLES 

RLPG1LELSRTFAHVDPSRFRLS 

HLSLHDGRYSDQSYRYNDTRD 

MVP1NGSIHRIGREPHYHYQRG 

QQYIGLCRNCNVIDTHICIYLVD 

QPIMDDIRRLLLYSEISSA11WLL 

PVVQGEHYMLVDPDTNEREER 

GRSETRGFPRVPLGRTVSTVWY 

PLSNAATLAATRCSRSPHAFAE 

PSSNNGFITATPLGRTHFLGMA 

FPPSACWRLLRAEPERVEAVLS 

ASGMNKAMRCGVSLICNFRLD 

YAPIEKQWDLHFADYFAEDLK 

LLAPLAKDGLVDVDEKGIQVT 

AKGRIRRLRRIRHLSMMPDAAL 

V A S YQ A Y DFLRI R H KQRA S A K 

QPNHCGTQHGSNGSLRTLWNS1 

DSGSVLTWCASLIFSSRKSLSP1 

QLVRSVDRGDVKKRYSMREFS 

LGETHSEAEFRELLEQNPSFVFF 

KPQSFAPVKGASAVPLVGRASV 

ASDRSIIPPGTTLLAEVPLLDNN 

GKFNGQYELRLMVALDVGGA1 

KGQHFDIYQG1GPEAGHRAGW 

YNHYGRVWVLKTAPGA 


29032 


59400 


A 


29207 


1351 


1806 


VIVGITSNSVTVAAVSSWCRTW 

VPVSVLCLNCYPASMALVRGVI 

RGV*TCLSLCPNCAAIF1FAFGA 

VIFCITSVGFLFPPMVYKSGLRF 

FVFT*MRDTGVPQRLRAPRRSL 

SAKLGPACPFAYIVPHIWCRWI 

GWGTCVCLAICVCVCVAD 


29033 


59401 


A 


29208 


1308 


1647 


RSWEVSIVEFYVVRPTGHV*HA 

SGNLSHHRKRHPLADQAARKG 

ETVPPRGRRS\WRTQAHP*HLR 

QHRGQHPASLPTRTGTPQPGRR 

AIYRIPVRTAGQFQRIEVGDFQR 

VGHQ 


29034 


59402 


A 


29209 


1 


2184 




29035 


59403 


B 


29210 


81 


1356 




29036 


59404 


A 


29211 


1 


2349 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


29037 


59405 


A 


29212 


514 


1136 


ILRIMQRGMKQFAGLLRLSG1K 

MLPSA**LGELLHAAGSFFQRG 

CLLFSTGGKIGVARRNFTGTGI 

DGI *TFADMSDG VSQRA LI IM * 

NALRQVAHFTAPVNGQGIRQV 

TTGDFANVSNNFCQRSKQl ITA 

NAVPRHQQNQYHHQRDNRQLP 

LGKSV1ICVVSDDIAIQFFTAEG 

VLSKRFAHCLMPSLGGLSKIGP 

SMPLFRIISQFS 


29038 


59406 


A 


29213 




2992 




29039 


59407 


A 


29214 




168 




29040 


59408 


A 


29215 




537 




29041 


59409 


A 


29216 




1881 




29042 


59410 


A 


29217 


1532 


2160 


KH WSDSIPGTEADWSASTl SGC 

AGFAAFACSSS*VICLLSGAVA 

AYAPQLRHQAIRKVIIRRTSAFP 

LMD*TWSFLSSTNGLASCSASIS 

SAGSGAGSASGVTKVSVDTAS 

GWP1FVTDRLSSCSTRPTLPGAN 

RLITVEPSLKRPISWPFSSATFPS 

FSP AG QVQRLM IPSRGGVMVP 

AQTVSMLPTIVAPTGPYSSHLL 

GSFTLSPP 


29043 


5941 1 


A 


29218 


1 


1713 




29044 


59412 


A 


29219 


2159 


2715 


TIPAKPVPSMVASGTVRFGFLTI 

PVLTAADSTPTKAHRQSRILLMI 

A*PSVVSAVFQLAA*VAASNQC 

QPT1 A VITTGIRTSTRPI V A/CII G 

FVTGAVEIVLVANSVIDISVGSP 

FSIPQM FS ARLG I ATM A ICPI M V 

SFSVAAINSASHNRQGFALQFFF 

NDAACGSGEFRJLMQEEHPDSV 

VFC 


29045 


59413 


A 


29220 


2 


102 


DFADFGTTIKQDFRLLGQTSVD 
RLLQLSQGQAVKGNQLLPVSL 
VKRKTTLAPNTQTASPR A L A DS 
LMQLARQVSRLESGH1 IWRSGE 
SGVPAACINLVCSALYAAGNM 
SVDLCHRDFADFGTTI KQDFKL 
LGQTS VDRLLQLSQGQ A V KG N 
QLLPVSLVKRKTTLAPNTQTAS 
PRALADSLMQLARQVSRLESGM 
IGGAGSLAFPLPAL1WCAVRYT 
PQ VTCLLTFVTG 1LPI SEPPSN R 1 
FACWGKPAWTACCNSLRARR 


29046 


59414 


A 


29221 


1 


1464 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


29047 


59415 


A 


29222 




29 


MQTEQQR/AVTRJLCIQCGLFLL 

QHGAESALVDELSSRLGRALG 

MDSVESS1SSNAJVLTTIKD/GQC 

LTSTRKNHDRGINMHVVTEVQ 

H1VI/LAEHHLPDPEP*EQQRR 


29048 ; 


59416 


A 


29223 


5 


307 




29049 


59417 


A 


29224 


5 


948 




29050 


59418 


B 


29225 


1 


696 




29051 


59419 


A 


29226 


1 


1083 




29052 


59420 


A 


29227 


817 


978 


LAGCYTMLPGNGPAGMHAC1S 

KLDK*AAVKKR1SEI1HENRGRY 

GYRRVPLSLH 


29053 


59421 


A 


29228 


198 


362 




29054 


59422 


A 


29229 


1 


2907 




29055 


59423 


A 


29230 


1 


2541 




29056 


59424 


A 


29231 


1 


1566 




29057 


59425 


A 


29232 


3 


601 




29058 


59426 


A 


29233 


1 


1347 




29059 


59427 


A 


29234 


940 


1326 




29060 


59428 


A 


29235 


1 


2547 




29061 


59429 


A 


29236 


527 


1383 


SWRSVQLLPATS1PSWQTETNQ 

FMGRDRPTPTAESPYAVLLRQP 

LAKLN1IQ/RPVMNMVENMLDQ 

AFKKLNPHEHPVLHSDQGWQY 

RMRRYQNILKEHGCGVTPIMS 

MRRWLAKNRPQADVRVIYNVR 

TPQDVIFADEWRNYPVTLVAE 

NNVTEGF1AGRLTRELLAGVPD 

LASRTVMTCGPAPYMDWVEQE 

VKALGVTRFFKEKFFTPVAEAA 

TSGLKFTKLQPAREFYAPVGTT 

LLEALESNNVPVVAACRAGVC 

GCCKTKVVSGEYTVSSTMTLT 

DAEIAEGY 


29062 


59430 


A 


29237 


1 


2496 




29063 


59431 


A 


29238 


3 


2056 




29064 


59432 


A 


29239 


1135 


2067 




29065 


59433 


A 


29240 


1 


1566 
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SKQ ID 

NO: 


SKQ II) NO. 
of peptide 
sequence 


Met 
hod 


SEQ ID NO 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29066 


59434 


A 


29241 


1 


1605 


MKVPRGDVMFQLNLRKDDGQ 

FEDQLLLLVLLPKHRGHLLLQV 

ADDVWFKNRRAKCRQQRQQQ 

KQQQQPPGGQAKARPAKRKAG 

TSPRPSTDFRSRDG IPEK ATRTS 

CPSDSSVFSLQRPPLSSTGRGSS 

LSWDSSQVLVILSTLTPSGTIVT 

AEPKYPFEKRLEVVNHYFTTDD 

GYRJISARFGVPRTQVRTWVAL 

YEKHGEKGLIPKPKGVSADPEL 

RJKVVKAV1EQHMSLNQAAAH 

FMLAGSGSVARWLKVYEERGE 

AGLRALKIGTKRNIAISVDPEKA 

ASALELSKDRRIEDLERQVRFL 

ETRI.MYLKKLKALAHPTKKVT 

LSLHREGKQINHKAVQRLMGT 

LSLKAAIKVKRYRSYRGEVGQT 

APNVLQRDFKATRPNEKWVTD 

VTEFAVNGRKLYLSPVIDLFNN 

EVISYSLSERPVMNMVENMLD 

OAFKKLNPHFHPVT Hsnnr.wn 

YRMRRYONII KPHPil^n^MQP 

KGNCI DNAWPPFFnTI I^QPr^E* 

YLDEFSNISELKDAVTEYIEYYN 
SRRISLKLKGVLTPl 


29067 


59435 


A 


29242 


3 


1119 




29068 


59436 


A 


29243 


1 


846 




29069 


59437 


A 


29244 


1 


3383 


MSEKLQKVASARAGHGSRREIE 
SIIEAGRVSDDGEIAKLGDNVE 
AWYRARLAGAFTLQECVMAA 
STFFIPSVNVIGADSLTDAMNM 
M ADYGFTRTLS VTDNM LTKLG 
MAGDVQKALEERNIFSVIYDGT 
QPNPTTENVAAGLKLLICENNC 
DSVISLGGGSPHDCAKGIAI VA 
ANGGDIRDYFGVDR9A KPm P 
MIAINTTAGTASFMTR FPIimF 
ARHIKMAIVDKHVTPI 1 <\VT\in9 
SLMIGMPKSLTAATGMD 


29070 


59438 — " 


\ : 


29245 


104 


1381 




29071 


59439 


\ : 


29246 


i : 


375 




29072 . 


59440 


b : 


29247 


i i 


5082 




29073 


59441 


\ : 


29248 


119 


543 J 
1 
/ 
1 


^MPKRJIRWGKLSTIRCSTTCKK 
*LT*IVLPVRTPGRLCSSLKSVP 
\SHCLASCKAYSNKPWKRQPS 
CRHYVTMR 



0175067A3_IA> 
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WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29074 


59442 


A 


29249 


468 


935 


VPLAVPYGRLWRTIFSPLPSSFR 

STRVR*EVSGRSSPSISSLASLVR 

PIT/SLLIVNAHPVELLQVVFPTL 

DKHIAAARIHAVFDNRHFATRL 

FTRRVFRTVNKAAQVTLFNPTE 

AVDLFFHFNAVTKGFHLRQGD 

KEGYVQAHTNNGDLRVRTSNP 


29075 


59443 


A 


29250 


407 


2145 




29076 


59444 


A 


29251 


I 


177 




29077 


59445 


A 


29252 


1 


1767 




29078 


59446 


A 


29253 


1 


2499 




29079 


59447 


A 


29254 


2 


607 




29080 


59448 


A 


29255 


2 


314 




29081 


59449 


A 


29256 


2977 


3913 




29082 


59450 


A 


29257 




2091 




29083 


59451 


A 


29258 


! 


751 




29084 


59452 


A 


29259 


! 


927 




29085 


59453 


A 


29260 


j 


1113 




29086 


59454 


A 


29261 




875 




29087 


59455 


A 


29262 




450 




29088 


59456 


A 


29263 




522 




29089 


59457 


A 


29264 




912 





3774 

BNSDOCJD: <WO 0175O67A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unki>o>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29090 


59458 


A 


29265 


1 


2416 


MLAQSLQALEQDGFLNRJAYPV 

VPPHVEYSLTPLGEQVSEKVAA 

LADW1ELNLPEVLAVRDERTRY 

DIAVPRKRYGHAVSRNTFALRS 

QERYGHSVLETVGNSGSSKQFS 

M D I LDPCA RG PGQISLIT VN HKL 

HVRCES1AYSVQTMVVKGGSA 

FAAFFIAVVLWM1GYVPNVEQS 

TQALLGMQFIM1ALPTLFFMVT 

LILYFRFYRLNGDTLRRIQIHLL 

DK YRK VPPEPVH AD1 PVG ARLS 

FAERVMEGLSDGGQSLQSPSAL 

FSKQTLKNMSIYKIPLPLNILEA 

ARERJTWTLNTLPRVCVSFSGG 

KDSGLMLHLTAELARQMGKKl 

CVLFIDWEAQFSCTINYVQSLR 

ELYTDVIEEFYWDALPLTTQNS 

LSQYQPEWQCWEPDVEWVRQP 

PQDAITDPDFFCFYQPGMTFEQ 

FVREFAEWFSQKRPAAMMIGIR 

ADESYNRFVAIASLNKQRFADD 

KPWTTAAPGGHSWYIYPIYDW 

KVADIWTWYANHQSLCNPLYN 

LMYQAGVPLRHMRJCEPFGPEQ 

RQGLWLYHVIEPDRWAAIGSP 

ADREEDAEEYLEAIMEARVTV 

AGMGLVMEVQDYFDGEA\DRL 

AKAWLPVEYTPQ1KSLKDERKE 

AYRQIVEMSTEPQDVDLVRPA 

NKFEMTRVREGEKEADLPVWK 

HHLLCDESGNYPALLNHWETK 

VFEIETKREGFAFWYRNPQYTG 


29091 


59459 


A 


29266 


786 


1265 




29092 


59460 


B 


29267 


1 


10161 




29093 


59461 


A 


29268 


1 


882 




29094 


59462 


A 


29269 


1 


2484 




29095 


59463 


A 


29270 


548 


945 




29096 


59464 


A 


29271 


17 


352 


DLQDTG C FM LMNTG E KA V/KS 
ENGLLTTIAC/GPTGFA/1NJVAT P 
GAVFMAGASI/QWLRDEMKLIN 
DAYDSE/YFATKVQNTNGVYV 
VPALPGWSLLWTRTPHPTFPR w 
RJSGAAGYK 


29097 


59465 


a ; 


29272 


799 


S>84 ( 
1 


3GDI AL VI ATNQFCIKL A PI I ELN 
rDFLCLINHMVVGQHIAFTGVD 
DDTGA*TFEGLCRLIR 


29098 i 


59466 


a : 


>9273 


1 5 


)15 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29099 


59467 


A 


29274 


65 


562 


DFRWHGDSRKVHRKNRLIKPL 

MILLTRLSNRTNWPLTAAVIWP 

GK V * SACRKSAN APKNI RRLC V 

SGWKSANWMSTQSSSSSSSTSS 

SII1IIINSSSSLQCQPCASKYLAH 

YFTVSS1AAYSTPVVSTQEPWA 

TRHHPHHQQTDRRRPATRKSPR 

QYHNETNRQ 


29100 


59468 


A 


29275 


1409 


1641 


PENGRPVYAGGRDAAWRDVY 
AEFPRLSLPDGFRAAAVHRADA 
ALHHADL*HHE*APSALGLCL* 
RLAGGDWCRDYSL 


29101 


59469 


A 


29276 




3252 




29102 


59470 


c 


29277 


j 


2760 




29103 


59471 


A 


29278 


1 


723 




29104 


59472 


A 


29279 


14 


338 




29105 


59473 


B 


29280 




1201 




29106 


59474 


B 


29281 




1866 




29107 


59475 


A 


29282 


1067 


2753 




29108 


59476 


B 


29283 




1144 




29109 


59477 


A 


29284 


3 


724 


L AQL YG DPP A WPTPTRG V S E 1R 

LALRFKSNDSLLRHFKDTSTLY 

LE1VDYPGEWLLDLPMLAQDY 

LSWSRQMTGLLNGQRGEWSA 

KWRMMSEGLDPLAPADENRLA 

DIAAAWTDYLHHCKEQGLHFI 

QPG RFVLPG DM AG A PA LQFFP 

WPDVDTWGESKLAQADKHTN 

AGMLR/ERFNYYCEKIVLVD/CL 

Q/PLNSGHSIYDMRWPDAL1KFS 

YG/QRTVQRCFITPRAQSA*SGT 

TSGDLTRR 


29110 


59478 


A 


29285 


j 


1863 




2911 1 


59479 


B 


29286 




813 




291 12 


59480 


A 


29287 


} - 


546 




291 13 


59481 


B 


29288 




2691 




29114 


59482 


A 


29289 


! 


1212 




29115 


59483 


A 


29290 




2328 




29116 


59484 


A 


29291 




531 




291 17 


59485 


A 


29292 


188 


358 




29118 


59486 


A 


29293 


2545 


2713 


LLVVQFFFQHL*VPSGTSP*L*H 
LSG ILWHFLLQA LL YPR V F L VL 
LCRSLGAVCLY 


29119 


59487 


A 


29294 


! 


2046 




29120 


59488 


A 


29295 


3 


654 




29121 


59489 


A 


29296 


2 


182 




29122 


59490 


A 


29297 


1 


1215 




29123 


59491 


A 


29298 


141 j 


266 





3776 



BNSDOCIO: <WO 0175067A3_IA> 



WO 0.1/075067 



PCT/USOI/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


29124 


59492 


A 


29299 


669 


887 


VYRSSVYRDSGCLSGGDLRSGN 
ASGHAKRQSDGDLRSRAATGG 
DHSAGDWCGRRVQTSAG*LWR 
KARPWPNR 


29125 


59493 


A 


29300 


2353 


2758 


SQAYHQVLPVCEAAPIPDDNHT 
LAALR*HGVYEKHMDQDCWA 
*\FI PFFRI F WR pi P A pp <;nD \/ cr 

VDSLPLTAVGKVDKKQLRQWL 
ASRASARAQRRSPLAEARKPQY 
VHQG M DNARTA LQKPEQ A RA 
HTEVHWT 


29126 


59494 


A 


29301 


5 


793 


FLQRFVADLPCGAQVVKFSTFR 

TQCRQTEATLKVLFLHGTFNVV 

TSIGATTQVTNDARTDLRKQLV 

IDILFGIRRQTLLHFLDRHNRHF 

CRCRSRMTFLFQLLRMIRDFND 

FELV/NPLSLDSVLGMQPLREEI 

QQADRDDDKHHQGAGLLELET 
ATsIR FPOPi n A np A c a r*w a r^r*r:D 

ivrv lj v vj r cm i cvj v vj L/v^v^ WrlnL 

WOHAvphi fpi vr^Trr amatd 
wv^nAVcULrcLVU lUOANAOP 

Ci^l A A CPCCT PCTD\/\/U7T\TO A 

Uol/\o I AocooLlo I r V V WllNoA 

STPARQRTGRGRRRPRTAWRRP 


29127 


59495 


A 


29302 


1 


2457 




29128 


59496 


A 


29303 


1 


292 




29129 


59497 


A 


29304 


1 


440 




29130 


59498 


A 


29305 


593 


864 


RTSAEPJNPAPPVIRIFLISARLC* 
WTLSPLITLN*L*STSITSTSAVA 
SASSSCARVQSPVSFFGNWWM 
LG STTRV SPLCH W AISS ADF 


29131 


59499 


A 


29306 


2 


696 


VPAGRYTGRDLHLHI/ILPFRES" 

LPARHRVRRYRPLEAC*TPCTD 

GYHRIFYRLFCGESAKDGSVMT 

LRSFLDKDGHPIDVEDINDQAR 

HLVRLMPVLRLRDARFMRRJR 

NGTVPNVPNVEVTARQLDFLA 

VOLLEHYFSFOGACiOAR VRI N/l 
RRRASNEQRSWRYLDIINRMID 
RPGGRSYRV1LLGLFATLLQAK 
GTLRLDKDARPLLLIE 


29132 


59500 


A 


29307 


3 


1405 




29133 


59501 


A 


29308 


1204 


141 1 

] 
< 


LRPALYQPARLSDAAVRKTG*F 
AVVSGSEHAESDAG*SGELLEQ 
LSEVLR* PDEI FL WRCRAEREQL 
3L 


29134 


59502 


A : 


29309 ; 


236 


545 





BNSDOCID: <WO 0175067A3JA> 



3777 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29135 


59503 


A 


29310 


1 


776 


MELAALRSENPQPDEKPLGETL 

KDLFSRPVLPEMTDVHLPLNLN 

IEEFMGEQLHVTGDTDIYREHH 

AAEMSN1DGNTKLDALDIDSSQ 

GIVDASGTAHLSDNWPVDITLN 

STLIVEPLKGDKVKLKMGGAL 

REQLE1GV7MLSGPVDMDLRAHT 

RLAEAGLSLNVEVNSKQLYC/L 

AHCMSSMPKESGADEKNSDNR 

WCRVYWLGAGALYHQRNERR 

GGSGR*ADLRRKPDVAGTGRA 

KRALCL*ES*YLRSGRTGTRIH 


29136 


59504 


A 


2931 1 


955 


1095 


HRRHPIPFL1HHRDQPFRHQLRK 
SFP* RPN AKCITRCQQTHS* FFIR 


29137 


59505 


A 


29312 


1029 


1490 


RLPPAVDPTARLRRPASGRRYP 

CI PAFVGTPA VSLLC WPTG ADD 

SYCRKSLFRRWRGIRAAGKAAF 

RG W SG L\DRQ AN P A Q V E 1 1 E I RQ 

L/VRKSPQTAHSPARIWRRLRSA 

SSRTYARRCCRFQCSKGPADGF 

PSVGSGKYQRSRRARRPASAG 


29138 


59506 


A 


29313 


22 


443 


RRRHSCN SPTDEG A SHT WTQTL 

SLSDKCRQGTVSGRLSLRKSDC 

TPISHASCSSSSLHGH*VSVAVR 

LRMTDFSRTVGKDVQRFDAGL 

GWTLERLLSAHAAFRVALKAG 

DMAILASRPPTVTPNSMRLLGR 

LYRSGVYGR 



3778 

BNSDOCID: <WO 0175067A3 \A> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29139 


59507 


A 


29314 


2 


2104 


STL A QQWQAGDS I WSRPA I RVF 

ATYAKWDEKWGYDYTGNADN 

NANFGKAVPADFNGGSFGRGD 

SDEWTFGAQMEIWCSYLLALR 

QCQADIHSAGCICHGVVLVND 

QCLPPVKCWGRCGAKSPFCAIT 

FRVRWTIRKSTKCCANRAYKR 

N ITVGRI RRLRR I RQPLPD ATLC 

VLSGLQTEHNRRWPNSVCHFSP 

DSTFYNDLSGRMKNVRLMFNG 

IHRDNGFSKRPTDLNYTRKPLV 

LAFQTAWFITVRVEIVGFRGINR 

LSLMLEQNNVLIGENAWGKSS 

LLDALTLLLSPESDLYHFERDD 

FWFPPGDINGREHHLHI1LTFRE 

SLPGRHRVRRYRPLEACWTPCT 

DGYHRIFYRLEGESAEDGSVMT 

LRSFLDKDGHPIECRG1+PIKAR 

HL V\RLM P\ VLARLREC P V LM RR 

IRXNGTVPNVPNVEVTARQLDF 

LARGGQARYRLMRRRASNEQR 

SWRYLDIINRMIERPETRYTREI 

GFTSTNIDLIYGLPKQTPESFAF 

TLKRVAELNPDRLSVFNYAHLP 

TIFAAQRKIKDADLPSPQQKLDI 

LQET1AFLTQSGYQFIGMDHFA 

RPDDELAVAQREGVLHRNFQG 

YTTQGDTDLLGMGVSAISMIGD 

CYAQNQKELKQYYQQVDEQG 

N AL WRG I A LTRDDC I RRD VI KS 

LICNFRLDYAPIKKQGDLHFAD 

YFAEDLKLLAPLAKDGLGDVD 



BNSDOCID: <WO 0175067A3JA> 



3779 



WO 01/075067 



PCT/USO 1/0863 1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29140 


59508 


A 


29315 


1 


2237 


MLTGYRAVSRHKSQRY1 ADDA 

EEMIGKLTGMP1PLNSLRQWIL 

GLPGDATDYKLDDQYRLSEH Y 

SQNGKNWKVVYGGYDTKTQP 

AMPANMELTDGGQR1KLKMD 

NW1RADGYHTLQTLFQFLDYG 

DTISIELRDDGDIRLLTPVLGVi: 

HEDNLIVRAARLLMKTAADSG/ 

LSSDGKR/RSSSCARVQSPVS1T 

GNWWMLGQTTRVSPLC1IWAIS 

SAISHRRAFAQV1NIRFKR0TKA 

GDFQFTGAFIGSRQA1SI IKRFHI. 

1DNPERFVIVHFARGTDKPRL1.G 

VLCHDKPRINSNAVTAHARAR 

LKNINARVTIRQANQFPDVNPU 

GTNQRHFISKSDIHIAEAVFEPSI 

IAADRLNPLVNELIIMPDIEKRL 

DAFVRJAHEELLYLLGILMNPA 

NKDHVLPLILTGPKESADYFRV 

LDEFVVHTLGEN ARRJI YR 1 1 1 DD 

AAEVARQMKKSMPLVKEN'RR 

DTGDAYSFNWSMRIAPDLQMP 

FEPSHENMANLKLYPDQPVEVL 

AADLRRAFSGIVAGNVKLVGIR 

AJEEFGPYKINGDKEI M RRMDI ) 

LLQGFVAQHPGSYMDLLLMEL 

LPHLLVEGML1SAVSAESLPWL 

HLSCVANISKRQLICAVPLPKPP 

KAGLLGKNIMGTGFDFEl.FVHI 

GAGRYICGEETALINSLEGRRA 

NPRSKPPFPATSGAWGKPTCVN 

N V ETLCN V PA I LA N G V E W YQN 1 


29141 


59509 


A 


29316 


1 


2892 




29142 


59510 


A 


29317 


19 


649 




29143 


59511 


A 


29318 


247 1 


3036 


KVTWVTCS1LPMTLSPSAAFSSL 
FRMKILSLK**KRJLR/SS(iKPAA 
RQGDMTQYGGSIVQGSAGVRI 

GAPTGVACSVCPGGVTSGHPV 

NPLLGAKVLPGETDIALPGPLPF 

1LSRTYSSYRTKTPAPVGSLGPG 

WKMPADIRLQLRDNTLILSDNG 

GRSLYFEHLFPGEDGYSPQRVT 

V ACA PRRGKTG 


29144 


59512 


A 


29319 


1 


1476 




29145 


59513 


A 


29320 


688 


1578 




29146 


59514 


A 


29321 


1 


1653 




29147 


59515 


A 


29322 


1 


218 


MLIVFSLPSDTLVLSPL*PNFRT 
RPFRPSSVPR**PKKDLKIATSA 
MMEAAYSSVIANVVLVPVMDA 
KWLAR 


29148 


59516 


A 


29323 


3 


260 





3780 



BNSDOCID: <WO_01 75067 A3JA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SKQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29149 


59517 


A 


29324 


1 


1545 




29150 


59518 


A 


29325 


443 


1041 


LSSLKJVKLLRSTANSQVIDFQR 

WLGHDKRATLLLWKLEAAGSP 

LRPLSVQVTTPQEVAETDNHAD 

NSYNAGLFIVNSLYTAEGVMD 

KHSLWQRYVPLVRHEALRLQV 
Rl pa^ivfi nm i nAnnir.i t xta 

^rAjvtLUULLV^AuulULLNA 
v Cix i JLAAH^vj 1 Ar 1 1 Y A Vl^KJK 
r,AMi pvpi \ a a \/Tr,rD A ATHAT 

xvlviv rvlN V 


29151 


59519 


A 


29326 


1 


2349 




29152 


59520 


B 


29327 


I 


747 




29153 


59521 


A 


29328 


275 


729 




29154 


59522 


B 


29329 


1 


2469 




29155 


59523 


A 


29330 


1 


969 




29156 


59524 


A 


29331 


148 


1 1 80 




29157 


59525 


A 


29332 


56 


1 70 


v 1 1AV uoLrrrtLoMnyULov^un 
EVQLPPVNRSLKPNQK 


29158 


59526 


A 


29333 


1 


3246 




29159 


59527 


A 


29334 


482 


765 




29160 


59528 


B 


29335 


I 


1713 




29161 


59529 


A 


29336 


123 


287 




29162 


59530 


A 


29337 


1 


3189 




29163 j 


59531 


A 


29338 


1 


1344 




29164 


59532 


B 


29339 


1 


1233 




29165 


59533 


A 


29340 


1 


1572 




29166 


59534 


A 


29341 


1 


3591 




29167 


59535 


A 


29342 


1 


843 


MNYSHDNWSAILAHIGKPEELD 

TSARNAGALTRRREIRDAATLL 

RLGLAYGPGGMSLREVTAWAQ 

LHDVATLSDVALLKRLRNAAD 

WFGILAAQTLAVRAAVTGCTS 

GKRLRLVDGTAISAP/GGGSAE 

WRLHMGYDPHTFVTDFELTDSR 

DAERLDRFAQTADEIRIADRGF 

G SRPEC I RSL A FGE A D Y I VRVH 

WRfil RWT TAFflMRFriN/IAvinPT 

R(~ll nrPVPnPkTRRTTJQT u/piTV 
ivvjL.L'^o V rurivivlv 1 tNoL» W KJ 1 IS. 

MVIWSLQVAIRGTVSLTAYKTQ 
LKN A RH RLNE APR RRI LQM VQ 
PLS 


29168 


59536 


A 


29343 


2 


3203 




29169 


59537 


A 


29344 


227 


634 


IKTLPLSPDKLTRISKS1YRKQR 

AALFTHSFTTWVLAILEHRRFF 

AK*TRSISKAHVISCVAGHTLA 

AAPQPHYFTRETYSPERVSTLM 

TSPICTNSGTLTTAPVDRVAGLP 

PVPAVSPFRPGSVSTISSSTKFG 



3781 

BNSDOCID: <WO 0175067A3 JA> 



WO 01/075067 



PCT/USO 1/0863 1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29170 


59538 


A 


29345 


1 


1425 




29171 


59539 


A 


29346 


918 


1022 


IQTMQAACSPYQTGLSGHCW* 
W*GSRRPLEPPFH 


29172 


59540 


A 


29347 


1 


1203 




29173 


59541 


A 


29348 


918 


1021 


IQTMQAACSPYQTGLSGHCW* 
W*GSRRPLEPPFH 


29174 


59542 


A 


29349 


656 


1629 


GIINVRKNRHTGSPGHRGKPGT 

REDEHGV/ELRDRRLNFEWWK 

PEYGINLYQDYYKQDGFVEIPD 

QNNPSLGDMV1MQIGQNVPVW 

NHAGIYLGDNQILHHAFGSQT 

MNDVKLIKLSGSLGRRFGVFHR 

FAVDSYPEAIRALSSQVDGFKE 

YMQSEIGSRSKFAIFVDGVNVG 

HHEEEKFKCAKEIRJVPIPTGSK 

TGGLFQVVLGAAIMVAAFYTG 

GASLALMGTMSSSLFMMGGA 

MVLGGVMQMISPQPGWRNFEV 

QSSKNKPSYAFGGAVNTTGGGI 

PSPGPVWISRRRWRNFLSRFLC 

RGYELKLTRLARVFFRLYNEST 


29175 


59543 


A 


29350 


1 


8043 




29176 


59544 


A 


29351 


1 


876 




29177 


59545 


A 


29352 


2020 


2224 


CVESRCCHATRCGSK*YSGP\PE 
DTDLKTEAAGAGVACDAAEAP 
DEAPPAKLHVLPPIIPEIVLKITI 


29178 


59546 


A 


29353 


1 


2346 




29179 


59547 


B 


29354 


50 


340 




29180 


59548 


A 


29355 


284 


520 




29181 


59549 


A 


29356 


2 


304 




29182 


59550 


A 


29357 


79 


177 




29183 


59551 


A 


29358 


236 


373 




29184 


59552 


A 


29359 


1693 


1961 


RRLAIFHDQVGGKRRLCQLKAF 

MQSIAVALNHDRHHWH\GNRE 

NKVNCQLICVDIIINTAQPITSES 

/DQRQH/TLLRRQTRJIDRRHWS 

HEP 


29185 


59553 


A 


29360 


2 


388 


YTVSFLLVITQLGFCSVYFMFM 

ADNLQQMVEKA/TRDLQHLPA 

QGDSDADPHPGHSFLHADNPA 

LPDPVGVYPEPQGAVRLLDIGQ 

HHHPWEHGSDL*VYHGGDSIS 

QQPTLDGKLEDLLAVLWYSHL 


29186 


59554 


A 


29361 


467 


3014 




29187 


59555 


A 


29362 


1 


1174 





3782 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=l Jnknown, 
*-Stop codon, /=possinle nucleotide 
deletion, \=possiblc nucleotide insertion) 


29188 


59556 


A 


29363 


1 


986 


MKVTFEQLKAAFNRVLISRG V 

DSETADACAEMFARTTESGVY 

SHGVNRFPRFIQQLENGDIIPDA 

QPKRITSLGAIEQWDAQRSIGN 

LTAKKMMDRAIELAADHG1GL 

VALRNANHWMRGGSNGWQA 

AEKGY1GICWTNSIAVMPPWVP 

KECRIGTNPLIVAIRSTPJTMVD 

MSMIKHTLPQRAAGTDRKLAM 

SREAQLLERHGYAFNELDLGK 

REPVTFFFKI FVAVrRHPUPOV 

TEAERVWSKYMTRIKRPKRI II 
TLSGGKPQPGKKIV1RPLPGLPV 
IRDLVVDMGQFYAQYEKIKP/V 
PVE*WTKSASSRAFTDARAARK 


29189 


59557 


A 


29364 


99 


375 


THOPARRFPA YH Y A HPA A A A A 
PGDPLGAD1 OI fARHYHROKH 
CVPRHAGYPRSDGLHPQPRGR 
WRIRCSDCLRVP\SDRGDAGDY 
FHL*I ADR 


29190 


59558 


A 


29365 


871 


1206 




29191 


59559 


A 


29366 


1784 


1966 


RPLDVSFMSSFTSNSPLTDLVG 

YLTFSA1FLSWRLSLLSDAA*TP 

YPPWGSVHCRRFCSL 


29192 


59560 


A 


29367 


1 | 


1276 


FH1KLVLTGATWTALPYCHSMV 

GLRASLKPTPPFWGRAPLG TRP 

SQQKTECRLrNFPETPIFGNSFK 

YDIEVSNKSPDEEVKLRRMHLA 

RCMKNFKTDIYFVSTFEPSTKS 

VDLLTVETFAGTVC E Y A DM PK. 

EWTTTRGLYDPTHLISASCIIKV 

EGLFSFEDRTVATLIRLFII IPVK 

SMRGIGLTHALADVSGLAFDRI 

FMITEPDGADIAVKTFTGIRLKV 

PCPPDHPAFSITNHQTEVTALV 

VFECDIAVRGSDRLRLSPGPGG 

SNTDWVIFGLLIKENPGSLLAV 

GVNLLGKILLSVVAAVSESGQN 

FLSVLPVRSEGPCFVVIDVDVEL 

PGLRD1ADEVKTGVIAVTPAVIP 

ALWEAEVDVNIAAFRSQKA YIS 

GQVNKSGQQAITN/DATDYSRG 

HQKLPCLQSECFHG IYHRIDVA 



3783 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U S0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \~possible nucleotide insertion) 


29193 


59561 


A 


29368 


1 


1815 


STLEDPHYYHIAEVSPVV11IS1Y 

GATGEKYGFITYRCSEHAALSL 

TKGAALRKRNEPSFQLSYGGLR 

HFCWPRYTDYGYFELQINRLAL 

FSTNVTAETPYMHLAPPVGTQL 

PLPHLSHDNSSK.NSGGCLPGAS 

VSCNYREPAVRLALASTLPLLR 

AQSPFFMHKDKDPLFWFLTVPP 

KWFRKGEVILSSRPRKKTEGSW 

FPKTFFGFGKSHVLVKEFYT4RK 

HHIAKQQHAVERTARELFCPKG 

LG\YSKPQTQGDYAIAQHF/L*T 

NLPTGCWAKYAVISFMRTD/TV 

DDKH\WPEEHLAKN*LGLLADS 

GMRMKLPWGAPHEEERAKRLA 

EGFAYVEVLPKMSLEGVARVL 

AGAKFVVSVDTGLSHLTAALD 

RPNITVYGPTDPGLIGGAPENG 

DSDSALYRLRKEMEEFHLVVG 

SDIFGKHQHGTETDSTTCPSTLE 

EFETQWFITGGINRJLLATDGDF 

NVGIDDPKSIESMVKKQRESGV 

TLSTFGVGNSNYNEAMMVRIA 

DVGNGNYSYIDTLSEAQKVLNS 

EMRQMLITVAKDVKAQ1EFNP 

AWVTEYRQIGYEKRQLRVEHF 

NNDNVDAGDIGAGKHITLLFEL 

TLNGQKASIDKLRYAPG 


29194 


59562 


A 


29369 


3 


1993 




29195 


59563 


A 


29370 


1 


1782 




29196 


59564 


A 


29371 


1 


3858 




29197 


59565 


A 


29372 


1 


705 




29198 


59566 


A 


29373 


104 


471 


LWWAGA/SYLCV/MGYQMLRG 

ALKKEAVSAPAPQVELPKSGRS 

FLEAIIYFGSVFSLFVGDNVGTT 

ARWGIFALIIVETLA WFTVVAS 

LFALPQMRRGYQRLAKWIDGF 

AGALFAGFGIHLIISR 


29199 


59567 


A 


29374 


50 


620 




29200 


59568 


A 


29375 


194 


767 


LWW/AGGLYLCWMGYQMLRG 

ALKKEAVSAPAPQVELAKSGRS 

FLKGLLTNLANPKAI1YFGSVFS 

LFVGDNVGTTARWG1FALIIVE 

TLAWFTVVASLFALPQMRRGY 

QRLAKW1DGFAGALFAGFGIHL 

IISRJLALIVPGLLQKNGGWRRM 

AIISAVIALVCHAIALEARILPDG 

DSGQNLSLLNVGSLVS 


29201 


59569 


A 


29376 


1 


1038 




29202 


59570 


A 


29377 


1 


513 




29203 


59571 


A 


29378 


485 


1166 





3784 



BNSDOCID: <WO 0175067A3.IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ 11) NO; 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflas 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknotvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29204 


59572 


B 


29379 


54 


275 




29205 


59573 


A 


29380 


2 


215 


IFLLLLPPHHLLLLLLLLLLLLLL 
LLLLLLLQ/MIPLEFCRLYRKQG 
CICFWGSLGEILLMAEGEAGAS 
PSH 

l Oil 


29206 


59574 


A 


29381 


100 


393 


FLLLLLLLLLLLLLLLLLLPLLL 
LFSSSFLLLSSSFFFFLVSSFSFSSF 
SFSSSPSSPSPSPSFFLLSSSFFGV 
ISLDVVTLAWQSARITGVSHRT 


29207 


59575 


A 


29382 


264 


91 1 


ILGFLRDGNFWRJCSQSFFPVHH 

LLICLLRKSSETMQLTDEHLIHD 

HPKRPP1TELVVPGLHEHLRSN 

VGDYRCEPPHLTKRNIFCILSEA 

TDITY*LTSISFPGFCFRLT*LLPL 

TF1TGFA VVOIPlKFPPMr'RPn*: 

POSPKGGVTAI AHFAPkr^ni 1 P 

GQFMPMPPQYLAVQKKVVWF 

DVSVDESKLVNRVYG 


29208 


59576 


A 


29383 


1 


261 




29209 


59577 


A 


29384 


3 


195 




29210 


59578 


A 


29385 


1 


399 


LERLSAPCISLLLSRSLSSLSLSS 

I 1 FFFFFFI IIIITTIIITIITI1 

LL/SPPPLLLLLLLLLLLLLLLLL 
LLLLLLLLLLLLLDPPGDTIQGA 
PSRfiYHPR rynon AP<sRr:i-ii4pr; 

i orv\j i hi rvL/ i i v^^J/A r ji\\jn n r U 

DT1QGVPSRGYHPGGT1QGAP 


29211 


59579 


A 


29386 


15 


159 


SPLHLSLV*VKQLLLLLLLLLLL 
LLLLLLLLLLLLLLLLLLLLLLL 
LLLLLLSSSSFLPS 


29212 


59580 


A 


29387 


17 


429 


SFFFFFFFFFFFFFFFFFFFFFFF/C 
LLLLLLPLLLLLHRKHLICVTLG 
CLRWI GOI CVRI Ofi^PAWI OT 

LGWVHTYACVCTFFLDQQVAG 
Rl LLVEDPRSSLLQCCLLLDA\P 
LCCRFQKNMHFIRT*R*VHCSGI 
TSIOFNLFP 


29213 


59581 


A 


29388 


3 


282 


RELLRGGNVYIGP*<sIT SFFI 1 1 1 
LLLI IIlITTTITIiriTIIII I 

LLLLVN*GVCCTL1 SGPEISCR<s 
DFAOGPTPLOGAPOTAI GTsJT A<s 


29214 


59582 


A 


29389 


3 


264 




29215 


59583 


A 


29390 | 


296 


421 




29216 


59584 


A 


29391 i 


3 


210 




29217 


59585 


A 


29392 


1 


252 




29218 


59586 


A 


29393 


1 


1731 




29219 


59587 


A 


29394 


1102 


1362 


NLGTAATLFFLFFFFFFFFFFFFF 
FFFFFFFFFFFFFFFFFFFLFLFLF 
L/VPLLLLLLLLLLLLSSSSCSSP 
PPSSSSLEKLYLSI 


29220 


59588 


A 


29395 


3 


2368 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


29221 


59589 


A 


29396 


1 


318 


MEKKSPAYFCCRDMQVIHSDA 

ALQRLLTRPNDPEGWSNLAKN 

Q YLSTSM KQKI WQRALSHRKN 

NPKADSDAYETSADMILSELIS 

HG EVDDQM LLN ATAL I RSDDW 

DFLESALISWDNLPAVVLKELQ 

QNTPRND1WAKFFLRQENSSRA 

QVDEALRVYYALDPDALAQLD 

VLAKRPYKTAAFRGEKTHRVP 

RRSVRQN1IDQADRLHGAQRLV 

INTNRTRVVDQLIEFLHHQHVN 

AHLAEIVRHHQPNRAGTSDRHL 

NAMVNSRLDVRNNEQTEYKTV 

RGLTRGLMLLNMLNKLDSTSP 

CRMLVCCVPRAPPNPGGLNPR 

AHSLNRSP*NPLKLLSPTGPFEG 

MRPLGTHFWGGIGHGQGPEWG 

PQFGLGMNLLVKSLGHWATW 

VLARAK1LRFELGASMMVAST 


29222 


59590 


A 


29397 


2 


4002 


WQE*VHY1WGVMHGDLGISMK 

SRIPVWEEFVPRFQATLELGVC 

AM1FATAVG1PVGVLAAVKRGS 

IFDHTAVGLALTGYSMPIFWW 

GMML1MLVSVHWNLTPVSGRV 

SDMVFLDDSNPVTGFML1DTAI 

WGE/DHGTFMGAAPIR1LPAYG 

LGTI PVAGFGRMTRSSMLEVLG 

ED Y 1 RT A RAKG LTRMR V 1 1 V HA 

LRNAMLPVVTVIGLQVGTLLA 

GAILTETIFSWPGLGRWLIDALQ 

RRDYPVVQGGVLLVAT 


29223 


59591 


A 


29398 


187 


1710 




29224 


59592 


A 


29399 


1 


791 




29225 


59593 


A 


29400 


353 


646 


FY WN WVPFTN WQNPRLMGQK 
*HARWLHLRSLLPAM*ATLL*R 
ENNR*LLLLTLTSIFKTFRIRRLS 
VSKP*VKAKKKTRLIIWSTSKFL 
SCMMLKFT 


29226 


59594 


A 


29401 


406 


1023 




29227 


59595 


A 


29402 


1 


1129 




29228 


59596 


A 


29403 


1759 


2100 


FAG1GRSPGEALVLLL1EKMRES 

GDIHSHHGWLHLPDHKAGFSE 

EQQAIWQKAEPLFGDEPWWVR 

DSPGYFALMVRAKFNNCVIVFR 

R*AQQRHRYTDVVVEIACRIKR 

VAALA 


29229 


59597 


A 


29404 


86 


426 




29230 


59598 


A 


29405 


657 


3595 




29231 


59599 ! 


A 


29406 


1973 


2582 
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SEQ ID 

NO: 


SI£Q ID NO: 
of peptide 
sequence 


Mer 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


29232 


59600 


A 


29407 


1 


1483 


MFVLADFGHTRRTNRSLGHNIL 

PARIAPDAINKWLSGFFSREVQ 

LRWVGPQMTRRVKRFTNTVPLS 

FADGYPYLLANEASLRDLQQR 

CPASVKMEQFRPNLVVSGASA 

WEEDRWKV1RIGDVVFDVVKP 

CSRC1FTTVSPEKGQKHPAGEPL 

KTLQSFRTAQDNGGGEGEARA 

ANTGATHRGRHRSPSAVRYRD 

RLNMYVLRRMDLLYRVKTLW 

A A LRGM H YT WPA 1 DITLPGNRH 

FHLIGSIHMGSHDMAPLPTRLL 

KKLKNADAL1VEADVSTSDTPF 

ANLPACEALEERJSEEQLQNLQ 

HISQEMG1SPSLFSTQPLWQIAM 

VLQATQAQKLGLRAEYGIDYQ 

LLQAAKQQHKPVIELEGAENQI 

AMLLQLPDKGLALLDDTLTHW 

HTNARLLQQMXRAGGWSVKEG 

REKEYFQSPRGWGRSLMPSLGI 

IIRPP*RKPKNTENRRCISASVTS 

E1CEAPETINQYKAAVRRPFLFL 

ATALAQSEVRVCIAWTN 


29233 


59601 


A 


29408 


2 


1406 




29234 


59602 


A 


29409 


1 


1818 j 




29235 


59603 


A 


29410 


441 


583 


GVYRFPWRFSSAGYGRSGLLV 
QVEPRLDA*HPGLHEARPGLSS 
VSSR 


29236 


59604 


A 


2941 1 


835 


1 143 


RQLPVSLYVRAVAFENGCFGSC 
S VGG* G PPAA RLGEEQVRGGSS 
SPCIIRAPRRLHSFLLLLLLLLLL 
LLLLLLLLLLLLFHLSSSSSFSST 
SSSSSCSRSFM 


29237 


59605 


A 


29412 


3 


1487 




29238 


59606 


A 


29413 


149 


534 




29239 


59607 


A 


29414 


1002 


1145 


GVYRFPWRFSSAGYGRSGLLV 
QVEPRLDA*HPGLHEARPGLSS 
VSSR 


29240 


59608 


A 


29415 


2 


289 




29241 


59609 


A 


29416 


1 


919 




29242 


59610 


A 


29417 


329 


405 




29243 


5961 1 


A 


29418 


48 


268 




29244 


59612 


A 


29419 


2 


4625 




29245 


59613 


A 


29420 


1 


867 




29246 


59614 


A 


29421 




684 




29247 


59615 


A 


29422 


409 


543 




29248 


59616 


A 


29423 


1 


1128 




29249 


59617 


A 


29424 


2 


664 




29250 


59618 


A 


29425 


3 


202 




29251 


59619 


A 


29426 


222 | 


296 


RSPRD*LPFKFSDPSLQSLKRGH 
S 



3787 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/U SO 1/08631 



SEQ ID 


SKQ ID NO: 


[Viet 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=ljn known, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






29252 


59620 


A 


29427 


1 


1774 




29253 


59621 


A 


29428 


3 


184 


MSENMRCLVFCPCDTLLRMMV 














SSFIHVPPKDMMSIFSICLSAASI 














SSL*ASVCSYPSLNF 


29254 


59622 ! 


A 


29429 


667 


834 




792 S 5 


59623 


A 


29430 


1 


738 




909S6 




A 


2943 1 


39 


230 


QMAQHLPHLVFGSHSGSLWEL 














LSH*VYLLILSLPPPHTPQQAPV 














WDVPLPVSKCSHCSIPTYK 


909S7 




A 


29432 


985 


1205 


IPGSRGKNWVVTGTGQGCHRG 














PAESDGPAG\GARHWEQPPA*Y 














LVLFLCSQRRWPGRQQRGQSG 














RSWPSVRAAP 






A 


29433 


339 


592 


PLQAWGPSLCS*AIGTPSRKPSP 














STAHVKHRRLCIPTRRGFSSDN 














WDPVSSPTCNDARQLHAQVDL 














E I P VRTCS V WPF VL V 1 VC 


29259 


59627 


A 


29434 


633 


894 


FAENDGFQLHPCPFFQGS'LLCI 














GLAHAPLAQRSLLLSTF*CLLLS 














1HQTHSPSSFCPLLARSCDPLEE 














KRHSGFRNFQPFCSGFSS 






A 




S17 


603 






^0/^90 
J7OZ7 






1 
j 


1 188 




29262 


59630 


A 


29437 


1 


1722 




29263 


59631 


A 


29438 


1064 


1330 


MCG 1 1 SEGS VLFH WSISLF WYQ 














YHAVLVTVVL*YSLKSGSVMPP 














ALFFWLRIDSAMRALFWFHMN 














FKVVFSNSVKKVIGSLMGMAL 


29264 


59632 


A 


29439 


1 


1308 




29265 


59633 


A 


29440 


162 


377 


YSHCSIYTRKIQFLCCPSIKTHL 














GTNLTS*TFFT*VNIISIYLEASLF 














FSFLDLGRADKGSSLTGVRSIIT 


29266 


59634 


A 


29441 


1 


480 




29267 


59635 


A 


29442 


731 


850 




29268 


59636 


A 


29443 


531 


845 




29269 


59637 


A 


29444 


1 1 


649 




29270 


59638 


A 


29445 


1 


2433 






50610 

J7vJ y 


A 


29446 


1247 


2420 




90272 


59640 


A 


29447 


29 


94 




90971 


JyUt 1 


A 


29448 


1637 


1830 




29274 


59642 


A 


29449 


3769 


4263 


RGGRRSSTSGKGTAGCPQSPCF 














CRCSTLRRTAASPGISPPCPKICS 














CSPLESIWMSNGLCRSCPPSEDS 














TCGC*GCCCCCCCCCCCCCCCR 














RRCPSLGSDAGTELETQRPGAG 














TG PG PTV A P ATFLQSRRLM VG A 














GTPTLGVRTPGFGLQLGFFYWL 














EDVERDTS 


29275 


59643 


A 


29450 


492 


585 




29276 


59644 


A 


29451 


2909 


3174 




29277 


59645 


A 


29452 


1 


1617 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


JSO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




atlj UCll Lt 






codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






29278 


59646 


A 


29453 


1 


599 




29279 


59647 


A 


29454 


I 


504 


MWNCLTNKLLFQESLQKTATR 














LSAFSWEEAKVQLSWVVLNLA 














TSAM LPK F Y PN E I K VT Y L RCTG 














DEVGATSVLAPK1SPLG1 SS/VK 














ALKEPPRARKKOKTIKHSCiYNIT 














FDE1VNVAOHMWHRS1 ARFI S 














GIIKEILGTPOSVGCNVDGCHPH 














DIIDDINGGAVECPAN 


29280 


59648 


A 


29455 


1 


1269 




29281 


59649 


A 


29456 


434 


655 


PFSSPASSSGR*KTTSFPA1CLFN 














ACRJSLLASAEVNPNISAYLAT 














Wl SQ1 PSCSCR VPSDFLI WSTNR 














YSIRF 


29282 


59650 


A 


29457 


1 


801 




29283 


59651 


A 


29458 


2 


722 


GRVGGGGQGANYLRVVPESGV 














YSTPSRLPPLPPKVRPPTRFKSV 














YLEVAPKGEWGAVTSALGPQRI 














GP\LGPVSKXKLG\DDISKA\TG\ 














DWKGP*GITVKLT\IQNRQAQD 














*GGCLSASALIIKALK\FPPRDR 














KKOKNIKHSGNITFDFIVNIXAR 














OM\RHRSL\ARETLWNHI KRS! 














GTAOSVGCNVDGRHPHDlinni 














NSGAVECPAVSDIFIVTVGVKG 

1 iiJvJrj V L/^l / » V iJL/11 1 V 1 V VJ V rv VJ 














GPPSVFTEISWEVLEMVTGGVG 

VJl J Ij ¥ 1 1 1 / 1 VV V I ' 1 * J VI V J VJ VJ V Vj 


29284 


59652 


A 


29459 


1 


330 




29285 


59653 


A 


29460 


140 


214 




29286 


59654 


C 


29461 


181 


381 




29287 


59655 


A 


29462 


427 


957 




29288 


59656 


A 


29463 ; 


3 


241 


WLRAERAPEGSPFTKGSXPPPPP 














RSVLHLSA\SSPGLRPPEGL*TC 














RGSPSADSPRRGKHGGKTTHI V 














SWLSQQKIPMAR 


29289 


59657 


A 


29464 


122 


473 




29290 


59658 


A 


29465 


1 


771 




29291 


59659 


B 


29466 


1 


1017 




29292 


59660 


B 


29467 


1 


2568 




29293 


59661 


A 


29468 


1680 


1899 


NASRMSAGGRTAQNAD*LSE*I 














SQ*PQQRYECRDNQQPLDQL/V/ 














EQF1QTLEKA1TQHRQQLNQWT 














QKVDIARRR 


29294 


59662 


A 


29469 


1343 


1714 




29295 


59663 


A 


29470 


321 


2645 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USJSN 
09/540,2 17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29296 


59664 


A 


29471 


611 


1215 


RWCVWSLFLQML/EMCPEFLPS 

GGFVVSLTSGVKLQTFTVNVTA 

HKGSVDPKRVKLKTLAVSVTA 

LKAACLELFLLPGGFVVFAGFR 

SEAADLCAEGASSGLGQPREGL 

PRCSGGLKGSSSAARMGAEAK 

GAPRASQGCEGRHHAVTSHRS 

DMGEEEGESQRYLSCPQPSCPI 

NLLQEDASKVIVFAESGINPDSV 

LDLIMLH 


29297 


59665 


A 


29472 


335 


453 


KYIWNVMLQHSVSMLL*F1TS*L 
SGMDSLFPAAHCV 


29298 


59666 


A 


29473 


1 


1041 




29299 


59667 


A 


29474 


3 


874 


TEGQKNLIVEVTSNDAVRFYP 

WTIDNKYYSADINLCVVPNKFL 

VTAEIAESVQAFVVYFDSTQKS 

GLDSVSSWLPLAKAWLPEVMI 

LVCDRVSEDGINRQKAQEWCI 

KHGFELVELSPEELPEEDDDFPE 

STGVKJUVQALNANVWSNVVM 

KNDRNQGFSLLNSLTGTNHSIG 

SADPCHPEQPHLPAADSTESLS 

DHRGGASNTTDAQVDSIVDPM 

LDLDIQELASLTTGGGDVENFE 

RLFXSKLKEMRDKAATLPHEQR 

KVHAEKVAKAFWMA1GGDRD 

EIEGLSSDEEH 


29300 


59668 


A 


29475 


1 


1773 




29301 


59669 


A 


29476 


1 


1023 




29302 


59670 


A 


29477 


2 


616 




29303 


59671 


A 


29478 


1 


972 




29304 


59672 


A 


29479 


1 


339 




29305 


59673 


A 


29480 


3 


441 


PLTCTSRAAAAMHKYEKLEKiG 

EGTYGTVFKAICN RETHEI V A L K 

RVRLDDDDEGVPSSALREICLL 

KELKHKNIVRCAGGGCSLPVW 

PLGGGGG*H WTS VRRTCL AEPF 

FCPRLHDVLHSDKKLTLVFEFC 

DQVKGGVWRTVALGR 


29306 


59674 


A 


29481 


1 


843 




29307 


59675 


A 


29482 


1 


873 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


l Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


29308 


59676 


A 


29483 


13 


945 


NRGPAGVPAAAAMQKYEKLE 

KIGEGTYGTVFKAKNRETHEIV 

ALKRVRLDDDDEGVP\SSALRE1 

CLLKELKHKNIVRLHDVLHSDK 

KLTLVFEFCDQDLKKYFDSCNG 

DLDPEIWKSFLFQLLKGLGXFCH 

SRN V LH RDLE A PAT WLINREW 

GSWKLG\DFGPGVRAFWGFPV\ 

RCYSAEV/VSHLW\YRSPDV\LF 

GAKLYSTSIDMWSAGCIFAELA 

N AGRPLFPGNDVDDOLKRI FRL 

LGTPTEEQRPSMTKLPDYKPYP 

MYPATTSLVNVVPKLNATGRD 

LLONLLKCNPVORISAEEALOH 

PYFSDFCPP 


29309 


59677 


A 


29484 


92 


265 


SFELFADKVPKTA/WLDGKHVV 

FGKVKEGMNIVEAMERFGSRN 

GKTSKKIT1ADCGQLE 


29310 


59678 


A 


29485 


-» 


1225 




29311 


59679 


A 


29486 




864 




29312 


59680 


A 


29487 


1 


1413 


M VN PVFFDITV DG EPLG Rl SFEL 

FADKVPKTTENFRALSTGQKGF 

GCKSSCFHRIIPGFMY/QGGDFT 

RHNGTGGKSI\HGEKFDDENFIL 

KHTGPGTLSMAIAGPNTKGSQL 

FIYTAKSEWLDGKHVVFGKLSR 

GDSLKEPTSIAESSRHPSYRSEP 

SLEPESFRSPTFGKSFHFDPLSSG 

SRSSSLKSAQGTGFELGQLQSIR 

SEGTTSTSYKSLANQTRNGSLS 

YDSLLTPSDSPDFESVQAGPEPD 

PPLGYTSPFLSARLAQQREAER 

HPRLVPTGPTHREPSPVRYDNL 

SRHIVASLQEREKLLRQSPPLPG 

REEEPG LGDSGIQSTPGSG HA PR 

TSSSSDDSKRSPLGKTPLGRPAV 

PRFGKPDGLRGRGVGSPEPGPT 

APYLGRSMSYSSQKAQPGVSET 

EEVALQPLLTPKDEVQLKTTYS 

KSNGQPKSLGSASPGPGQPPLSS 

PTRGGVKKVSGVGGTTYEISV 


29313 


59681 


A 


29488 


1 


3126 




29314 


59682 


b : 


29489 


46 


114 





3791 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/US0 1/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Me! 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \-Lfn known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29315 


59683 


A 


29490 


1 


704 


AALLALGPRNPWTLW TPL TPN 

YPDRQPWTDKHPDLLTCGKCL 

QTFPLEAITAFMDHKKLGCQU 

RGPSRGQGSEREELKALSCLRC 

GKQFTVAWKLLRHAQWDHGL 

SIYQTEXQRPRRPRSWAWPRWI. 

QPCRQW WGQQLRPRAPV/I ISG 

SGLTRRSPTCPVCKKTLSSFSNL 

KVHMRSHTGERPYACDQCPYA 

CAQSSKJLNRHKKTH RQVPPQSP 

LMADTSQEQASAAPPEPAVI IA 


29316 


59684 


A 


29491 


3 


1605 




29317 


59685 


A 


29492 


1 


453 




29318 


59686 


A 


29493 


2 


128 




29319 


59687 


A 


29494 


1 


543 




29320 


59688 


A 


29495 


39 


1092 




29321 


59689 


A 


29496 


165 


439 


PPRQAKMQNLAAPGSHSQSPW/ 
TLRPKAL* LTPSQIFS A *RLKTD 
TARSPRKPPSFQGPVSLAS1TVV 
GIDGQASKPLKTPQLWCQLRQ 
YSFK 


29322 


59690 


A 


29497 


1 


281 


VSDHAGTPALVLJ1P*RQVPLF # 
GRGKYPSTPSPSPLAELATS A R 
NLTTRPRNACSPGFLPSRVPSVR 
DPTGNRTVQLTWQPLPEPLEL 
WPKAL 


29323 


59691 


A 


29498 


1 


542 


MRAPPKSGQLQHCRPSRGALRS 
GDLPWEINPLSSCSLLHEKDPP 
MTSGPQTNQPKEHLTNFKSGV 
RP/LQGRLPWSFTLSGKSRFSGE 
G A STPTPY 1S/G A PI P Y F RTPTS Y 
LCAPIPYVRTPTSYLCALTPI PL 
FWRHIRTSKRLN/LQQPG 1 PPEPP 
PPG/CLLQVPEI*PPGQGMPAAQ 


29324 


59692 


A 


29499 




1044 




29325 


59693 


A i 


29500 


596 


833 


LLLDLPAED*CCL1 ASEAP' TITO 
AEL*VTLTVEGKSVPFLINTEAT 
HSTLPSFQGPVSLASITVVGIDG 
QASKPLKNE 



BNSDOCID: <WO 0175067A3JA> 



3792 



WO 01/075067 



PCT/USO 1/08631 



SEQ II> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29326 


59694 


A 


29501 


1006 


1118 


RSKYPNLVSLCPSPLFPRPDLLS 

LWPNPLFLHPNLLYLCAPIPYFH 

APTSYLCTPTPYFHDPTPFPLFW 

KELATCAGNLATGTRNAGSPG 

FLLSRVPSVWDPTENRTVQLT 

WQPLPEPLELWPKA/HLTDSFP 

DLLGLAA\ED*HCTIASEAP*TI\ 

TDAELWVTLVTVEGKPFPFLINT 

EATHSTLPFFQ\GPVSLASIT\VV 

GIDG\OA\SKPf KTPOU WfOH* 

TlRRFKH<sFI VIP\TPO\/PI ir,\c 

DTI TKT SA^T TlPni Cil VI IA Ai 

LPNPKPPI RPPI v^pdi >jpn\/*r> 

1GVEWGKGD 


29327 


59695 


A 


29502 


6958 


7935 




29328 


59696 


A 


29503 


1 


486 




29329 


59697 


A 


29504 


1 


492 




29330 


59698 


A 


29505 


2 


502 


RRAHACARRRRKKEMLGVNVL 

TSHSSQERMKLTFKKKAVNFA 

DAAAAQGPLLPAMVNPTMFFH 

vr\ v UUCiLUL VorCv rvO C, o N. IV 

*LLJ*SIKLC*QIG\LFADKVPKT 
AENFHALSTGEKGFGYKGSCFH 
R 1 1 PG FMCQG G DFTRHNGTG GK 
TSKJCITIADCGQLE 


29331 


59699 


A 


29506 


2 


727 


NRVLLAMVNPTVFFDIAVDGEP 

LGRVSFEVRGLDTKK*LL1*SIK 

LC * QIG\LFA DK V\PKPA EN FR/A 

L*SIEEKGFGL*GVPCFHR\IIPGF 

YVSRGGDFTPP*MAPGGQVHL 

MGKKFER*RTSSLKHTG\PGHL 

VPWANAWTOTOMfi^nFFirTA 

\KT\EWLDGK\HVVVLAKVKER 
HEILWEAM\ERPWVPGNGKT\S 
KKIISIADCGQLLISFDLCFYLNH 
QDHSLLCSPLRESTPLPHLLAGS 


29332 


59700 


A 


29507 


1 


380 


LCCSPCRRRLLGREEAGEEPTSP 
VTOYLOPRSPEECKMF AC A K 1 

ACTPSLIRAGSRVAYRPISASVL 
SRPEASRTG/EGAATVGVAGSG 
AGIGTVFGSLIIGYARNPSLKQQ 
LFSYAILGFALSEAMG 1 


29333 


59701 


A 


29508 


76 


385 


EEPTSPVTOYI OPR^PFFPIfN/IT 
ACAKI ATTP^I TP Aft^RVA VTP 
TSASVLSRPEASRTGEGSTAFN 
GAQNGALHLMQRELHTSAIRRD 
IDTWCKFIGCSAATE 


29334 


59702 


A 


29509 


2 


230 




29335 


59703 


A 


29510 


242 


427 

] 


SAPDLTCNSKTWKNGRJICFHP 
A SL V SL Y * QPQ LA S WTMKKQD 
ENTQEGKSWDSFSRDVIHI 



3793 



BNSDOCID: <WO O175067A3 IA> 



WO 01/075(167 PCT/U SO 1/08631 



SCO "> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
had 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29336 


59704 


A 


29511 


1 


1497 




29337 


59705 


A 


29512 


199 


766 


EEPTSSCH P1M1SSRAVPEECKMF 

ACAKLAMRPPSLIRAGSRVYAY 

RPIS\ASVVISTQRLSRTG\EGST 

G I * M G PQN G V S\Q L I PKG S FQTS 

CNQAGGHLiTGCQIYLGAGCLQ 

Q*G VGWFLVAGIGNSLLGKPYP 

LGYGQKTLSPESQQLVPP*CYP 

GDFALALKLKAMGLXFCVLMVA 

FL1LFADVTEITA 


29338 


59706 


A 


29513 


427 


840 




29339 


59707 


A 


29514 


1 


477 




29340 


59708 


A 


29515 


45 


344 


PKGTVIDLEKRRQ*DGTLLC\RR 

CGS*GLPTFKKSTCGKCGYPAK 

RICRKYTsIWSAKAKRRXNTFGTG 

RMRHLKIVYRRFRHGFREGTTP 

KPKRAAVAASSSS 


29341 


59709 


A 


29516 


1 


668 




29342 


59710 


A 


29517 


649 


992 




29343 


5971 1 


A 


29518 


1 


2994 




29344 


59712 


A 


29519 


-> 
j> 


486 




29345 


59713 


A 


29520 


2 


898 


NSRVDDFVCPRSRRSKRDLIEFS 

CRIILFPLPSLPPR1SFHPSPTLAR 

VRIGGAVRRPHQSHSISSSSFGA 

EPSAPGGGG\SPGSLPRPWGPKS 

CSSSLCGARS*FFWRDVKN\TGL 

VFG\TTL1MLLSLGSFSVSSVVV 

S\YLILGFSSSVHHQLSGI*QSSV1 

PSCNRKFRKKGHPFQKPNWNV 

DITLSSKSFSINNlvrNAAMVHIN 

RALKLIIRLFLVEDLVDSLKLAV 

FMWLMTYVGAVFNGITLLILAE 

LLIFSVPIVYEKYKTQIDHYVGI 

ARDQTKSIVEKIQAKLPG1AKK 

KAE 


29346 


59714 


A 


29521 


24 


93 




29347 


59715 


A 


29522 


2146 


2313 


VSSIFFMSMKLGFFFTQVANIIS 

VAWNLVFCIRFLENTVG1VTI*R 

RCPIPFSWAF 


29348 


59716 


A 


29523 


1 


4368 


MLFSYLEKYFYVADELSHCVEP 

EPSQVPGGSSRDRQQGKPPPLP 

ALKAKTSSRSGPYATEIKKSTD 

DSIFKVLDWFNRSSYSDDNK/L1 

PPTSPRN RVQRKN R\PKSQ V A V 

DLVTDDTTLRENGSKTLSPSKJE 

LKPVRSDSPFQAEGDMLVSESC 

QDNMVNIKSKFMNLSQKGTPK 

EGPGILQPFESYGTPSQGSKNM 

DYSQDSKSPGKGNGASPSNSNY 

SYSVLKESDAENQVPCNTN7MIG 

NLGEEEPKFHAH 



3794 



BNSDOCID: <WO 0175067 A3_IA> 



WO 01/075067 PCT/USO 1/0X63 1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ot last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletions-possible nucleotide insertion) 


29349 


59717 


A 


29524 


33 


3339 


TDQAKVDNQPEKLVRSAEDVS 

TVPTQPDNPFSHPDKLKRMSKS 

VPAFLQDESDDRETD TASLv SSY 

QLSRHKKSPSSLTNLSSSSGMTS 

LSSVSGSVMSVYSGDFGNLEVK 

GNIQFA1EYVESLKELHVFGAP 

VEGLNSSGWKKTGVIPY* KG\Y 

LLPNKGQMGKKKTLVVKKTLN 

PVYNEILRYKIEKQ1L*TQKLNL 

SIWHRDTFKRNSFLGEVLLDLK 

TWDWDNKQNKQLRWYPLKRK 

AKALQRFQLKAMGNS 


29350 


59718 


A 


29525 


946 


1183 




29351 


59719 


A 


29526 


2048 


3359 




29352 


59720 


B 


29527 


1 


300 




29353 


59721 


A 


29528 


1 


1495 




29354 


59722 


A 


29529 


1 


2769 




29355 


59723 


A 


29530 


450 


3061 




29356 


59724 


A 


29531 


421 


1464 




29357 


59725 


A 


29532 


238 


930 


RLSLVSSHCGT1LSSE VVCAPP I 

AYIDFARQKLDPKIAVAAQNCY 

KVTNVAFTGEISPGMIKDCG/AT 

WVVLGHSERRHVFGESDELIC.Q 

KVAHALAEGLRE*FAC!G\EKL 

DER\EAGIH*GRLFFEQTKVIAD 

NVKD\WSKVVL\AYEPLLAIGT 

C KTSTPQQ AQE VHEKLARGWLK 

SNVSDAVAQSTRIIYGG\SV! GA 

TCKELASQP\DVDGF\LVGGASL 

KPEFV\DI\1NAKQ 


29358 


59726 


A 


29533 


1 


929 




29359 


59727 


A 


29534 


3 


623 




29360 


59728 


A 


29535 


-» 
-> 


202 




29361 


59729 


A 


29536 


1 


1046 




29362 


59730 


A 


29537 


1 


1320 




29363 


59731 


A 


29538 


1 i 


1052 




29364 


59732 


A 


29539 


922 


1245 


NRCLGNSFKCFLCILQVGRAHA 
FLLCSDFMPCEAVCSSIIYSFIPV 
TKTQGAAPHTRXAHSLTPDPKPS 
CCCCCCPRPGEDPGHMCVVWP 
WQPSVIYAKYWTYEHAOVV 


29365 


59733 


A 


29540 


3 


130 


RPEPEGRGC*GILGGGGGAGPS 
GHYALQEAQETSQSGRESQA 


29366 


59734 


A 


29541 


1364 


1916 




29367 


59735 


A 


29543 


1 


451 


ALPAPRRKVGLNLAPVTEPRDQ 

PWAMIIDVFS\RYSGS\EGSTSDP 

*PKGE\LKVLMDKELPRLSLQS 

GKDKDAVDKLXLKDPGRPMGD 

AQGGTFSEVHPCSVAAITVSA\C 

HKYF\EKAGLKLMPWEMFTDF 

LGQSIG SQG FPKjM FC LG I Y F P 



3795 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/USO 1/08631 



SfcQ ll> 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


29368 


59736 


A 


29544 


175 


355 


FSQQLLGQAD**SFLL\GCSRLL 

TAVSRPKRPGEAGITPRVRCLLS 

NMKDILVASKFWQL 


29369 


59737 


A 


29545 


482 


1 196 




29370 


59738 


A 


29546 


196 


818 




29371 


59739 


A 


29547 


170 


370 




29372 


59740 


B 


29548 


147 


257 




29373 


59741 


A 


29549 


1 


1278 




29374 


59742 


A 


29550 


2 


152 




29375 


59743 


A 


29551 


2 


187 




29376 


59744 


A 


29553 


1 


915 




29377 


59745 


A 


29554 


62 


430 


RQQDELALIAETLKCVDH*LSL 

DVLPRGCA*HRELCIHDLLKGN 

PLRRNILAG*TQERMQLQVESQ 

S1PEE1LGLQPQLGPMGGLWNV 

RFLLIPTVLWGFHCSQERAFPR 

KLQVKSFPVAQG 


29378 


59746 


A 


29555 


149 


381 




29379 


59747 


A 


29556 


1 


656 




29380 


59748 


B 


29557 


146 


1320 




29381 


59749 


A 


29558 


629 


1417 


WCASHWGSGHAARHA*ASHPL 

HGLLCSPSLPEEHHPLLHGAQS 

HRPPKG*GM*AHGTGLAGSSTC 

SPAQGL*IHQSAPCV*LKVCECT 

NRHSVSSCSDEDVCICSLCLGQ* 

GP/ECI*CRJFLGPFNRLIEGAPH 

L/CRSAM LN PLQEG A REQAS AR 

SGWLLRLLTQEQLLCRACIQTR 

RDREGKTRHRKGTPEIGKGRAF 

WKKSLKIILILFNCLRYWNAYM 

EIWVPALTG1PPNVTVNYATSSS 

KDSRTDGRVDLLMAVTDGM 


29382 


59750 


A 


29559 


318 


608 


ISQARRAAPWGPVQPEPSR*APP 

PASGHPVPSTTQRLRSAGARRG 

TGGQLHLQPRCGDPLGETSWA 

PESRRSAASLLKPARPRAHWEE 

QTTPDALL 


29383 


59751 


A 


29560 


88 


564 


SCLPVLRRALAFLSPWVVDGTG 

RRGAAGGGRWGGSGRTGAHG 

VGGRLRHGGLQVPSPALQEGS* 

GSVRNRAQXPGGLALLGDPVHP 

LQPLARVLSPSLPG/DQQGWPA 

APSVGPTKPTPTR1MSSWPPSAA 

HSPGSCSCLSLHTSLESCRCPSIN 

TSLHKHA 


29384 


59752 


A 


29561 


3 


339 


RYKDSPRPHQTQEPSWLHLVDP 

APRLQVELPASPALCARIPQPLG 

GXHGTGRRGQGAALVGEARAG 

LPSLPSFFFSFLLSFLSFFLPSFPL 

FFSLFFPFCPVMCGEQCPIGKM 



3796 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/U SO 1/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


29385 


59753 


A 


29562 


327 


890 


VMRIQVLLYYLRFADQGTGFH 

LVLCLRHTAGVQ*SWDS*SGLT 

PELV/HLDGSHV/LAASPRGSPG/ 

SPK*MGADQRSSESSPGPQPGG 

PRAEGPHHIQEAPRSA*AQGAG 

AEAARLGAGQASGCQSTRRPA 

GSRREPGVSLDGGHRAVVGIQF 

QAPSRRAAWGHPLHDAPGRRL 

MSRQLLTPRRRRHRGD 


29386 


59754 


A 


29563 


609 


972 


HPGQWLRKVYWVPQQCRPTG 

AVLDFSPGCSCLPAGQGSGPAA 

RHA*ASMPLHGLLCGPSLPDEH 

HPLLHGAQSQRPPKG*GMRAH 

SAGLAGSSTCSPGAGSTR*SQL 

GS*VW*GRGESLCL 


29387 


59755 


A 


29564 


1 


2715 




29388 


59756 


A 


29565 


3 


644 


KMPASPLPSANfNGSLLRPPQKQ 

KLLHFLYSLQKG1SPNA1PPHSP 

HPTTAPVYSSQCERRRRQVISAF 

PT/GD*SLHSN*E*QGGVEGEAP 

AGTWAVRGA*GPAGVPGGRGL 

GGLRTRSSWPALLAPGRQGSGP 

AARH/GLSLPQPPWAPVQPEPP* 

GAPPPAPRRPVPSATQGLRSAS 

ARRRTGRQLHLQPPCGIHLVKP 

AGLLSLVGTWRVFMS 


29389 


59757 


A 


29566 


1 


470 


MGQPLLLVRDSGGLQLWQKV 

KGEPVQQHERR1 1 PPA REEK VIC 

RSPAGPPPSGGLDSSRHKIPSHE 

Q A/SG VQP ACRTN HQPRG I WC S 

PSLPDEKCPLLHSAQSHRSPKG* 

GVRAHGVGLAGSSTCSPSAGSN 

G*SQLGS*V*NKGR*IYPRTGRC 


29390 


59758 


A 


29567 


777 


1063 


QLPPPSVFPTTPKTELVLGTPGH 

GQPHRGGHESSDSAGGHLP/LR 

ALRSGWDPSPPSSVCATPTSSGL 

SSTPQLPLHQRTSSSTASWSPG 

WGMGSC 



3797 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=t!nknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29391 


59759 i 


A 


29568 


195 


1899 


GSASGWRSSRWARGLAGFRS 

EAADLHSECYSS*KQCGPKD*A 

E A RFI A KSEGTKLPQCG RG PH * I 

QRFSTSPPDSGAQLASPSGSRTR 

AAGGAACQSWCRAP/STPQPLG 

GRWDWAPWSRGWRSSGTSGR 

TGAHGAGGR/PQAWRAAGPQP 

CPAGRQLRPETLKQN11LSLIQC1 

GASLVPTGTAELEPSPSLQLRGT 

TDAAQA1KNEFARVQKRNLCR 

RGPICFEGDALSWFFEKINKJDR 

RLARRIKKKREKNQIEAIKNDK 

GDITTDPTEIQTT1REYYKHLYA 

NKLENLEEMDKFLDPYTLPRIS 

QEEVESLNRP1TGSEIEAIINSLP 

TKKSP A PDG FT A EF YQR Y K EK L 

1VLEVLARAIRQEKEIKGIQLGK 

EELKLSLFADDMIVYLENPIVSA 

QNLLKLISNFSKVSGYK1NVQK 

SQAFLYSNNRQTESQIMSELPFT 

IASKRIKYLGIQLTRDVKDLFKE 

NYKPLLNEVKEDTNKWKNIPC 

SWIGRINIVKMAILPKIEKQTWN 

NSQTLQCQPFCESDVCTSTLQIQ 

ERFEVA PLHKKA LSSEEITI DKT 

DPSPAIEELTV 


29392 


59760 


A 


29569 


77 


640 




29393 


59761 


A 


29570 


384 


746 


APWSRGWCSSGRLGLHRSPWS 

GWEAQAWRAAGPEPRPAGRQL 

GAMSCKVETGT*DSEQRHRFG 

ESWGHPWAGAQPTGPVLSGIL 

NVLSSFSVLALPRPTGWPRPCS 

AASPSRCPAQSHQH 


29394 


59762 


A 


29571 


189 


545 


GLSCLPAGQGSGPAARHV*ASH 

PLHGLPCGPSLPNEHHPLLHGA 

QSHRPPKG*GMQAHDAGLAGS 

STCSPGAGSTR*SQLGS*VCCTG 

RLVGTQQLRPESG*VSQPSPRL 

WAAAEGSC 


29395 


59763 


A 


29572 


87 


374 


AYSSQLGESRRYSLDQCLAK*I 
CEGRTCIFEEPCNCSSLYVRSNG 
GN H SHSTTT F K YNG SN W I PR W 
QGPSGSTQPSKARRPVAFSQGN 
CAMEKGN 


29396 


59764 


A 


29573 


1 


2453 




29397 


59765 


B 


29574 


182 


1356 




29398 


59766 


A 


29575 


28 


340 


IW1SIGGFLFGCNFLFGAVLCFS 

LGLSCLPVEQGSGPAARHA*AS 

HPLHGLLCGRSLPDEHRPLLHG 

AQSHRPPKG*GMRAHGAGLAG 

SSTCSPGAGSTRNREN 



3798 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SKOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possib!e nucleotide insertion) 


29399 


59767 


A 


29576 


Id? 


dd9 


DlT\/rD a l a a it n/^ r\ d a ns~* r» a a 
r^VUKALAArr^UKAmrAA 

KHA* AbHrLHbLLCGQSLPDKR 

HPLLQGAQSHRPPKG*GVQAQ 

GTGTGRQLHLQPWCGIHWVKP 

AGLLSSLGPRCFYKL 


29400 


59768 


B 


29577 


1 


2464 




29401 


59769 


A 


29578 

j~ s ~J 1 O 




1 9Q9 
1 Z7Z 


W/IDI-IDfT^D M/Cf^I D\/l /^D A I TCI 

WJ^MKULKWotLrVLLKALl rL 

CDMA/A /T^/""* *T , /"« /*^n /-> a /""■ S~* a nnr 

brWVVDCi 1 GCRGAGGGAHRG 
Cj^OK 1 GAHO VGGR/PQAWQAA 
GPEPCPMGRQVRPGEKSSAVPV 
GQPGWGTQYTLRSHWLGC 


29402 


59770 


B 


29579 


1 


2598 




29403 


59771 


A 


29580 


1 


2028 




29404 


59772 


A 


29581 


5917 


6355 


QEAQPEESANDAQGDGPPGGK 
PQPQPEERSSCAQGVGPPGGQQ 
toyutbKboUArbUurruuQyK 
rts^rtcKooUArbHUPPCjOQQQP 
QPEERSSDAPEHDPPGGQQQPQ 
SEERSNDAPGDGPPGGQQQP*P 
EERSSGAPGHSSPDV 


29405 


59773 


A 


29586 


875 


2090 




29406 


59774 


A 




99R 




N/11 rDl/DMUTC A CDVITDI nnrrn 

MLUKKPinH 1 bAoRN 1 RLRHCSR 

ARAQVKRMRQQRREEREAK\R 

QPGTASGTSGIAERDSGKCSRK 

RGVQKVPG**NTRQSKLRPR£Q 

CTTADP 


29407 


59775 


A 


29588 


188 


592 


AAPPRSPSYRMIRKTR*MLGR/E 

AEPHVCQQEHQVEALQHGQGP 

GETDATAAERR/RGRQRRQPGT 

ASGTSGIAERDSGKCSRKRGVQ 

KVPG**NTRQSKLRPREQCTTA 

DPTLSTFPEGRGTELEPGFDSG 

ASVLMRGCRAALSASSSPXQGP 

GPQEM*ATRNSWGRRQ*GRHC 

KLPVLITGLQGDVVEGVHVGC 

ASQEPLIQNDQEDEVDAWQKA 

EPHVCOOEHOVEALOHGOGPG 

ETDATAAERRAGGKDASLVQH 

LVPAVLLSVTQGSVPEKEEFKK 

SLVWEILGKVNYDQGNNVPQQ 

TLEHCPPFPKGEARSWSLASTP 



3799 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


29408 


59776 


A 


29589 


524 


1318 


ngcdssgeksgrqrrqpgtasg 

tsgiaerdsgkwsrkkrefkks 

lvnei lgkvny dqgnn vpqqt 

pshhpnlehcppfpkgeagaga 

wlrlrglgsyeglpgcalcfff 

psrvlglrrceqqeiagqqqgr 

dtq h g qq/rs a eg rg rpg * g pg 

rtgppaaqlpqslrttrrsrpw 

grrq*grgr*ppqglmrc*rjip 

hhtgwspqnekrqpgrsfqqh 

ksh*re/rr;rarpvgqqvkak 

rsqqfddecgedvrqehssrj^d 

RVAVKS 


29409 


59777 


A 


29590 


2 


394 




29410 


59778 


A 


29591 


353 


693 


GSLFLVKRREPER/QVQHEELTE 

GEADHSGYAGELGFRAFSGSG 

NRLDGKKESPSPIKPGDIKRGIP 

NHEFKLGKTPF1RNACPLVKKF 

EEDEAGGRFVAFSGEGQSLSKK 


29411 


59779 


A 


29592 


1 


561 




29412 


59780 


A 


29593 


725 


922 


VFKRVYIPFRSKLSSFFKCFP*W 

TALWEMLYAEEANPFSTIRILF 

QLEQPALGTSQYK1LCLSST 


29413 


59781 


A 


29594 


2 


704 


WRGGSGSGGWESGRRGFFVAL 

PERSGVCQVVSIMFSFNMFDHP 

IPRVFQNRFSTQYRCFSVSMLA 

G PND\RJ M PPS A LDQLSRLNITY 

PM LFK LTNKNSDRMTHCG VLE 

FVADEGICYLPHWMMQNLLLE 

EGGLVQVESVNLQVATYSKFQ 

PQSPDFLDITNPKAVYLFQISGV 

LLDKGECAGECVCRLEMALRN 

F A CLTTGD V I A IN YNEK1 Y ELR V 

METKPDKAVSIIECDMN 


29414 


59782 


A 


29595 


1 


1680 




29415 


59783 


A 


29596 


1 


2220 





BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


f Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29416 


59784 


A 


29597 


2 


1 1 14 


SGRRGFFVALPERSGVCQVVS1 

MFSFNMFDHPIPRVFQNRFSTQ 

YRCFSVSMLAWPNDRSDVEKG 

GKIIMPPSALDQLSRLNITYPML 

FKLTNKNSDRMTHCGVLEFVA 

DEGICYLPHWMMQNLLLAEEG 

GLVQVESVNLQVATYFQELSSC 

YLPHW\LMQNLLL\EEGGL\VQ 

VESVQPFKWATY\SNFQPQSPD 

FLDITNPKAVLENALRNFACLT 

TGDVIAINYNEKIYELRWMETK 

PAKPVSIH\ECDMNVDFDA\PLG 

YKEPERQVQ\HEESTEGEADHS 

GYAGELGFRAFSGSGNRLDGK 

KKGVEPSPSPIKPGDIKRGIPNY 

EFKLGKITFIRNSRPLVKKVEED 

EAGGRFVAFSGEGQSLRKKGR 


29417 


59785 


A 


29598 


15 


569 




29418 


59786 


A 


29599 


30 


525 


YCLHHFFFQVSLLVFAWCSEM 

HGNRQLWE\RTGEMGRRTPGL 

SWTAKSPIGR/RSLRSARVPRTV 

AHSQRAKGSHSLWVLRPQKRR 

CAGKSPPPSRLARSPRCPEPLVA 

LARQPLCVRRAGPEERARAQR 

RPPRVPPLLSQPGRALLLLLLRS 

SFLRSPASGSEQQP 


29419 


59787 


A 


29600 


1121 


1420 




29420 


59788 


A 


29601 


758 


1076 


LPMNRPPRWTGTILAPIIELLLE 
LQQKENMALGSRTHHGSSPNS 
G S AFCQM ACCSS LKP AL* SG RC 
SQP*WLWMSPLSR!FSISNSTSA 
SSSIGN A I RRRRSRPGP 


29421 


59789 


A 


29602 


632 


835 




29422 


59790 


A 


29603 


428 


1214 


FIAITVLPHWRSPQWYYPYWRG 

PVTA/LVRKVPAVAGERSSLWS 

VVGL1WKPGLGLALQGVGFAVI 

GTFVSLYFASKGWAMAGFTLT 

AFGG AF V VMRVM FG WMPDRF 

GGVKVAIVSLLVETVGLLLLW 

QA PG A WVA L AG A ALTG AGCSL 

IFPALGVEVVKRVPSQVRGTAL 

GGYAAFQDIALGVSGPLAGML 

ATTFGYSSVFLAGAISAVLGIIV 

TILSFRRGQETAHQPDQQRAAY 

DLQRSNRRVLPASPASACRCSD 

AHSR 


29423 


59791 


A 


29604 


1 | 


825 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of iirsl 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


29424 


59792 


A 


29605 


242 


945 


NGCIVRGKTSGSTFICVAMSVA 

ASTVRR*CWLPGRKAAAWRTC 

WAPMT*AVMC/WSRLMYGAR 

LSLLVGCLVVVLSLIMGVILGLI 

AGYFGGLVDN1IMRVVDIMLAL 

PSLLLALVLVAIFGPS1GNAALA 

LTFAGLPHYVRLTRAAVLNCL 

APLIVQASLGFSNAILDMAALG 

FLGMGAQPPTPEWGTMLSDVL 

QFAQSAWWVVTFPGLAILLTV 

LAFNLMGDGLRDALDPKLKQ 


29425 


59793 


A 


29606 


I 


2433 




29426 


59794 


A 


29607 


1 


1383 




29427 


59795 


A 


29608 


1 


218 




29428 


59796 


A 


29609 


1055 


1873 




29429 


59797 


A 


29610 


3 


823 




29430 


59798 


A 


2961 1 


183 


1 163 




29431 


59799 


A 


29612 


4375 


5125 




29432 


59800 


A 


29613 


1800 


2031 




29433 


59801 


A 


29614 


2 


848 




29434 


59802 


A 


29615 


886 


949 




29435 


59803 


A 


29616 


123 


315 




29436 


59804 


A 


29617 


34 


343 


HLCSYGRVYAADPYHHALAPA 
PTYGVGAMNAFAPLTDAKTRS 
HADDVGLVLSSLQAS1YRGGY 
TM RFAPY * MTKP* KPSN VGRKEA 
FRGLSIAIHAVVHHFSNS 


29437 


59805 


A 


29618 


I 


305 


AAAYRGAHLRGRGRTVYNTFR 
AAAPPPPIPAYGGVVYQDGFYG 
ADIYGWMLHTATPSLPLPLPLP 
TVTVTDEFMTFSPLSPLTCSSPH 
LRRWCHECFCTFD 


29438 


59806 


A 


29619 


I 


2115 




29439 


59807 


A 


29620 


1 


273 


FFSRVV PP\DS YQAQ A/M VDI VT 
ALGWNYVLTLASEGNYGESGV 
EAFTQISRE1GYPSLFGIQGCLHE 
CFAILCQVVYQFLLLMQLSDAQ 
TVY 


29440 


59808 


A 


29621 


1 


405 




29441 


59809 


A 


29622 


1 


582 
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3802 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, A=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


29442 


59810 


A 


29623 


1 


3429 


MAAGGGSGGAGRRP1AAAGGS 

ICYSHGRDLAPARPAQPPQPRD 

QPQVRPLCSPHAAAAAAAAAL 

TWSCGPPAGFLTAPSAGSRVRL 

AARQQKAAPRKASAEPRDKKP 

LAPKLPQNALLVGKGESPRF1PL 

SVFFSKTFQRTARJLKRSASDRL 

PWVTSRTCPGGIRTCPAEMTRY 

LRFANLTGGISEVSGFRDESGIN 

FG S W I A I PPVEKM VCEG KRS A S 

CPCFFLLTAKFY WI LTMMQRTH 

SQEYAHSIRVDGD 


29443 


5981 1 


A 


29624 


1 


2740 




29444 


59812 


A 


29625 


1 


1614 




29445 


59813 


A 


29626 


88 


540 




29446 


59814 


A 


29627 


2 


577 




29447 


59815 


A 


29628 


I 


2169 




29448 


59816 


A 


29629 


1 


1619 




29449 


59817 


A 


29630 


674 


867 


LDGDGIESINSLGQYGHFHDIDS 

SYP*AWNENVLPFVC1LFYFVE 

QWFVALLEDVLHVPCKLDS 


29450 


59818 


A 


29631 


746 


1985 




29451 


59819 


A 


29632 


I 


2211 




29452 


59820 


A 


29633 


139 


247 ! 


KTSAAHEKPKWRKEVRNARG* 
KRKRRKMLQRSQVNR 


29453 


59821 


A 


29634 


335 


556 




29454 


59822 


A 


29635 


I 


586 




29455 


59823 


A 


29636 


908 


1260 




29456 


59824 


A 


29637 


222 


1686 


ICRTC E V AC A VSH HENQDC A A 

LSPDEFISPVCWLARLVRWRCF 

F AQKAR * SPA K YG I LG ELTTG S 

KL VKANG LMEASTI A AI LLGSV 

AGGVLAYWHVLVAWPHAHWP 

TVSRQQQQLMASTLPFTSPLAQ 

IFP WRAITQRTMRMPF VI DA RD 

ALLQG VFA A VN PS AHLNDSR H 

RRTNKNVIEPGISCQRPQHLDR1 

A H PFG IH 1 HQ LN A FTG RQFHRQ 

QLLYLRQTFVVDIDHHHPRRLY 

AAVNGVIDSANAHRTCTRQQC 

NIAARFDAHAMLINILRGVIIGM 

ISTNNAAHRLCQRRRSK1RSRDT 

GNTQPKLMQI 
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SKQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion > 


29457 


59825 


A 


29638 


59 


600 


KWSRSEAGIDELCS/RNRVIIDH 

CWTTAVACHQCEDAPCANVCP 

VDA1SREHGHIFVEQTRCIGCKS 

CMLACPFGAMEVVSSRKKARA 

IKCDLCWHRETGPACVEACPTK 

ALQCMDVEKVQRHRPRLNFLR 

LWYVVHAHTLMRMRPRFIQPVV 

EEVVPRHHQHAACFQALIELLG 

RNGQ1LKP 


29458 


59826 


A 


29639 


391 


812 


HSALCSCRMRRERL1RPTK TCK 

FNRLQRLCRPDKRSASGNFAVV 

IRLERVSLLAPFFYGVLLLKCL 

MPKRQCNEADHHQTHTCAGO 

KKMATHPLPGENKF1IGEDREY 

RWALMFPNENAPVCWVGI 1 VR 

*KSPLHQH1DRA 


29459 


59827 


A 


29640 


589 


1075 




29460 


59828 


A 


29641 


1 


435 




29461 


59829 


A 


29642 


9 


661 




29462 


59830 


A 


29644 


403 


567 




29463 


59831 


A 


29645 


404 


706 




29464 


59832 


A 


29646 


1 14 


851 


CDHRNIVIRSAENISANFSH TGS 

V*GWMFTVP*SPSGRVVF*FCH 

L*ATCGN*LN*THSLSQGQRAI 

CILGFLPWHSRRIRSHVGLFNFC 

KVLLSGRSSQQMGEP*GR*FSP* 

VGPLGGRALLQLPQPNSV/YVL 

PVSGLLVPAGE/CPLNVPLVCS 

SANVLLSTSSCFCLCLARVSGF 

YRHRMG A/SGG FL/M * V * RKGS 

SFNFLHMAVASSWDSYSGUHIF 

*AGADYFFASSVSSLPLVLLHSL 

HSFF 


29465 


59833 


A 


29647 


1 


1422 




29466 


59834 


A 


29648 


1 


768 




29467 


59835 


A 


29649 


1 


885 
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3804 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29468 


59836 


A 


29650 


1 


1253 


MVSVTALKAAFLELFIPPSGLV 

VSLASGVKLQTFAVSVTAHKG 

SVDPKSDQHGLVVSLASGVKL 

QTFARRAEFPASQQQREVPRHD 

GGNHADRFTHDHRQLMATGG 

RHFAIHFVDRFGVPANGARRAG 

NIITQTVTNRFAGVESFQQCQLF 

GIYAVCERQGAEIPGPYARLFL 

ATFFIYTSSFKPPLPWLRSLPRN 

TTPAVVRTAKGQVTAKYVIVA 

GNAYLGDKVEPELAKRSMPCG 

TQVITTERLSEDLARSLIPKNYC 

VEDCNYLLDYYRLTADNRJLLY 

GGGVVYGARDPDDVERLVVPK 

LLKTFPQLKGVKIDYRWTGNL 

QLTLSRMPQFGRQDTNIYYMQ 

GYSGHGVTGGSSRVGLMAGSQ 

ISRVSV/CINP*YHRFNLHWRYV 

ADAISADGAFRTVSGGGGRRSG 


29469 


59837 


A 


29651 


3 


354 


IFSRTDISLYQHTAEQKHPYCW 
YPYPADSADI\SVNKHRRNATQ 
LHVSCSFFLLSDQRFHHEAVPR 
RVVLFTFNTCVDKYIADIRSRT 
NGLGFLYAFKQRNSHFVFNAQ 
RHRHSACLR 


29470 


59838 


A 


29652 


1 164 


1273 




29471 


59839 


A 


29653 


1 


1 161 


MKNKLPPFIEIYRALIATPSISAT 

EEALDQSNADLITLLADWFKDL 

GFNVEVQPVPGTRNKFNMLAT 

RRHEGRYITCMQPLPIIAEQEQE 

PEMTVRYYISSADLTAEKFATA 

IRNHWHVENKLHWRLDVVMN 

EDDCKIRRGNAAELFSGIRHIAI 

NILTNDKVFKAGLRQGWEDIED 

FG ETH LDFLKQ YGDFENG I P VH 

DTIARVVSCISPAKFHECFINW 

MRDCHSSDDKDVIAIDGKTLRH 

SYDKST/RRRGAIHWNNAFSTM 

HSLVIGQIKTDEKSNEITA1PELL 

NMLDIKGKIITTDAMGCQKDIA 

EKIQKQGGDYLFAVKGTQGRL 

NKAFEEKFPLKELNNPEHDSYA 

ISEKSHGREEIRLHIVCDVPDELI 

DFTFEWKGLM 


29472 


59840 


A 


29654 


2 


1587 




29473 


59841 


A 


29655 


236 


666 




29474 


59842 


A 


29656 


1 


1953 




29475 


59843 


A 


29657 


2202 


2333 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29476 


59844 


A 


29658 


1 


1 126 


MHEVTLEDPSSAQILITVITGHG 

EI1TLKRSSRRQNDIRMYCRRRP 

EAFRDHHQLRFLPGTDQAIGIL 

MMSKVGTARPPDKTNIREMSV 

HTVVLICATRVFQCFKNAGNR 

DFIHRIAATRQAALHGREHRRT 

PRGVTTIGKMVRKTKTAAGWE 

HESGFYLDG VVICLNRFKSNVA 

GKMSSGGAANGSYUSNGLGGH 

IETGM RFTDGN WNLTPY ASLTG 

FTADNPEYHLSNGMKSKSVDT 

RSIYRELGATLSYNMRJLGNGM 

EVEPWLKAAVRKEFVDDNRVK 

VMSDGNFVNYLSGRRGIYQAG 

KDLDRFKNLVLVHAARYAADL 

SYLPLMQELEKRYEGKLR1QTV 

VSRETAAGSLTG\GYRH*LKVG 

NWKARLACR 


29477 


59845 


A 


29659 


1 


1989 




29478 


59846 


A 


29660 


3 


159 


YKELNLADSSLSEEALIQAMVD 
IPKLMKRPKVVANGKARIGRPP 
EQVUEIVG 


29479 


59847 


A 


29661 


360 


744 




29480 


59848 


A 


29662 


1 


996 




29481 


59849 


A 


29663 


441 


446 


1CRQYPSPDDRTASGAGGGDHQ 
QYGAGLRQTFCLCQRLSARTC* 
RLSASVCAT 


29482 


59850 


B 


29664 


1 


1608 




29483 


59851 


A 


29665 




2568 




29484 


59852 


A 


29666 


1 16 


283 




29485 


59853 


A 


29667 


207 


1270 




29486 


59854 


A 


29668 


1 14 


503 




29487 


59855 


A 


29669 


1 124 


1216 


LSGKMVM*S1KATCQRVPLKYF 
FTFECYML 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno» n, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


29488 


59856 


A 


29670 


1 


1167 


MPWLSTGAAALITALA VVELN 

DDDDHHHRNNSPLPPTPPDD1-S 

DDTPVPPTPGGDE1IPDDPDD TP 

TPPKPVSFNNDVILDKTEKTLTl 

RDSVFTYTENADGTISLQDSNC. 

RKATJNLWQIDEANNTVALEG 

GNTSACRQALKIPKGSSDY TV T 

WKGG HFTF Y RR WRCK V HKVV 

FEGSPPVTICRYVLNRKNSWHV 

AHIFRRHAKPEEQ/CSHLFPYPF 

H\HDLDEVLNDPDVKLVVVCT 

HADSHFEYAKRALEAGKNVI.V 

EKPFTPTLAQAKELFALAKSKG 

LT VTP YQN RRFDSCFLT A K K A 1 

ESGKLGEIVEVESHFDYYRPVA 

ETKPG LPQDG AF YG LG A L FTNQ 

QGFFKSSLLSIFADSSSSVAGRS 

PHTML VKKRGG 1 VA1S A FAG 


29489 


59857 


A 


29671 


285 


431 




29490 


59858 


A 


29672 


1 12 


314 




29491 


59859 


A 


29673 


1 


1 191 




29492 


59860 


A 


29674 


282 


660 


GPSSSEPSWAVAPGKAGDPI HIS 

AEWARNSTPSKDQA*RRPH*niC 

VTAYQGKVLLVGQSPNAELSA 

RAKQIAMGVDGANEVYNEIRQ 

GQPIGLGEASNDTWITTKVRSQ 

LLTSDLVKSSNVKVTTEN 


29493 


59861 


A 


29675 


720 


4525 




29494 


59862 


A 


29676 


218 


990 




29495 


59863 


A I 


29677 


54 


723 




29496 


59864 


A 


29678 


1 


2229 




29497 


59865 


A 


29679 


2 


235 




29498 


59866 


A 


29680 


279 


1275 




29499 


59867 


A 


29681 


692 


1052 




29500 


59868 


A 


29682 


1 


515 




29501 


59869 


A 


29683 


21 


267 


TLRFGANSVLKPEIKRGFEYSD 
CWVDDARLVLAN AQM V VR KG 
GE VLTRTRATSA RRENGXG KKY 
SWQARGLESLSQPVERLSP 


29502 


59870 


A 


29684 


1 


1941 




29503 


59871 


B 


29685 


1 


4107 




29504 


59872 


A 


29686 


840 


1006 


CHESHRQTDGGAVFRVYPGGG 
PRRECWFGSSLDEATPGWLLQ/ 
LYERDRH*PASTG 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnkno\vn t 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29505 


59873 


A 


29687 


1475 


2280 


NAPGIKTSWRTLRKRLLLLSRK 

TRMP/GFTNPRYGAGAATNPDP 

EVFSWAATQVVTAMEATHKLG 

GENYVLWGGREGYETLLNTDL 

RQEREQLGRFMQMVVEHKHKI 

GFQGTLLIEPKPQEPTKHQYDY 

DAATVYGFLKQFGLEKEIKLNI 

EANHATLAGHSFHHEIATAIAL 

GLFGSVDANRGDAQLGWDTD 

QFPNSVEENALVMYEILKAGGF 

TTGGLNFDAKVRRQSTDKYDL 

FYGHIGAMDTMALALNIAARM 

1EDWQLDKRIVQR 


29506 


59874 


C 


29688 


1 


2130 




29507 


59875 


A 


29689 


238 


1879 




29508 


59876 


A 


29690 


22 


219 


RIFPTMCSMPTPIKQPRRW*VR 
KSVRTQV\LSAADVRAKLFTLK 
VQDPK1DRANPTMVNMRWMM 
SA 


29509 


59877 


A 


29691 


596 


723 


MCASAP*WCELPAGVVRPPAST 
TADYFPLFTLVHGGCAHGRF 


29510 


59878 


B 


29692 


1 


441 




2951 1 


59879 


A 


29693 


1 


1422 




29512 


59880 


A 


29694 


1 


2856 




29513 


59881 


A 


29695 


2 


367 


QKAGAVQVLLSLWSSLSAAAA 

GTSLLKEPQWSQRIEALGDTGK 

ITEQGLSNTA1FSIRHTMAFLHS 

GSLDRPSALHSGT1LSGKITSDIC 

CPHF*SPGRPCSKQHWAEMLV 

HHVCLPCRCT 


29514 


59882 


A 


29696 


735 


956 


SRLLGEITSPAIIFSPTLHSPAAH 
HQYRKALHGRFPARSRDPPALA 
PGWRSARRER*SSPARAAARW 
CRKFAG 


29515 


59883 


A 


29697 


217 


378 


ADGTGRRALGG*ATGPAGRWE 
SYSFTDSV 


29516 


59884 


A 


29698 


279 


732 


PPGATLPTVARGTPQMGKEGSS 

PAKSLAPPLCEQMGQEDGHWG 

AGWGLAQVLLIALDGLLDAQQ 

HGGEPLG PAGRWSRI PSPTRCS 

CPHSAPRGPLAIFSSTCIPGNQR 

KLGTAPHTFGQPAWR*ACRCRS 

GRGPP* RSSLWRCTEEGAVH 


29517 


59885 


A 


29699 


353 


2776 




29518 


59886 


A 


29700 


158 


605 


PERSGLQEAGGGSRGWGKRSL 

PPAETAGLSGYMCFRAWLSLSR 

WDSEDGHWGAGWGLAQVLLI 

ALGWSS*CASNGWLSHWFQPG 

R\* SRI PFTDS V * L V H I LLP VG PL 

AIFFINLAFPGIRESWEQLLILLE 

KPVGLEACPCKSGKGRP 



3808 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/US01/0863I 



seo id 

NO: 


Sh Q ID NO: 
of peptide 
sequence 


Met 
hoc! 


SEQ ID NO: 
in USSN ■ 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=MJnkno\vn, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possinlc nucleotide insertion) 


29519 


59887 


A 


29701 


1 


753 


MLALDQREAMRMIFPAVAGAP 

APALSPYAS/ARILVDQQFCYRQ 

VVEQNA1AKSCAM1VAADEF1P 

GNGIPVDSVVIDRK1NPLQIKQD 

GGKALKLLVLWRSDEDAQQRL 

DMVKEFNELCHSHGLVSIIEPV 

VRPPRRGDKFDREQA1IDAAKE 

LGDSGADLYKVEMPLYGKGPQ 

QELLCASQRLNDH1NMPWV1LS 

SGVDEKLFPRAVRVAMTAGAS 

GFLAGRAVWASVVGLPDNELM 

LRDVCAPKSGEP1L 


29520 


59888 


A 


29702 


294 


479 


KIHFG FFCHCAESGSLDGRHFA 
PG V* RSEQHESGSG AVSGTG Y 
WCSRDYRSREIDGLYRNW 


29521 


59889 


A 


29703 


1446 


2103 


1HTDHRPGEIAATTLANRAALS 

GAALRRRRRQNQT1AVGWRLA 

GTAHACNIISIRGYGSDEDA/Q/ 

QRLDMVKEFNELCHSHGLVSII 

EPVVRPPRRGDKFDREQA11DA 

AKELGDSGADLYKVEMPLYGK 

GPQQELLCASQRLNDHINMPW 

VILSSGVDEKLFPRAVRVAMTA 

GASGFLAGRAVWASVVGLPDN 

ELMLRDVCAPKLQQLGDIVDE 

MMAKRR 


29522 


59890 


A 


29704 


370 


1080 




29523 


59891 


A 


29705 


547 


928 


RLTKVEMPFYG KGPQQXELLCA 

SQGLNDH INMP WVI LSSG VDEK 

LFPRAVRVAMTAGASGFLAGR 

AVWASVVGLPDNELMLRDVC 

APKLQQLGD1VDEMMAKRRFIP 

LLRRWVDLALTRWLITVSKP 



BNSDOCID: <WO 0175067A3JA> 



3809 



WO 01/075067 PCT/US01/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


29524 


59892 


A 


29706 


I 


550 


MESGVATRPIADFDVY1DKLTE 

FVYKTNLFMKPIFSQARKAPKR 

VVLPEGEEARVLHATQELVTLG 

LAKPILIGRPNVIEMRIQKLGLQI 

KAGVDFE1VNNESDPRFKEYWT 

EYFQIMKRRGVTQEQAQRALIS 

NPTV1GAIMVQRGEADAM1CGT 

VGDYHEHFSVVKNVFGYRDGV 

HTAGAMNALLLPSGNTFIADTY 

VNDEPDAEELAEITLMAAETVR 

RFGIEPRVALLSHSNFGSSDCPS 

SSKMRQALELVRERAPELMIDG 

EM HG DAAL VE A 1 RNDRM PDSS 

LKGSANILVMPNMEAARJSYNL 

LRVSSSEGVTVGPVLMGVAKP 

VHVLTPIASVRRJVNMVALAVL 

FVNADETTVVNFHACFACVEV 

FTVRHTTNRYQHGVVTLRFSG 

CFFAFHRHrNAVFFRFNIQAVFV 

ALRPEVIAIMHKLREQGHRVVV 

LSNTNRLHTTFWPEEYPEIRDA 

ADHIYLSQDLGMRKPEARIYQH 

VLQAEGFSPSDTVFFDDNADNI 

EG ANQLG ITSI L VKDKTTI PD YF 

A KDKA RH RTRPL W A WLKLL W 

QRIDEDNMTTLAGNLAYVSLLS 

LVPLVAVVFALFAAFPMFSDVS 

IQLRHFIFANFLPATGDVIQRYIE 

QFVANSNKMTAVGAGQSGDQF 

LFALFNCQCFDADELKRI KNEL 

EPKMGMELNLVQLIAYTDWNE 

TQQKQPDGSWVNYNYDWMFK 


29525 


59893 


A 


29707 


898 


1163 




29526 


59894 


A 


29708 


81 


454 


NRLLAGR1SSGTGDHFSGAAGI 

DSSLRPVW*T*TLRDQMSGGQS 

AKQPGRFAQWFYP*RLPETG*V 

PE*CL**CELIRAN/DHFLVSILPL 

RSPCVPLHLSTTPLRLAMDLTG 

LSGFP1PLSQSA 


29527 


59895 


A 


29709 


1321 


2973 




29528 


59896 


A 


29710 


1 


2218 




29529 


59897 


A 


29711 


68 


432 




29530 


59898 


A 


29712 


740 


859 




29531 


59899 


C 


29713 


1 


3126 




29532 


59900 


A 


29714 


642 


825 





BNSDOCID: <WO ^017S067A3JA> 



3810 



WO 01/075067 PCT/U SO 1/08631 



SKQ ll> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X- Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possib!e nucleotide insertion) 


29533 


59901 


A 


29715 


107 


1315 


KCADLPVRGLRHCWRRREDPS 

GADRSFSAL1HSGRAAFWPCR* 

QGALMSED1FDA1IVGAGLAGS 

VAALVLAREGAQVLVIERGNS 

AGAKNVTGGRLYAHSLEHIIPG 

FADSAPVERL1THEKLAFMTEK 

SAMTMDYCNGDETSPSQRSYS 

VLRSKFDAWLMEQAEEAGAQL 

ITG1RVDNLVQRDGKVVGVEA 

DGDVIEAKTVILADGVNSILAE 

KLGMAKRVKPTDVAVGVKELI 

ELPKSVIEDRFQLQGNQGAACL 

FAGSPTDGLMGGGFLYTNENT 

LSLGLVCGLHHLHDAKKSVPQ 

MLEDFKQHPAVAPLIAGGKLV 

EYSAHVVPEAGINMLPELVQIP 

CIERNAINAVKAVNAARMAMR 

RTSAPRVSLDKVIETMYETGKD 

MNDKYRETSRGGLAIKV 


29534 


59902 


A 


29716 




264 




29535 


59903 


B 


29717 


85 


737 




29536 


59904 


A 


29718 


171 


820 


LGVCAMTNSQCG/CDEYRSKN 

GYEGARKALTGLSPDEIVNQVK 

DAGLKGRGGAGFSTGLKWSLM 

PKDESMMIRYLLCNADEMEPGT 

YKDRLLMEQLPHLLVEGMLISA 

FALKAYRGYIFLRGEYIEAAVN 

LRRA 1 A E ATE A G L LG KN I MGTG 

FDFELFVHTGAGRYICGEETALI 

NSLEGRRANPRSKPPFPATSGA 

WGKPTCVMNVETLCNVPAIL 


29537 


59905 


B 


29719 


1 


486 




29538 


59906 


A 


29720 


1 


605 




29539 


59907 


A 


29721 


285 


449 


TPAARDAQLSGGRGWY*CSAG 
NGLMQHRSQSGDWRAGRPFTE 
GW*PTPDWQIEA 


29540 


59908 


A 


29722 


411 


557 





BNSDOCID: <WO 0175067A3JA> 



3811 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ 111 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29541 


59909 


A 


29723 


1244 


3261 


KTINRTSLWYWTLHDHWSVTG 

RCAFTDVTKVEDHHEPQTQTR 

GLVMTTS*ATT*KLTVSLTTAC 

Vh4NWV*MQVIPSPTAKIRL*LR 

TSN WLTSTTTLTT/NND VNG DS1 

DNGTEGSAVRVGLGTQFSFTK 

NFSAYTDANYLGGGDVDQDW 

SANDLTGITAKDAQMLSVVKP 

LQEFELFVLAALESRGTLAD1LK 

AAGATTAN1TQA1EQMRGGESV 

NDQGAEDQRQALKKYT1DLTE 

RAEQGKLDPVIGRDEEIRRTIQV 

LQRRTKNNPVLIGEPGVGKTAI 

VEGLAQRirNGEVPEGLKGRRV 

LALDMGALVAGAKYRGEFEER 

LKGVLNDLAKQEGNVILFIDEL 

HTMVGAGKADGAIDAGNMLK 

PALARGEWHCVGATTLDDIAS 

TVKRCWTSHQHQTKNRTRRTT 

TRNIRFPNQM1EQINIALEQKGS 

GN FS AWVI EACRRRLTtGGPH V 

MYVLHHADKPNLYHGLPENPE 

ISETVKFWXG1 WKPLAAVGFAA 

TFAASIFHYERVIFLTGQVEDH 

MANL1VAQMLFLEAENPEKD1Y 

LYINSPGGVITAGMS1YDTMQFI 

KPDVSTICMGQAASMGAFLLT 

AGAKGKRFCLPNSRVMIHQPL 

GGYQGQATDIEIHAREILKVKG 

RMNELMALHTGQSLEQIERDTE 

RDRFLSAPEAVEYGLVDSILTH 


29542 


59910 


A 


29724 


1487 


1821 


Q Y RPES VLEDPRRSDHH RRTDS 
FRETSF1VQS1VCRVSLSRA1LQS 
KRL*EPGEFPPPDPSSPEQRWPV 
CYPPK*SDR*PEYPHSPPGRQES 
QSRYLPAFRHRYSYQTTAY 


29543 


59911 


A 


29725 


4063 | 


6544 




29544 


59912 


A 


29726 


174 


556 




29545 


59913 


A 


29727 


1 


1926 




29546 


59914 


A 


29728 


i ; 


1443 





BNSDOCID: <WO 0175067A3_IA> 



3812 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29547 


59915 


A 


29729 


1 


817 


MAFNEPLMLEPAYARVFFCAL 

AGQLGITRLTDTVSGITLDAGQI 

AEPLALFGEDDDMDPRPSRSYQ 

VANGIAVLPVSGTLVSKTRALQ 

PY SG MTGYNG 1 1 A RLQQA I SDP 

GVDG1LLDMDTPGGMVSGAFD 

CADIIARMRDIKPIWALANDMN 

CSAGQLIASSASRRLVTQTART 

GSIGVMMAHSNYGAALKTNGV 

EVTLIYSGDRKV\DGNPYEKLP\ 

KDVRADFQTRIDATR\SAYTGM 

SVQDV/LDTEAAVFSGQESWDN 

GLAE* LVHTD WL 


29548 


59916 


A 


29730 


68 


98 




29549 


59917 


A 


29731 


215 


871 




29550 


59918 


A 


29732 


1 


2360 




29551 


59919 


A 


29733 


5 


194 


RGADAGERLNMLTVAEGVETP 
EQRDGAGRFCSLAKETVTPQW 
♦GVLTSLIIHSEACRIAANDE 


29552 


59920 


A 


29734 


3 


290 


WRIIGJPLLLGYSLVCSRVLLAC 

FWPGSDFWPRSRRKTSHLTVEA 

FPV/VVIFVSWRNPQVAPTSAH 

QNRPSRNPVSRPPNTQRVARRK 

HYALADGY 


29553 


59921 


A 


29735 


403 


588 




29554 


59922 


A 


29736 


1 


743 




29555 


59923 


A 


29737 


5 


97 




29556 


59924 


A 


29738 


756 


935 




29557 


59925 


A 


29739 


1 


1056 




29558 


59926 


A 


29740 


1193 


1405 




29559 


59927 


A 


29741 


I 


2718 




29560 


59928 


A 


29742 


j 


357 





3813 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \— possible nucleotide insertion) 


29561 


59929 


A 


29743 


3 


1307 


KYGFVHYTLHTLGGTARALVA 

TDYRPLTKLSLDNGFQTVDHLQ 

I SQCPY I PP YNFPTDTSPGTPG L L 

QPPEGHAYDAYWRCVRAVRG 

QRVSALHGPPVHLRSVYPSASA 

VWFAPRNPLGVWRSGYRIAPG 

YGSGVRSWVQPGGFARYKYDQ 

TGNASTVKCDYYRMAAFGHH 

AYRMQALTCSMTACPCTTRQE 

TSSAWGSVSSMGDSRPPQEILG 

QPLLGRRIKYNCTGIGPWDGKG 

DESGASRPRKQQASGWLWACP 

RIFLVIPHSSHPAARRTNGSVGG 

SNRNRFVIITGPGPQLAPKGLW 

QWPIGQDPVTEIATLIGTHDLIM 

FDCIGSVSAPTIQPLEKLLSIVRY 

PAQVGLFFATRRCQAGATGKQ 

SQQRN P VLFIF YQRG I SVFTSA F 

APVAVTAPPRQSRRQFPRLSPL 

DA HQRMG D V S IQ A V KE A RTC 



BNSDOCID: <WO 0175067A3_)A> 



3814 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=U»known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29562 


59930 


A 


29744 


1 


2352 


MLPDSSVRJLNKYISESGICSRRE 

ADRY1EQGNVFLNGKRATIGDQ 

VKPGDVVKVNGQLIEPREAEDL 

VL1ALNKPVG1VSTTEDGERDN1 

VDFVNHSKRVFPIGRLDKDSQG 

LIFLTNHGDLVNK1LRAGNDHE 

KEYLVTVDKPITEEFIRGMSAG 

VPILGTVTKKCKVKKEAPFVFR 

ITLVQGLNRQIRRMCEHFGYEV 

KJKJLERTR! MN VSLSG IPLGEWR 

DLTDDELIDLFKL1ENSSSEVKP 

KRRPNRKQRASNVQSLRWKKR 

RK KA V ARRPTQSSDD A I RGQQP 

DGVDCRDCRAGERQRQQTDSA 

MMELMVVHPHIFWLSLGGLLL 

AAEMLGGNGYLLWSGVAAVIT 

GLVVWLVPLGWEWQGVMFAI 

LTLLAAWLWWKWLSRRVREQ 

KHSDSHLNQRGQQLIGRRPVLE 

SPLVNGRGHMRVGDSSWPVSA 

S EDLG AG 1 RQCQQL V A H GLQLL 

NVSFDLRHLFQRGRLEFGCALR 

LLTDSQSRLSRKPRGWRGLYG 

YSPPCGDIVRYHHHDLSVATLH 

VHINHDDCLEIAVLKGDMGDV 

QHFADDVIAQRGFFFAFSYEDT 

VIK1TEKDFTMSGKPAARQGDM 

TQYGGSIVQGSAGVRIGAPTGV 

ACSVCPGGVTSGHPVNPLLGA 

K V LPG ETDI A LPG PLPFI LS RTY S 

S Y RTKTP A P VG SLG PG WKM PA 

DIRLQLRDNTLILSDNGGRSLYF 


29563 


59931 


A 


29745 


1 


3075 




29564 


59932 


A 


29746 


755 


1321 




29565 


59933 


A 


29747 


397 


576 




29566 


59934 


A 


29748 


1014 


1266 




29567 


59935 


A ; 


29749 


416 


724 


TPGLTKTPCPWEKVTLFSLQWS 
AYRQANTSGLRHSASSLLPLAC 
RY * R* WR WQ KL A A VLT A S A RQ 
SVKSLAYCWQRFVTWRWGRFS 
LRRVQLPFPLKWGLRR 


29568 


59936 


A 


29750 


230 


1829 




29569 


59937 


A 


29751 


1 


474 




29570 


59938 


A 


29752 


137 


586 j 


KTKTNIKL*AAP1TRMVMVRHA 

\PHSGSVKK*SDJTMSFATISV1G 

LGY1GLPTAAAFASRQKQVIGV 

DINQH A VDTINRGE1 H I VEPDL A 

SVVKTAVEGGFLRASTTPVEAD 

AWLIAVPTPFKGDHEPDMTYV 

ESAARSIAPVLKKGAL 


29571 


59939 


A 


29753 


2 


557 





3815 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075(167 PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ li) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29572 


59940 


A 


29754 


63 


202 


RGRSNSGSTSSVTSPVYT**PTA 
QG LS A RQGCTKG H QVRRYGFR 
HD 


29573 


59941 


A 


29755 


66 


372 




29574 


59942 


A 


29756 


1 


992 




29575 


59943 


A 


29757 


1 


393 




29576 


59944 


A 


29758 


1 


3753 




29577 


59945 


A 


29759 


1 


1098 




29578 


59946 


A 


29760 


320 


703 




29579 


59947 


A 


29761 


2 


673 


AAFLR£CKDPQTMVPKAFNSVI 

WRIGLFYVGSVVLLVMLLPNWS 

AYQAGQSPFVTFFSKLGVPYIG 

SIMNI V V LTA ALSSLN SG L YCT 

GRJLRSMAMGGSAPSFMAfCMS 

RQH VPY AG 1 LATLVVYVVGVF 

LNYLVPSRVFEIVLNFASLGIIAS 

WAFIIVCQMRLRKAIKEGKAAD 

AHFTPYHATPLRNVMLHIYVLN 

GVSRFSVIDTNQIAQRCNRFAL 

LCGA 


29580 


59948 


B 


29762 


51 


623 




29581 


59949 


A 


29763 


1 184 


2406 




29582 


59950 


A 


29764 


103 


473 




29583 


59951 


A 


29765 


444 


699 


CWPGKLMSWGGFPLFLLIG1VSE 
GIVPAPPCTSGRJQL*IRLVLDFF 
WLVGY*LLPQFQSLLLVYSGIQ 
LLPGLVLGGCMCRGIYA 


29584 


59952 


A 


29766 


3073 


3621 


GVDNWRIIPUSARLQR*AGSFFS 

FLG ETG SLSCG LSLSFKSCCEA K 

NCSGSRGSSP/G*IPGVQEWNQI 

FSRF/HGVGLASLRKQRAPGDQ 

SPTGLLGE*AHGE1PVGNGRSG 

KTRA/RGGPRGLEVSWSGSLTH 

SRG*ASLTSSHNSCHIRRGHGPQ 

KRSGDMTHASAGH*AEVILAAP 

RRSCPL 


29585 


59953 


A 


29767 


362 


1850 




29586 


59954 


A 


29768 


1 


1401 




29587 


59955 


A 


29770 


1366 


1515 


YDQAELDQLIHGSSSN/EQDPR/ 
RLPKGLTPQTLR/TLCQWIDAH 
QDYEFSTDG 


29588 


59956 


A 


29771 


1 


1827 




29589 


59957 


A 


29772 


419 


1295 




29590 


59958 


A 


29773 


167 


451 




29591 


59959 


A 


29774 


94 


304 


SPAASLYVTGSDLCTARMGGL 
VTRTGGLSRRAAYPLCHPPSGS 
RPSATSRASVDSG*TCGELGDA 
GTRAN 


29592 


59960 


A 


29775 


345 


652 




29593 


59961 


A 


29776 


596 


2297 




29594 


59962 


A 


29777 


184 


283 





3816 



BNSDOCID: <WO 017S067A3 IA-- 



WO 01/075067 



PCT/US01/08631 



SEQ Il> 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=posstblc nucleotide 




sequence 






codon for peptide 


of peptide sequence 


deletion, V=possiblc nucleotide insertion) 










sequence 






29595 


59963 


B 


29778 


16 


1058 




29596 


59964 


A 


29779 


715 


1234 


FTWIGFYANRHFHCPVTTNDFP 














HFMKWRAAAHGGENIAFKLAN 














LPFFGDIRESHYQVVINRADRG 














FNPDFFTGARQQQKFVLIAGGF 














P*QLL*TNAV1GREFRNVQECIG 














LHTAGFANAVTKHF/W*M/PRL 














HCTIWRSGSRTITGRSRWSTAII 














NCRVCSFCA1STLASRTSAR 


29597 


59965 


A 


29780 


938 


1250 


PGRVSGKADGSV/LAGNGLLPG 














FFCPLRLRGKYQPEV/IASTIRRR 














YQLLFLAVASHQATAAGCGVN 














ALSDLRLCSVCRPDKTHSVASG 














NGCRMRALPSSPFSV1L 


29598 


59966 


A 


29781 


1 


1389 




29599 


59967 


A 


29782 


3059 


3537 


SEGKTANLFNKAITCSGAGECT 














RPWASDIKAQCAGGISRFATGN 














GFKRLCDTLRYLQAIENGLKN 














WRL1 HI ATVRRC PFPT/LSPATI D 














AINVIGQWLAQDDFSGEVPYQ 














ADCVILAGNAVMPTIDAACKIA 














RDQQ1LAEGDFGLRCEIRDWCA 














NFVSDIR 


29600 


59968 


A 


29783 


97 


610 


RCQTRQNAEYRVNAVLVHHFH 














AITHIRQQSQ1TRYIKLLRHRRH 














TQRRFTACRLRVDAPFPGNHQC 














CALHCLRKIDRJQHNFNARFN1R 














IEFCYRRRNTHTARSAA/DPPSGR 














H*FQFAVVKHGRNFAAPVQVL 














RPSPALPLFAGQTPPPRRVPLPA 














GYQRHMLLQYDQATVN 


29601 


59969 


A 


29784 


269 


753 


YRTPTLQLDQG R A DA RRG V W/ 














H VPFSH ES V/ WEN1 V MTRQ A QG 














ANFT* TLFC FG IG FA V I A *NC AI 














DPDISIRFFSKEETAT/GDRPDQI 














AAHLWRFPTPGGRFVHHRGAYA 














AAIIFRP*YLNGRSMAEQSMILV 














TGELLVELNLEPSQVGNEFAEK 














YYGPASQVV 


29602 


59970 


A 


29785 


762 


1182 




29603 


59971 


A 


29786 


3703 


5889 




29604 j 


59972 


A 


29787 


925 


1130 




29605 


59973 


A 


29788 


658 


1212 




29606 


59974 


A 


29789 


904 


1473 




29607 


59975 


A 


29790 


1205 


2222 




29608 


59976 


A 


29791 


i l 


194 




29609 


59977 


B 


29792 


83 


970 




29610 


59978 


A 


29793 


379 


1095 




29611 


59979 


A 


29794 


172 


367 




29612 


59980 


A 


29795 


557 


1475 
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SfcQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


29613 


59981 


A 


29796 


1 


738 


MQPWALPTVGELWVCGRPGA 
ALRAGTEPSSRALGVSETALPA 
EIKLRV1RVGHSSPLAQLASI QK 
PVLFVLRLNSRRFLFLSLARS1T) 
GILFAKSKHSSPLSLTPLRCIVL 
MRMYEQLMSGDLCQRVM MPS 
RNNPGYWNPQ**SE1FKGS1»AQ 
TMATLTCSFKKPPPK I P Y K A I A 1 . 
ATVLFLIGAFLIIIRLPSCCOGYI 
KQRGGRPGPFQLLHGHSVVCSY 
PG FY PP A H R FTM HPKG L P \V V N 
PNE 


29614 


59982 


A 


29797 




186 


DCRLRAGDPRRSHCAVSP TGGS 
RALSGYRY*SVDQPRNDGVIX> 
♦ATLRASAHLQTA VVEFSA 


29615 


59983 


A 


29798 


724 


1015 


RSHPQCGYLQNHTSSASI SAPA 
RKG*NRHYAFARNDRLVPAPCS 
HHHQ*PAFPAPVHLH*PVDLS 1 
AIDAPAVNGDGKARPSKRRYQ 
RLSVPEVVQY 


29616 


59984 


B 


29799 


1 


4182 




29617 


59985 


B 


29800 


1 


1191 




29618 


59986 


A 


29801 


167 


504 




29619 


59987 


A 


29802 


1541 


1852 


FALFANRVSLAANVSGRGSPC 

WWRRIAVVCCSTNR/RSALDIA 

HQVDVLSLVHRLSQERGLTVIA 

VLHDINMAARYCDYLVAPCAA 

VK*LLRERLRKLCAAKPSK 


29620 


59988 


A 


29803 


407 


3584 




29621 


59989 


A 


29804 


3 


150 




29622 


59990 


A 


29805 


1 


921 




29623 


59991 


A 


29806 


300 


560 


1RDKNRVFLRESWRRLFTI AND 
QPHRPARRIISIAGIKWRYSDFLI 
NYCAGRAVF*RETGSVVERWH 
HHAGWKTPFRKRAGRTAGH 


29624 


59992 


A 


29807 


100 


315 


PIKITSALASASRYVRATLSCSK 
NSTLRWKK* RKMALTK PSTITM 
GSRSNS**MNFFL*QAPPG«PSA 
LPFVH 


29625 


59993 


A 


29808 


3 


116 




29626 1 


59994 


A 


29809 


1 


1469 




29627 ] 


59995 


A 


29810 


1 


2760 




29628 


59996 


A j 


29811 


284 


460 


RNRQCYRARHLRWCLQYQRA 
CSGR*VPNLRLPEVQSTDRLLS 
QRRRVSPDRQWWLACH 


29629 


59997 


A 


29812 


438 


1942 




29630 


59998 


A 


29813 


1 


1464 




29631 


59999 


A 


29814 


3 


602 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
bod 


SKQ ID NO: 
n USSN 
1)9/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29632 


60000 


A 


29815 


1252 


1906 


NTFKECKFSQAPFRFGNDPFLA 

SVVSRDGFV1AGGGGMVVVEE 

LEHALARGAHIYAEIVGYGATS 

DGADMVAPSGEGAVRCMKMA 

MHGVDTPIDYLNSHGTSTPVGD 

VKELAAIREVFGDKSPAISATK 

AMTGHSLGAAGVQEAIYSLLM 

LEHGF1APSINIEELDEQAAGLNI 

VTETTDREXLTTVMSNSFGFGG 

TNATLVMRKLMIISASTTSILR 


29633 


60001 


A 


29816 


1 


2472 




29634 


60002 


A 


29817 


I 


469 


LFNREVCCLGQGQS*QMAL*LL 

GIESY1T*L*SGGDN\ASIGV1PDP 

AAIAR*RPWRSACG**PKCPLA 

DVFAGHSGRKRPPSMAFTATLI 

SPGTGRRAFNSVLAQFKAGESN I 

WLS ALPTPLTPTI RITNG ALPSTF 

SGSSTFARISPISSFSRP 


29635 


60003 


A 


29818 


884 


1084 




29636 


60004 


A 


29819 


1 


1040 




29637 


60005 


A 


29820 


271 1 


3854 ! 




29638 


60006 


A 


29821 


1 


957 


MK1GTQNQAFFPENILEKFRYIK 

EMGFDGFEIDGKLLVNNIEEVK 

AAIKETGLPVTTACGGYDGWIG 

DFIEERRLNGLKQIERILEALAE 

VGGKGIVVPAAWGMFTFRLPP 

MTSPRSLDGDRKMVSDSLRVL 

EQVAARTGTVVYLEPLNRYQD 

HMINTLADARRYIVENDLKHV 

Q1IGDFYHMNIEEDNLAQALHD 

NRDLLGHVHIADNHRYQPGSG 

TLDFHALFEQLRADNYQGYVV 

YEGRJRAEDPAQAYRDSLAWL 

RAGQVADKVHASYYCTRNDLE 

LVAVCDSRLSQAQALAEKYGN 

ASVWDDPQAMLLAVKP*FVGL 

VXGAGQVADKVHASYYCTRND 

LELVAVCDSRLSQAQALAEKY 

GN A S V WDDPQ AMLL A V K PD V 


29639 


60007 


B 


29822 


96 


821 




29640 


60008 


A 


29823 


3 


775 




29641 


60009 


A 


29824 


961 


2073 




29642 


60010 


A 


29825 


1 


849 




29643 


60011 


A 


29826 


319 


541 




29644 


60012 


A 


29827 


1142 


1756 




29645 


60013 


A 


29828 


44 


283 




29646 


60014 


B 


29829 


1 


1812 




29647 


60015 


A 


29830 


685 


1 146 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possihlc nucleotide insertion) 


29648 


60016 


A 


29831 


202 


918 


AVDTGLADHRDRTEHGGAFAA 

IVHRI VKF1FITA WAICQQRNHA 

A L V V 1 RRLE AN H RRH RTG RG\S 

VDRVSAARSLSSGTMPGNGVW 

R!GVFTQLSVA/WHQ*VDLLIVF 

QFVRDTTDDHDVGIFALAAND 

RAAFDNILDPTGSVDVLLPLPG 

RKN1ANALAAAALSMSVGATL 

DAIKAGLANLKAVPGRLFP1QL 

AENQLLLDDSFLVNAAQQN1LS 

V H I LNQQTG KP A A DVTVTLQE 


29649 


60017 


A 


29832 


1 184 


2409 


TLKACCLVRSMCRAVP*RC/GR 

QLVSSDNISNDPMMVIDWINMY 

ALAVSEENAAGGRVVTAPTNG 

ACGIIPAVLAYYDKFRRPVNER 

S1ARYFLAAGA1GALYKMNASI 

SGAEVGCQGEIGVACSMAAAG 

LTELLGGSPAQNMEGKIDRPEE 

YADIATKCVTNFREKNRDRCL 

VILSRNDEALNSQRTSEELHHY 

YEIVWDEEQTHKFKNISPHLQRJ 

KAFKTLGGPHGNITVDMVISAQ 

ELLQEDMATFDGH 1 VEALMKM 

PEVNAMYPELKLHA1GWVKHK 

CIPGAKWPEIQAEMRIWKKRRE 

GERKETGKYTSVVDLARARAN 

QQYTENSTGKISPVIAAIHREYK 

QTWKTLDDELAYGRCFADRQN 

LMVCLRSMPNVFTGSCARMRC 

CLSENLLYRHRNGHIQAEWP 


29650 


60018 


A 


29833 


1 


3195 




29651 


60019 


A 


29834 


1 


621 ! 


LLAGTALVGGVQPADAITVDA 

MIPNFNWAFLGVTTWIFMAAG 

GAESVAXCTLTTSKAVRNRSFK* 

SSSPG1LSGYVSRSSGSP1SSLISP 

ASLCAG HM RFFCSSSKPTCSNP 

RTFAAALSSAWSSPSPNEGFSSN 

PAFLGTSLMMFHLELRRCIAPIV 

TTDLLPLTSGDVGLVLLCVGLD 

GSLWSDCRMTESVSTTNTPPIIT 

SRNS 


29652 


60020 


B 


29835 


46 


893 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino :»cid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


29653 


60021 


A 


29836 


3 


2037 


CTSSPDPPSGLPPGFAKLTSLIVT 

LVEVGVSPEPDEGWLYLAVVID 

LWSRAVIGWSMSPRMTAQLAC 

DALQMALWRRKKPRNVIVHTD 

RGGQFGDRWKGWLTRSIFRWI 

SFQPALAPTRKAALCYLAREVN 

PDMADYIKKLKLPGIHVREESR 

RYYPSGEVTAHLIGFTNVDSQG 

IEGVEKSFDKWLTGQPGERIVR 

KDRYGRVIEDISSTDSQAAHNL 

ALS1DERLQALVYRELNNAVAF 

NKAESGSAVLVDVNTGEVLAM 

ANSPSYNPNNLSGTPKEAMRN 

RTITDVFEPGSTVKPMVVMTAL 

QRGVVRENSVLNT1PYRJNGHEI 

KDVARITTEEDFNHASAARFVC 

AAAERRCKTTINLVPENEVLNV 

LEGEDAETNALRAKRRCPKCG 

TAMDSYLIDPKRKLHVCGNNP 

TCDGYEIEEGEFR1KGYDGPIVE 

CEKCGSEMHLKMGRFGKYMA 

CTNEECKNTRKILRNGEVAPPK 

EDPVPLPELPCEKSDAYFVLRD 

GAAVAARFNDDRHRRGLAVLY 

ADQADLYGVADSVSAGDSLSA 

LYKHERRLVVPLLVSSSLLFLY 

RHGIRLPCGPSGGI WAPWOIR R 

GROAVNCLAPM/HHPfiK'NR A U/ 

KTYCSQ*A1VPQLPVCGI*PRSD 

SYHDYQRDPRCQPLRALWRRS 

DSP1GGYSSA1GI*TERHCRSGNP 


29654 


60022 


A 


29837 


993 


1832 




29655 


60023 


A 


29838 


124 


276 


OEGRCOVTITRKMPI ^9DI n<U 1 
HGLAGNH^PPICARTPHVATVI 
ROLLELEDKHWNGSG*FART n 
WKPOSPHLCONPPCGHrPOTA P 
GA 


29656 


60024 


C 


29839 


64 


267 




29657 j 


60025 


A 


29840 


3 


86 




29658 


60026 


A 


29841 


1 


1481 




29659 


60027 


A 


29842 


217 


2040 




29660 


60028 


A 


29843 


1 


132 


LNTKSAK*VGGSSRVNVPOVFT 
SLVSQMFSENDLPLVRKRKTEP 


29661 


60029 


A 


29844 


115 


903 




29662 


60030 


A 


29845 


1194 


2311 




29663 


60031 


A 


29846 


368 


502 




29664 


60032 


A : 


29847 


1156 


1359 

J 


SEPVYPLCYLRQLAVQANPRR 

VIRCIARF1FNINGNRHLTTTINFI 

'SMVSLIANRLL1IDLIHTVDFY 


29665 


50033 


\ : 


29848 


i : 


228 





3821 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


29666 


60034 


A 


29849 


102 


296 


YRNSHNLLQGWQ1HRGDLLYH 
SSPHSR*KHRNRHNARARIPAAI 
HDNLACVQPTLSAFHQDMCS 


29667 


60035 


A 


29850 


1 


4185 




29668 


60036 


A 


29851 


I 


906 




29669 


60037 


A 


29852 


19 


195 


GEFDVN 1 AAVVLPDVA*TPYPA 
YRRDLIAIGQCVVIDQCVFLIRV 
TNPAGSFFELRIHH 


29670 


60038 


A 


29853 


2 


834 




29671 


60039 


A 


29854 


2 


193 


DYAFILQSKRTVALDIKQTGVI 
QGLPLLFSGKNLVKA1RSGT/H* 
RCTN ATAGGRS YRKR* I RTG 


29672 


60040 


A 


29855 


1591 


3150 




29673 


60041 


A 


29856 


2 


222 




29674 


60042 


A 


29857 


16 


359 


TTHKTRWQAPVPLRGSPVVAL 

RIPSDQSEAV/HSLSGVLIALFRT 

HRFLSGRMFPDHRVWFRMIGSE 

LVPG YRLSWLSFFNRH Y ICFTRI 

RRFRWHRSSLFHGMNVKYRRS 

KIMN 


29675 


60043 


A 


29858 


207 


470 


ATIL*GDFYP/GSRNWLGVSSSA 
IQMAGCVSLPGAGKRCSP*ICW 
SNWTCQTSRTSVGHVLAGSCCW 
NGKTLRKSDSRWQQLLRRSLI R 
R 


29676 


60044 


A 


29859 


3932 


4195 




29677 


60045 


A 


29860 


4424 


4594 


LISTPRKKVRT*SFAGLLRISSG 

VPTCTTSPFCIMAIRSPIRMASSR 

SWE1KTMVR 


29678 


60046 


A 


29861 


593 


1881 




29679 


60047 


A 


29862 


3 


198 




29680 


60048 


A 


29863 


I 


1590 




29681 


60049 


C 


29864 


1 


5421 




29682 


60050 


A 


29865 


63 


185 


LCQSHAPRKFPARPFRFFR*RQD 
CQTSVFLLRPVANRAPA 


29683 


60051 


A 


29866 


1 


715 




29684 


60052 


A 


29867 


1 


1212 




29685 


60053 


A 


29868 


886 


1185 




29686 


60054 


A 


29869 


190 


433 


AFAKLF1MAAALTSGVAHLSSS 
GTPFRPFCLPSC*LSSSRAAAIST 
CSLYAAWFPLTLIRCRG1RKSPII 
CGISRCRCWRQ 


29687 


60055 


A 


29870 


1 


439 




29688 


60056 


A 


29871 


14 | 


106 




29689 


60057 


A 


29872 


2518 | 


3024 




29690 


60058 


A 


29873 


448 ! 


537 





BNSDOCID: <WO 0175067A3JA> 



3822 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Ammo acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


29691 


60059 


A 


29874 


463 


889 


FFGLVTSSPSADSPAMLDTRNV 

SHTGLGPIIPLTFEAGIHTRPTPN 

SPPRSCLAPAIKA*FFSPAARITT 
CPA's! YR<sPI kfTI PQVDFU/dcc 

ASVLMRRSSSAAPMPEATLRVL 
SGLRGSRSDKAFTPHPTPCLEA 
FPGSRAFVASAP*CLTLRANQR 
KGCW 


29692 


60060 


A 


29875 


524 


1006 


SLLA WLSGINIFASSRIA1ASPLA 
ASVPLSMDNISLCTPSGVPEKV 

TSTVI T^VPn^PkTi IVrfMkTiPCr^D 
ioi v i o v rv^o^tsjoivuvirvL^r oVjK 

rr cervix v oc J or IN\_, I LvH^L.Lov^A 

STHVLRRNDPLMLTVPSWANS 
SQPHVNPNKNRIQIIPFN1TPSLV 
NQIK1ETRRAFTPLLPLCGLITK 


29693 


60061 


A 


29876 


2005 


2517 




29694 


60062 


A 


29877 


1 


470 


MQRRDGDiALIYRSKIGPRTSIT 
FTARRANPVQRIAARJLLRDHLI 
CRMSCTA A RH ANTFDLIQGSG 
A DIM FA A IVnn AKinRlTP aha A/ 

R£QSGGQ*P*AG*TNSRTRCCIT 
GR 


29695 


60063 


A 


29878 


734 


1306 




29696 


60064 


A 


29879 


743 


901 




29697 


60065 


A 


29880 


771 


1013 


Al PF*sTI PA k'l ApTMnrnDDDrA 

GTHSLWHADLGSVWPDADSLF 
QRDGRAGGGATRLLRR 


29698 


60066 


A 


29881 


1094 


1345 




29699 


60067 


A 


29882 


2 


751 




29700 


60068 


A 


29883 


239 


483 


i i r v^no 1 I riAL 1 Uo 1 1 ivl o \J I \ vj V 
OlPCHWHDITPnH A HQ? pupor 
A * SMCiTsJ R * YSfTU/r vrrrr 

rvrv-rv oivi\j in rv I 1 WL I l^t/OvJ 

TEKAIWPGDGCPGLSV 


29701 


60069 


B 


29884 


228 


803 




29702 


50070 


A . 


29885 


488 ( 


536 




29703 ( 


50071 


\ 


29886 


i : 


2117 




29704 ( 


50072 


\ : 


29887 ( 


565 


795 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location oflast 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29705 


60073 


A 


29888 


1743 


2013 


LQCTQYAVGENPAVNFAGRPK 

GSPCFGPGGGLIN*AAADIPVAS 

DN PA H Y A DA 1 R YN ARTPLQAG 

VYFVRDGPGPLASVRNKERYF 

ANN YIYDMGRNKDG RQSTWY 

MG LGTD1 DTGLPMSLSMN VYA 

KYQWQNYGAANENEWDGYRF 

KIKYFVPITDLWGGQLSYIGFTN 

FD WG SDLG DDSGN A ING I KTRT 

NNSIASSHILALNYDHWHYSVV 

ARYWHDGGQWNDDAELNFGN 

GNFNVRSTARGWLPGTICRPDK 

MRQHRIRHCAPIAGCGTGCRPD 

KTRQASHQAQMSNAYDYSEIQ 

PPSEGE1LLDAQPLESWSSKAFA 

RKVAYLPQQLPPAEGMTVREL 

VAIGRYPWHGALALLGAADRE 

KVEEAISLVGLKPLAHRLVDSL 

SGGEPGVDRMLVAQDSRCLLL 

DEPTSALDIAHQVDVLSLVHRL 

SQERGLTV1AVLHDINMAARYC 

DYLVALRGGEMIAQGTPAEIM 

RGETLEMIYGIPMGILPHPAGA 

APMNTAHAAAIDPNR1VALEW 

LPVELLLALG1VPYGVADTINY 

RLWVSEPPLPDSVIDVGLRTEP 

N LELLTEM KPSFM V WS AG YG P 

SPEMLARIAPGRGFNFSVRNTP 

LARTLQL1LREGPRGHPALVQV 

VDLLIEPPQLPLLVPSVQTR1PRI 

QPQSHPAHGVNEAVRNPTVWV 

APFIDEI1SSIHKYS1 


29706 


60074 


A 


29889 


1 


1584 




29707 : 


60075 


A 


29890 


1 | 


1188 




29708 


60076 


A 


29891 


728 


970 




29709 


60077 


A 


29892 


2447 


2665 ! 




29710 


60078 


A 


29893 


255 


1360 ! 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acic 
of peptide sequence 


t Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


29711 


60079 


A 


29894 


I 


1890 


MYSRFDIVVAEPICTLTTFGICET 

VVSDSQTRTTTTDDPLQVLQQV 

LDRADIRPTrfNEDLPFQGGALG 

LFGYDLGRRFESLPDIAEQD1VL 

PDM A VG I YD WA LI VDHQRHTV 

SLLSHNDVNARRAWLESQQFSP 

QEDFTLTSDWQSNMTREQYGE 

KFRQVQEY L H SG DC YQ VN L A Q 

RFHATYSGDECQAFLQLNHGN 

RAPFSAFLRLEQGAILKLSPERFI 

LCDNSE1QTRPIKGTLPRLPDPQ 

EDSKQAVKLANSAKDRAENLM 

IVDLMRNDIGRVAVAGSVKVP 

ELFVVEPFPAVHHL\TITAQLPE 

QLHASDLLRAAFPGGSITGAPK 

VRAMEUDELEPQRRNAWCG/SI 

GYLSFCGNMDTSITIRTLTA1NG 

QIFCSAGGG1VADSQEEAEYQE 

TFDKVNR1LKQLENYRRALRDL 

KEEVAIRLSPFELSAFCSPSIASM 

ATRYPNGRHIPPDLRLPKERG1II 

V FTGNG KG KTT A A FGTA TRA V 

GHGKKVGVVQFIKGTWPNGER 

NLLEPHGVEFQVMATGFTWDT 

ONRESDTAACRFVWOHAKRM 

LADSSLDMVLLDELTYMVAYD 
YLPLEEVVQALNERPHQQTVIIT 
GRGCHRDILELADTVSELRPVK 
HAFDAGVKAQ1GIDY 


29712 


60080 


A 


29895 


159 


475 


VKVNLPWAMLI HSGYAnHPY^ 

RFDIVVAEPICTLTTD/nRr^Hl^ 

LYAAGIlNSDSKGAVIMPPTinA 

AIRLITSEPAPVPHRin^RPATTTA 

TV1AFGRTRRTAP 

■ w M * *■ * VJ XX I lv|\ 1 a\. I 


29713 


60081 


B 


29896 


158 


810 I 




29714 


60082 


A 


29897 


1 


2070 | 




29715 


60083 


A 


29898 


1081 


1218 




29716 


60084 


A 


29899 


289 


1014 




29717 


60085 


A 


29900 


145 


297 




29718 


60086 


\ : 


29901 


452 


568 




29719 


S0087 


\ : 


29902 


21 


185 

] 


VHDOPSOEIOORTF A PGA PR 
RRVAOCHPOPGES*SR AOIPPA 
fPKPGGGDL 


29720 < 


50088 j 


\ : 


29903 ! 


I 


711 




29721 < 


50089 j 


\ : 


>9904 : 


I X 


125 




29722 ( 


50090 j 


\ : 


>9905 I 


$12 < 


>61 




29723 ( 


50091 ( 




>9906 ] 


1 


587 





BNSDOCID: <WO 0175067A3_IA> 



3825 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29724 


60092 


A 


29907 


3 


403 


LVFDDGDVQMGFWCGCPFCLL 
VFLLTVRSLSCRSVGVCWRSTR 
DLVCLGISSGGCRTVN1AEQQM 
LLPDCSSGIFVSEGYLAV*GVSL 
PLLGGASQLGLGSMA1FMILILP 
IHEHGMFFNLFVSSFILLSSCL 


29725 


60093 


B 


29908 


168 


863 




29726 


60094 


A 


29909 


340 


612 




29727 


60095 


A 


29910 


1 


834 




29728 


60096 


A 


2991 1 


92 


548 




29729 


60097 


A 


29912 


1251 


1682 

- 


VPVALAAARRSELSRTAAADT 

G*SAAAELVNPPDYVPDERKRH 

QSGCPASNSARDPSSYNHAPDD 

ARCRHRGSGFASIPGGRASRLP 

A PDADQN RLSL AP VLLQSPPER 

TELHAGGQSSWAPFEWEGAPR 

GEEWTLVSVGALK 


29730 


60098 


A 


29913 


1 


1278 




29731 


60099 


B 


29914 


1 


2007 




29732 


60100 


A 


29915 


406 


615 




29733 


60101 


A 


29916 


52 


391 


SNRLLKLMHSSRSSCVMFFSSIR 

SFKDFSLVFDDGDVQMGFWCG 

CPFCLLSFPF*QSGPSAARSVGV 

CWRSTPDPVCLGVSSRGCQTV 

N1AEQQM LLPDRSSGSF VSEG Y 

PAV 


29734 


60102 


A 


29917 


759 


1190 ; 


VPVALAAARRSELSRTAAADT 

G * S AA A EL VN PPD Y VPDERKRH 

QSGCPASNSARDPSSYNHAPDD 

ARCRHRGSGFASIPGGRASRLP 

APDADQNRLSLAPVLLQSPPER 

TELHAGRRSALGQLSEWQSGQ 

SPAGAAIAAFDNR 


29735 


60103 


A 


29918 


84 


3661 





BNSDOCID: <WO 0175067A3_IA> 



3826 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


I Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


29736 


60104 


A 


29919 


1 


1230 


MDAGWSDVGSWSSLWEISAHT 

AEGNVCHGDVrNHKTENSYVY 

AESGLVTTVGVKDLVVVQTKD 

AVLIADRNAVQDVKKVVEQIK 

ADGRHEHRVHREVYRPWGKY 

DSIDAGDRYQVKRITVKPGEGL 

SVQMHHHRAEHWVVVAGTAK 

VTIDGDIKLLGENES1Y1PLGAT 

HCLENPGK1PLDLIEVRSGSYLE 

EDDVVRFADRYGRGNDMKKL 

TCFKAYDIRGKLGEELNED1AW 

RIGRAYGEFLKPKTIVLGGDVR 

LTSETLKLALAKGLQDAGVDV 

LDIGMSGTEEIYFATFHLGVDG 

GIEVTASFTNPMDYNGMKI VRF 

GARPISGDTGLRDVORLAFAND 

FPPVDETKRGRYOOrNI RDAVV 

DH LFG YIN VKNLTPLKL VINSG 

NGAAGPV/VDAIEARFKALGAP 


29737 


60105 


A 


29920 


1 


1398 




29738 


60106 


A 


29921 


426 


1861 




29739 


60107 


A 


29922 


863 


1388 


EPERTSIKSSGIFPGFSRQCVAPS" 
GI*MDVVFTKQFDITINGDFCRS 
RDNHPVFRAVMVHLYRQALAR 
FHGDAFHLVA VARVDR VIFA PR 
Tl HFAMH PMLMATIG FDLT DHF 
FHILYRVTVGNOHRIFGLHHYO 
IFHPDGGDOARFSIHIAVFSFVTTsl 
HIAVANVALGGVGADLP 


29740 


60108 


A 


29923 




2055 




29741 


60109 


A 


29924 




2047 




29742 


60110 


A 


29925 




1294 




29743 


60111 


A 


29926 




1020 




29744 


60112 


A 


29927 




1422 




29745 


60113 


A 1 


29928 




1698 




29746 


60114 


A 


29929 


210 


340 


YGDVEHESWLSCVRHAHXPRIP 
FA*PTLISLQKRLGKWSGVTGA 


29747 


60115 


A 


29930 


1230 


1404 


TFSDCQLRQQPGRNHHHFLWK 
GYGHHHYRNLP/VPNGPPLSLL 
P*YCKAKFKPSTSQVP 


29748 


60116 


A 


29931 


63 


281 




29749 


60117 


A 


29932 


345 


467 


LPTRCTYTNLTRRRSPPAWYY* 
* Y WHRDICRSTPA RRQTE 


29750 


60118 


A 


29933 


29 


281 

< 


MFGKELGRRDVSQLGAAE1TYI 
LKD*T*ES* EILCGGRFLLPLRG 
RTLGQGEWPSLYFHSDCSSHAE 
QCLL YG FA D W A PL AFFR 


29751 < 


50119 


A 


29934 


520 


714 





3827 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=linkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29752 


60120 


A 


29935 ■ 


222 


527 


LPSKLASGRCSFCDHWY*SQKS 
SHSGTLKSKKGQTLTAELGHLI 
SFHLALLSQHLV* WQDRLQQR 
ELHSDHWYFSRSSRGSLSPD1EG 
DLIQGQRHRDHIGP 


29753 


60121 


A 


29936 


586 


837 




29754 


60122 


A 


29937 


203 


864 


NSTKASQA/GRRVLL1DNGKKP 

GRKILRDPVESSDALFGVPAPA 

QVASGNRYGYSYLNDALNGGD 

AESAGLTPPELWPRHHGHGPA 

GVKLVEQLCQRLRVPNEIRDLA 

RLVAEFHDLIHTFPMLNPKTIV 

KLFDS1DAWRKPQRVEQLALTS 

EADVRGRTGFESADYPQGRWL 

REAWEVAQSVPTKAVVEAGFK 

GVEIREELTRRRJAAVASWKEQ 

RCPKPE 


29755 


60123 


A 


29938 


322 


919 


VRAVFSLREQ1RSHEIRRSAAVS 

NHQHFRRACGHIDRRTVQTLA 

HLTFRFGDKGVTRPEDFVHFW 

HRFRTKGDPLLTFWPSAPVTAT 

1LRJPLANGFFRHDHKSSCMTR 

VPQVPEDPVKSHAPQQFWIHH 

GKWFAWYDVA IGIPG PFAGRSX 

CVILLG DAVREVTR V SNA VP A K 

RYIGGSPRRGFINSCNMPGIISPG 


29756 


60124 


A 


29939 


1 


I 14 




29757 


60125 


B 


29940 


1 


4191 




29758 


60126 


A 


29941 


512 


661 




29759 


60127 


A 


29942 


1 


1254 




29760 


60128 


A 


29943 


247 


855 


RKKPLP*QRDISSSSLLSLRAFW 
ASAPVTATNPPDTLGNGFFRHD 
HKSSCMTRVPQVRSPTELNRSQ 
GASRPRGVIQQLGHRDPNGDDS 
H RVRIGL 1 KHMP 


29761 


60129 


A 


29944 


1 


2313 




29762 


60130 


A 


29945 


2 


2687 




29763 


60131 


A 


29946 


I 


936 




29764 


60132 


A 


29947 


1 


966 




29765 


60133 


A 


29948 


1 


675 




29766 


60134 


A 


29949 


1 


792 




29767 


60135 


A 


29950 




929 




29768 


60136 i 


A 


29951 


1 


969 : 




29769 


60137 j 


A 


29952 




420 




29770 


60138 j 


A 


29953 




549 




29771 


60139 


A 


29954 




450 




29772 


60140 


A 


29955 




606 





3828 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


29773 


60141 


A 


29956 


1 


726 


MARGNAITLPVCGRDVKFTLE 

VLRGDSVEKTSRVWSGNERDQ 

ELLTEDALDDLIPSFLLTGQQTP 

AFGRRVSGVIECDNLKTCHTSH 

GSVMAETAViNHKKRKNSPRJV 

QSNDLTEAAYSLSRDQKRMLY 

LFVDQIRKSDGTLQEHDGJCEIH 

VAKYAEIFGLTSAEASKD1RQA 

LKSFAGKEVVFYRPEEDAGDE 

KGYESFP\WFIICRAHSPSRGLYS 

VHINPYLIPFFJGLQNRFTQFRL 


29774 


60142 


A 


29957 


1 


771 




29775 


60143 


A 


29958 


1 


1491 




29776 


60144 


A 


29959 


145 


1929 


VSGV1E1ADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RJVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKG YESFPWFI K/RPSRGLYSV 

HFNPYLIPFFIG\LQNRFTQFRLS 

ETKEITNPYAMRLYESLCQYRK 

PDGSGIVSLKIDWIIERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNAINDDVTYA1K 

PTCWPGLDIIPSCLALHRJETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TVAHDYDViVIDSAPNLGIGTIN 

VVCAADVLIVPTPAELFDYTSA 

LQFFDMLRDLLKNVDLKGNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQIRMRTVFE 

QAIDQRSSTGAWRNALSIWEPE 

CNEISIGVSLDQDGGSNSVLRK 


29777 


60145 


A 


29960 


1 


1731 




29778 


60146 


B 


29961 


1 


3345 




29779 


60147 


A 


29962 


T 


1959 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
co don for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


29780 


60148 


A 


29963 


1 


1302 


MKLMETLNQCINAGHEM TKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDME1RGRVEQRVGYTIFQI 

NHMRDVFGTRLRRAEDVITPV 

NVSKSDDTLKINGVEDHK I II D 

GDGKTYQNVQQFIDEGNY TSG 

DNHTLRDPHYVEDKGHKYLVI 

EANTGTENG YQG EESLFN k A Y 

YGGGTNFFRKESQKLQQSAKK 

RDAELANGALGIIELNNDYTLK 

KVMKPLITSNTCDNLK 1 CM TSH 

GSVMAETAVINHKKRKNSPRIV 

QSNDLTEAAYSLSRDQKRMLY 

LFVDQIRKSDGTLQEHDGICEIH 

VAKYAEIFGLTSAEASKDIRQA 

LKSFAGKEVVFYRPE/EDAGDE 

KGYESFPWF1KRAHSPSRRLYS 

VHINPYLIPLLYRVPNRV I QFRL 

SETK/EITHPYAMPLYESLCQYS 


29781 


60149 


A 


29964 




1557 




29782 


60150 


A 


29965 


1 


2259 




29783 


60151 


A 


29966 


] 


1959 




29784 


60152 


A 


29967 


] 


2277 




29785 


60153 


A 


29968 


] 


2418 




29786 


60154 


A 


29969 


] 


2028 




29787 


60155 


A 


29970 


1 


1650 




29788 


60156 


A 


29971 




1170 




29789 


60157 


A 


29972 




1446 




29790 


60158 


A 


29973 




1191 




2979! 


60159 


A 


29974 


22 


1893 





BNSDOCID: <WO_0175067A3_IA> 



3830 



WO 01/075067 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29792 


60160 


A 


29975 


1 


1375 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

Ki RRKNG P VS ATFTSDG KJRLFY 

TDYSGKHYGKQSLTTAQCDNL 

KTCHTSHGSVM AETAVINH KK 

RKNSPRJVQSNDLTEAAYSLSR 

DQKRM L YLF VDQ1 RKSDGTLQ 

EHDGICEIHVAKYAEIFGLTSAE 

ASKDIRQALKSFAGKEVVFYRP 

EEDAGDEKGYESFPWFIKRAHS 

PSRGLYSVHINPYLIPFFIGLQNR 

FTQFRLSETKEJTNPYAMRLYES 

LCOYRKPDG Snivel /Kinw/ITF/ 

RYQLPKVPSPEARKITRRWRIW 
KQRI*LGFLLRLSEMPRKQGDY 
RTRIWKFEDGLSNVLVIQLNKLI 
ICVMCLVRDCDVLKTYFHR 


29793 


60161 


A 


29976 


1458 


2675 


CDNLKTCHTSHGSVMAETAVI 
N H KKRKNSPRI VQSN DLTEAAY 
SLSRDQKRMLYLFVDQIRKSDG 
TLQEHDGICEIHVAKYAEIFGLT 
S A E A SKDIRQALKSF AG KE V VF 
YRPEEDAGDEKGYESFPWFIKR 
AHSPSRGLYSVHTNPYI IPFFIHI 
ONRFTOFRI SFTKFITNJPYAM/R 
IPLH*LFR*TLROTKPDN<sAnk:r 
VKI * * HTONORSG RSONDF* R R 
GI 


29794 


60162 


B 


29977 


1 


1317 




29795 


60163 


B 


29978 


78 


215 




29796 


60164 


c 


29979 


225 


422 




29797 


60165 


A 


29980 


1 


368 


M AETAVINH KKRKNSPR I VQSN 

DLTEAAYSLSRDOKRMT Yl FV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGD/EKGY 

ESFPWFIKRIYSR 


29798 


60166 


A 


29981 


1 


409 


MAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DOIRKSDGTLOEHDGirFIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEKDAGDEKGY 

ESFP\WFIKHSTNITSLSLWFFSS 

CTH 


29799 


60167 


A 


29982 


1 


814 





3831 
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SKQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknonn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29800 


60168 


A 


29983 


3 


678 


GSVMAETAVIMHKKRKNSPRI 

VQSNDLTEAAYSLSRDQKRML 

YLFVDQIRKSDGTLQEHDGICEI 

HVAKYAEIFGLTSAEASKD1RQ 

ALKSFAGKEVVFYRPEEDAGD 

EKGYESFPWFIKRAHSPSRGLY 

SVHINPYLIPFFIGLQNRFTQFRL 

SETKE1TNPYAMRLYESLCQYR 

YSFPPDYFHGLALNVCGFSRYT 

VQDVGGSIILGSGGQWLSSHSS 

SRQCP 


29801 


60169 


A 


29984 


2 


660 




29802 


60170 


A 


29985 


179 


283 


MGQGRNPQTRRTYGCQFRMV 
K*HGIEMKCEELIL 


29803 


60171 


A 


29986 


1 


643 




29804 


60172 


A 


29987 


2 


1073 




29805 


60173 


A 


29988 


1 


1167 


MNMNIKK1VKQATV LTFTT A L L 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYNV 

VFALAGSPEDADDTSIYMFYQK 

CDNLKTCHTSHGSVMAETAVI 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDG1CEIHVAKYAEIFGLT 

SAEASKD1RQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWF1KR 

AHSPSRGFYSVH1NPYLIPFFIGL 

QNRFTQFRLSETKEITNPYAMR 

LYESLCQYRK\PDGSGIVSLK/ID 

WIIKRSQLPQSAFYQPFMGLRR 

ESFYFRWERRTLGPLKSFSVKR 

G TEAG KFRLA A L L VRL 


29806 


60174 


A 


29989 


1 


1692 




29807 


60175 


A 


29990 


1 


1788 




29808 


60176 


A 


29991 


1 


960 




29809 


60177 


A 


29992 


I 


1385 





BNSDOCiD: <WO 0175067A3_IA> 



3832 
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SKQ II) 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


29810 


60178 


A 


29993 


1 


936 


MWLVTTELESTDTEHFYHHSK 

CYWPRAHLGECILSIEAACQAA 

GGEAGNGGSAVTKATLGSRQG 

AQHWKALARTIRQEKEIKGIQI 

GKQEVKLLPFADDMIIYLENS T 

DSSKKLSELCDNLKTCH TSI IGS 

VMAETAVIMHKKRKNSPRIVQS 

NDLTEAAYSLSRDQKRMLYLF 

VDQ1RKSDGTLQEHDGICEIHV 

AKYAEIFGLTSAEASKDIRQAL 

KSFAGKEVVFYRPEEDAGDRK 

GYESFPWFIKRAHXSPFQRAI.YS 

CT1CNP*1LIPFSF\IGLQNRF TQF 

R\LSETKEITNP\YAL\RLYQSLC 


29811 


60179 


A 


29994 


1 


1641 




29812 


60180 


A 


29995 


1 


1551 




29813 


60181 


B 


29996 


90 


1515 




29814 


60182 


A 


29997 


452 


1523 




29815 


60183 


B 


29998 


9 


2021 




29816 


60184 


A 


29999 


1 


960 




29817 


60185 


A 


30000 


1 


864 




29818 


60186 


A 


30001 


2 


917 


FLFSPLEMQ1QRFTSPSPDIPYRA 

SSSNCAPRG1SPQELTVDLQ TKC 

DNLKTCHTSHGSVMAETAVIN 

HKKRKNSPR1VQSNDLTEAAYS 

LSRDQKRMLYLFVDQIRKSDGT 

LQEHDGICE1HVAKYAEIFGLTS 

AEASKDIRQALKSFAGKEVVFY 

RPEEDAGDEKGYESFXPWFIKR 

AHSP\SRGL\YSVHINPYLNSLFY 

GVQNRFTQFRLNFVQKSRLVD 

LALKGLRVLLVEGNDPQGTAS 

MYHGWVPDLH1HAEDTLLPFY 

LGEKDDVTYAIKPTCWPGLDIIP 

SCLALHRJETELMGKFDE ] 



3833 

BNSDOCID: <WO 01 75067 A3_IA> 
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SEQ II) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


29819 


60187 


A 


30002 


1 


1756 


MPASGNENDLNMPSGTIEIFVR 

CYVEVER1MDFADFGTTIKQDF 

RLLGQTSVDRLLQLSQGQAVK 

GMQLLPVSLVKR.KTTLAPNTQT 

ASPRALADSLMQLARQVSRLES 

GHQAPCMKSNNALIVILGTVTL 

DAVGIGLVMPVLPGLLRDIVHS 

DSIASHYGVLLALYALMQFLCA 

PVLGALSDRFGRRPVLLASLLG 

ATIDYAIMATTPVLW1YPLCDN 

LKTCHTSHGSVMAETAVINHK 

KRKNSPRIVQSNDLTEAAYSLS 

RDQKRMLYLFVDQIRKSDGTL 

QEHDGICE1HVAKYAEIFGLTSA 

EASKDIRQALKSFAGFCEVVFYR 

PEEDAGDEKGYESFPWFIKRAH 

SPSRGLYSVHFNPYLIPFFIGLQN 

RFTQFR LS ETK E 1 TN P Y A M/R I PL 

H*LFR*TLRQTKPDNSAGKCVK 

I * * HTQN Q RSG R SQN DF * RRPVL 

LASLLGATIDYA1MATTPVLWI 

YPLCDNLKTCHTSHGSVMAET 

AVINHKKRKNSPRIVQSNDLTE 

AAYSLSRJDQKRMLYLFVDQIR 

KSDGTLQEHDGICE1HVAKYAE 

1FGLTSAEASKDIRQALKSFAGK 

EVVFYRPEEDAGDEKGYESFP 

WF1KRAHSPSRGLYSVHINPYLI 

PFF1GLQNRFTQFRLSETKEITNP 

YAMQSPYTDYSGKHYGKQSLT 

TAQVNVSKSDDTLK1NGVEDH 

KT1FDGDGKTYQNVQQF1DEGN 


29820 


60188 


A 


30003 


1 


1653 




29821 


60189 


A 


30004 


I 


1128 


PW1SAPVPVDVVEGAMDSVTV 

LSFGGLMLYFCAGWPPARRWC 

FPESISCGSMERDQWWGLQVA 

KRAGLAGGQSGRTVLRERVRIE 

IASTH1ALAARHSDWRCCRNGR 

Y PA RG P A A LQNFQR YTG 1QHV 

HRJGMAERMWCDRNRERHTVS 

SSGGN RLPNPG PDRSCDNLKTC 

HTSHGSVMAETAVINHKKRKN 

SPRIVQSNDLTEAAYSLSRDQK 

RMLYLFVDQ1RKSDGTLQEHD 

GICE1HVAKYAEIFGLTSAEASK 

DIRQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWTIKRAHSPSR 

GLYSVHIMPYL1PFFIGLQNRFT 

QFRLSETKEITDP YA M RL YKASL 

CQYRAFVNGGGEEKARGKP1L 

CRYGVGM | 
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SEQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Uiiknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


29822 


60190 


A 


30005 


2974 


3878 


PSKASELGRKQRRPVLSDSSYA 

QRKKKYPPWEKLQGSVRGETP 

VINHKERKYNSPRIVQSNDFPEA 

AYSLSRDQKRMLYLFVAQIRKS 

DGTLQEHDG1CE1HVAKYAEIF 

GLTSAEASKDIRQALKSFAGKE 

VVFYRPEEDAGDEKGYESFPW 

FIKRAHSPSRGLYSVHINPYL1PF 

F1GLQNRFTQFRLSETKE1TNPY 

AMRLYESLCQYRKPDGSG1VSL 

KIDWIIERYQLPQSYQRMPDFR 

RRFLQVCVNEINSRTPMRLSY1E 

KKKGRQTTH1VFSFRDITSMGFF 

LESPTQGLASPE 


29823 


60191 


A 


30006 


233 


1538 




29824 


60192 


A 


30007 


1 


2331 




29825 


60193 


A 


30008 


1 1 


1857 


MPLRFSSSSRIPYYVNLLHKAA 

TGFERlDYTvJFETHSSLEIATDAL 

T1SDHHPCESAAINAETRPSTVL 

EELARAIRQEKEIKGIQIGKEEV 

KLSLFADDMIMYLENPKDSSRK 

LLEW1KESNK VSG YKTH VH KS 

VALLYTNSDQVENQIRTQPFYN 

SCENK1KYLAIYLTKESKDLYK 

RNYKTLLKEITDDTNKWKHIPC 

SWIVKVAGVESWIHHTQVEVW 

TPPEETAGSTAHGSQDQPDQPR 

YTCEPLEDLHLLFQKETSHT1KA 

STTDPEEKPLPPYKRYCDNLKT 

CHTSHGSVMAETAVrNHKKRK 

NSPRJVQSNDLTEAAYSLSRDL 

KRM L YLF VDH 1 RKSDGTLQVEH 

DGICEIHVAKYAEIFGLTSAEAS 

KDIRQALKSFAGKEVVFYRPEE 

DAGDEKGYESFPWF1KRAHSPS 

RGLYSVHINPYLI\PFFIGLQ\NRF 

TQFRLSETKIPVIIQEAGLSQSEK 

QAADGIQGVAHPAFQVCDGCG 

SSLQHFFLLMLVDFQLPPLLNL 

RVLIMATLFTIACYVELRGYML 

HAFQLVSLAMSHLHLAHNQDT 

HPA1SDVLWVCALSHSLEFHRA 

SDVRADLSNAYSEEVRKFGFLL 

WGLDCASLHRSDFITSSETKYH 


29826 


60194 


A 


30009 


1 


944 




29827 


60195 


A 


30010 


1912 


1915 




29828 


60196 


A 


30011 


1503 


1961 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowii, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29829 


60197 


A 


30012 


1 


6552 


MAETAVINHKKRKNSPRJVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHFN 

P YL I PFFIG LQN RFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

GIVSLKIDWIIERYQLPQ1RLGDP 

GSSRLSMEHGLRSIPAWTLDKFI 

EDYLLPDTTFGADVKSAVNVV 

CDFLKERCF 


29830 


60198 


A 


30013 


1 


2679 


MAETAVINHKKRKNSPRJVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGVLTSAEASKDIRQALK 

SFAGKEVVFYRPEEDAGDEKG 

YESFPWFIKRAHSPSRGLYSVH1 

NPYLIPFFIGLQNRFTQFRLSET 

KEITNPYAMRLYESLCQYRKPD 

GSGIVSLKIDWI1ERYQLPKVPS 

PEARKITRRWRI\VKQRI*LGFLL 

RLSEMPRKQGDYRTRJWKFED 

GLSNVLVIQLNKLIICVMCLVR 

DCD VLKTYFH R 


29831 


60199 


A " 


30014 


2641 


5798 


CDNLKTCHTSHGSVMAETAVI 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDGICEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKG YESFP WFI KR 

AHSPSRGL\YSGHINPY\LIPFFIG 

LQNRFTHF\RFMEQKKSPSNRFT 

Q VRLSETK EITN P Y AMRL Y ESL 

CQYRKPDGSSIVSLKIDWIIERY 

QLPQSYQRMPDFRRRFLQVCV 

NEINSRTPMRLSYIEKKKGRQT 

THIVFSFRDITSMTTG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiiknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


29832 


60200 


A 


30015 


1734 


6267 


QQHRNPQKGKQWSYKSTFKLFK 

SESDIHLAEHHKQVLYDGKLAS 

SIAFTYNAKATDAQLCLESSPK 

ENASIFVHSPHALMLQILTEQV 

CTQV VHKPH PEPDSTVKIQNPS 

EQMAVLYC1VLVGGEFDLEMN 

FI1QDAES1TCMTELLEHCDVTC 

QAEIWSMFTAILRKSVRNLQTS 

TEVGL1EQCDNLKTCHTSHGSV 

MAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIICRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYA M RL YESLCQ YRKPDGL 

SIVSLVKIDWIIERYQLPQSYQR 

MP\DFRRRFLQDVQNETHGNT 


29833 


60201 


A 


30016 


1514 


6335 




29834 


60202 


A 


30017 


2033 


4226 




29835 


60203 


B 


30018 


1 


5670 




29836 


60204 


A 


30019 


1968 


3130 




29837 


60205 


A 


30020 


34 


431 




29838 


60206 


A 


30021 


320 


528 




29839 


60207 


A 


30022 


1373 


1868 




29840 


60208 


A 


30023 


3 


1771 




29841 


60209 


B 


30024 


1 


2299 




29842 


60210 


A 


30025 


2 


488 




29843 


60211 


A 


30026 


1 


127 




29844 


60212 


A 


30027 


1 


812 




29845 


60213 


A 


30028 


1 


1830 




29846 


60214 


A 


30029 


1 


836 




29847 


60215 


A 


30030 


297 


936 


RTSSSLMRSSSSLLRICSGVSPRS 

IPRWFTSVSLPSSFIRVRITTFRYT 

PGHVAPASRRSCYKYRR*PMRL 

YTMIQSLS/VGSRPSGLRAFSSD 

CSPLPRTCSLSRRRVLM ITTSRS 

♦SLTYGVDPSVRPVLAAASEYF 

SRR\ Y AGFQNPHM LL VSG * YQG 

N YRHFG I LRG YPG/TL KNSNFQL 

TRSARISLSSRSSICTSTGGNTTL 

PPSSPPDC 


29848 


60216 


A 


30031 


1818 


1991 


SPSHIRRTAPNGLRHYQR*IQQ* 
APSDQKRDFL VPHG A DS AMAK 
HGGSHRAVLPQGW 


29849 


60217 


A 


30032 


2 


501 




29850 


$0218 


A 


30033 


1419 


1640 


IFCASLSLGLYAGIEAR1LTKGY 
TRK* IQQ* APSDQKRDFLVPHG 
ADSAMAKHGGSHRAVLPQGC 
DPHMESLI 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 

atrtJUcIll t 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=L)nknown, 
*=Stop codon, /=possible nucleotide 

flt'lclifin \=niKCthL' niirlp/^tiflA incvrlinn^ 

UCIIIIUII^ > |Jlr9>IUIC IIUIICUIIUI IlliCI IIVII^ 


29851 


60219 


A 


30034 


1 


1593 




29852 


60220 


A 


30035 


107 


195 




29853 


60221 


A 


30036 


1480 


1605 


TILRITFQFCRSNRRRQRQ*NRF 
STSQRRC YFLLNG EDVTLP 


29854 


60222 


A 


30037 


1 


373 


MPSYFTSRIAAVHVSALREEQA 

HHESKHHESFIAQRMFRMFYQ 

ARNLLHAGQENLFSGLTALTAE 

FTVGEEATRGKTTGKRGPSPDG 

R1LRTTKTRNPRGYMQGRYLES 

QRDVEATDKPFEFFMNRFRLLE 

AAPRVEFIAYTGLCEDVIRPQL 

DE A I AQG YLTEC A D Y WQITEH 

GKLFLNSLLELFLADGYHMWR 

M1GAGAHLAVG1DPTQLFLCQF 

EAVRKLLGNDQRAHLLPLGIEQ 

LPALKAFDTVFSMGVLYHRRSP 

LEHLWQLKDQLVNEGELVLET 

LVIDGDENTVLVPGDRYAQMR 

NVYFIPSALALKNWLKKCGFV 

DIRIADVSVTTTEEQRRTEWMV 

TESLADFLDPHDPGKTVEGYPA 

PKRAVSDCAQAVKMTNMISYQ 

GLVRTFLSTSPNNWLVFMQNG 

QEVVIDSGKSVS*RSVCFGCFIK 

HGICSMRDKK1SFLV* RRLLLNS 

LSAKKLHGAKQRAKGDLPRMG 

AFCVPPKRVIRVVICKEG1WKA 

SVMSKPQISRLSSL 


29855 


60223 


A 


30038 


561 


845 


AKIVQLRPRILRPSRSARRCPSA 
PRSR RQRRRSG PL PEP APR V S * Q 
IFPSQYWRYRQSTENQKQRLDP 
RGQIVNVPARR1IRQKRXCCKV 
AGSA 


29856 


60224 


A 


30039 


1 


1090 




29857 


60225 


A 


30040 


1 


1384 




29858 


60226 


A 


30041 


1 


1377 




29859 


60227 


A 


30042 


2268 


2684 


RCRRCKRRLLRRFRRSLLSLAG 
SPENHARFYCRNSLPDEWFFRH 
HPRST*PPRSREIRRCHCG*RQC 
SSDGRKITSVHRGRNADGRELT 
HQAVRLLAYLSDRFARHHRHL 
RNAHRRGPDRIPKERHFPATKL 
RHTPAV 


29860 


60228 


A 


30043 


1130 


1310 


RLDKQNRRQGKRQRNMGVFHQ 

QPQRR*RTDVIQMPHSHHRHA 

QRRDHQQLGQHHAGRNFE 


29861 


60229 


A 


30044 


395 


689 


VAASVSSSMSCAPVLMTVVTR 
CTLLILSQFMRRKA1KK/LSGSL 
LPASEVKVLKRDGDYSE/VQQ* 
APSDQKRDFLVPHGADSAMAK 
HGGSHRAVLPQGW 



3838 



BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


29862 


60230 


A 


30045 


1 


2142 




29863 


60231 


A 


30046 


1 


2463 




29864 


60232 


A 


30047 


1 


1066 




29865 


60233 


B 


30048 


790 


820 




29866 


60234 


A 


30049 


-> 


126 




29867 


60235 


A 


30050 


1853 


2257 




29868 


60236 


A 


30051 


90 


411 




29869 


60237 


A 


30052 


1375 


3174 




29870 


60238 


A 


30053 


5 


206 




29871 


60239 


A 


30054 


1 


1986 




29872 


60240 


A 


30055 


339 


596 


PPYKRRKRRRESVSDGMRNTG 
KTRRTR*IINLLGRS*NRNFVSV 
PSGQNYP*ISLDHGRENYGGYS 
TIQNRLLRLPLSRSGCILQ 


29873 


60241 


A 


30056 


634 


924 




29874 


60242 


A 


30057 


42 


665 


KYGVXNPGPYGGTARKLYEKK 

LLKLREQGTESRSSTPLPTISSSA 

ENTRQNGSSDSDRYSDNEEDSK 

IELKLEKREPLKGRA KTPVTLK 

QRRVEHNQSYSQAGITETEWTS 

GSSKGGPLQALTRESTRGSRRT 

PRK R VETSEH FRIDGPVI SESTP1 

AETIMASSNESLVVNRVTGNFK 

HASPILPITEFSDIPRRAPKKPLT 

RAEVG 


29875 


60243 


A 


30058 


1822 


4791 




29876 


60244 


A 


30059 


310 


1275 




29877 


60245 


A 


30060 


52 


390 




29878 


60246 


A 


30061 


250 


1530 




29879 


60247 


A 


30062 


1 


1641 




29880 


60248 


A 


30063 


1009 


1140 




29881 


60249 


A 


30064 


913 


1218 




29882 


60250 


A 


30065 


900 


999 




29883 


60251 


A 


30066 


2282 


2741 




29884 


60252 


A 


30067 


1 


2199 




29885 


60253 


A 


30068 


t 


2229 




29886 


60254 


A 


30069 


441 


608 




29887 


60255 


A 


30070 


122 


517 


CTIVJRSRCFWWKTAWAQKMN 

LLPM ARLTTT1 A L AT Y AN I S AQ 

WAKRLQTAFR*WATPHGAVLI 

*FPALRVK*ANATALSLLTVTT 

QATGRLRARQRKTATPRTJRPG 

ESTSSSPRSSGSLSAPACSVPWM 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


29888 


60256 


A 


30071 


498 


1155 


KQPSAVSGTGAAGEANLHAVR 

TAEQTAVVYRHRQRVRWLLR 

YG I LD WS PTY LK E V KH FA LDKS 

SWAYFLYEYAG1PGTLLCGWM 

SDKVFRGNRGATGVFFMTLVTI 

AT1VYWMNPAGNPTVDMICMI 

VIGFLIYGPVML1GLHALELAPK 

KAAGTAAGFTGLFGYLGGSVA 

ASAIVGYTVDFFGWDVGFMLS 

HELWESEFTKLKYEYNNSCPAS 

VSGWL 


29889 


60257 


A 


30072 


670 


1100 


NCRKTSPKRRFSFDDPKSDRAK 

DFLAKILH*SLWRAYPIARHLTL 

YRFAPRJCYILALPLSQRSTQQG 

ATMALPILLDCDPGHDDAIA1V 

LALASPELDVKA1TSSAGNQTP 

EKTLRN VLRM LTLLNRTD I P V A 

GGRGKTVNA 


29890 


60258 


B 


30073 


861 


935 




29891 


60259 


A 


30074 


1 


2510 




29892 


60260 


A 


30075 


3 


119 


NALRKSASSCSGRNRYPGS*PS 
RPDCQRSCSHKHAGYG 


29893 


60261 


A 


30076 


3 


227 


GGEGRASCSADTGWLPSDPPGC 
AAGALGGGGWAVAGAAAGGP 
CA*SAGGIGVHAPKAQHPATFS 
GPAEGVIPPQ 


29894 


60262 


A 


30077 


1 


2277 




29895 


60263 


A 


30078 


I 


2187 




29896 


60264 


A 


30079 


I 


3666 




29897 


60265 


A 


30080 


1 


699 




29898 


60266 


A 


30081 


513 


1019 


TGGVCCWCARYVDALVVFAD 

QLFVAEVLASAHSPSRLYAHAH 

GDTPQRLRLNGRQALSP*FCCN 

HRAALQRHQPVRPLPARQSRQ 

MRRCNLLYQKASAQRSQRDSS 

* RSLFFRSVDA DGG* R* S HG Y A 

FRHGRFQCHRPHGLPGTGPPRH 

ADSAFSRRLIYPACRWRL 


29899 


60267 


A 


30082 


389 


462 




29900 


60268 


A 


30083 


1 


278 


MGVNDAVLEMHGLGNDFMVV 
DAGFDQLLVVEPPYDLELDFHY 
RMFNADGS/DSGAVRQRCALLC 
PFC A SERTDQ* A * Y PRQHRQRA 
DGSDRHR 


29901 


60269 


A 


30084 


1240 


4914 




29902 


60270 


A 


30085 


1 


1308 




29903 


60271 


A 


30086 


30 


164 


VTWW*RAPTAGLMQC*YCRNR 
RARLRLTYGHAPA HRRNGPDV 
PS 



3840 



BNSDOCID: <WO 0175067A3 \A> 



r 



WO 01/075067 PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29904 


60272 


A 


30087 


3 


264 


TLRPANRF*HIPDAAGVIPVGY 
AL*RGTSVSAVHRW/CSTVFGV 
1MWATLATKLMVAGIRRSGAAS 
R1SRASPPSFSVPACSVGRKKVI 


29905 


60273 


A 


30088 


1 


3639 




29906 


60274 


A 


30089 


1 


957 


MGFRRTMPHIVISALVGGLLLV 

FADCLAWTCRHDKLDDISDVA 

KITGLTSKA1RFYEEKGLVTPPM 

RSENGYRTYTQQHLNELTLLRQ 

ARQVGFNLEESGELVNLFNDPQ 

RHSADVKRRTLEKVAEIERHIE 

ELQSMRDQLLALANACPGDDS 

ADCPHENLSGCCHHRAGKYVG 

LIRRVKRR1RHRCWP1KTLSQRA 

VSEFQRLIQPNHQYQSYTRQCA 

PETDNHADNSYNAGLFIVNSLY 

TAEGVMDKHSLWQRYVPLMR 

HEALRLQVRLPASVELDDLLQA 

GGIGLLNAVERYDALQGTAFTT 

Y A VQRI R\G A M LD 


29907 


60275 


A 


30090 


1 


699 




29908 


60276 


A 


30091 


430 


660 


HQTHF1VEHRRIMQRTARQN1G 
RHYQIQLSAVQRIRGAMLDELR 
SRDWVPRS\RRNAREVAQAIGQ 
MSLPMLQVALS 


29909 


60277 


B 


30092 


1 


1575 




29910 


60278 


A 


30093 


1 


289 


M1SANRPIINLDLDLLRTFVAVA 
DLNTFAAAAAAVCRTQSAVSQ 
QMQRLEQVPLGKNCSLVTVATN 
C*LNMAFNFLVTPGKSCVLMM 
RSCIQPNSD " 


29911 


60279 


A 


30094 


1 


1095 




29912 


60280 


A 


30095 


1037 


1297 


L1LRCPWSYSRC1RILIAPSSS*Q 
TEAKPFASRASRTSDDCQWANI 
SSVMPVKPNSTTPSILRRFSTPK 
CSATNCGEN*LSIMIGS 


29913 


60281 


A 


30096 


905 


2042 




29914 


60282 


A 


30097 


87 


760 




29915 


60283 


A 


30098 


1 


2793 




29916 


60284 


A 


30099 


308 


485 


KSLNA1CYRNTRTSMACY*PA* 
VRWPKHSAGLMT1SPVLHV1SP 
RHWRLECATRVGRLG 


29917 


60285 


A 


30100 


1 


2784 




29918 


60286 


A 


30101 


453 


1975 




29919 


60287 


A 


30102 


3 


470 




29920 


60288 


A 


30103 


1447 ! 


1773 


QFAFTEHHQTQEHHHQRSYDC 
PQRDPRH1DAQVSDQRPCPDSG 
LREPLHCAQPDSGG*ADNSADH 
IRRNGGDGAFQRKRNRTLTDPH 
KRQEHGG LTLRI KLS VEQ AF AG 


29921 


60289 


A 


30104 


1 


449 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
st*(] uence 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

OI Jit |MIUC NCtJUCllLt 


Amino aeid sequence. ( \=Unkno*vn, 
*=Stop codon, /-possible nuclcotitle 

i\i*\f*ttf\T\ t \ c c ■ (^1 fttlfl*»4ifijl(* itu'itffiiinl 
VlLICllUll) \ 1 Uli. lltli-ll_1lllvlC MI>1 T IIVM1| 


29922 


60290 


A 


30105 


188 


1508 




29923 


60291 


A 


30106 


171 


410 




29924 


60292 


A 


30107 


3080 


3232 




29925 


60293 


A 


30108 


I 


1272 




29926 


60294 


A 


30109 


438 


617 




29927 


60295 


A 


301 10 


259 


392 




29928 


60296 


A 


301 1 1 


905 


1545 


RLTTPSLSVCWRPAAKRPILPRS 

LKQLKKIASRKVTPVSLGNAW 

NNLEKQRAYLSMMAQKK VDG 

LLVMCSEYPEPLLAMLEEYRIH 

PMVVMDWGEAKADFTDAVID 

NAFEGGYMAGRYLIERGHRLIG 

VIPGPLERNTGAGPPCRFYEGD 

GRSDDQVDGDIQFFFSTNTHGR 

GHFRTMVDG1CPCKDGNLRFN 

RILEHREPFYPQIPATFAYA 


29929 


60297 


A 


301 12 


:> 


466 


AIVKFKRNVHQDGGYCSVQIQ 

QCRFALIFKDFCRMRHNGIJRR 

T1SQQSVGRIRCVS1ASGRVYYC 

FFALEGKKPSSSISAAPTQMAVS 

ARLKVAKCQSPT*KSIIS ri KPC 

HRRSNRJLPSAPPIISATRVHRQM 

RYSTSSGAAALLS1TVTPS 


29930 


60298 


A 


301 13 


1 


1562 




29931 


60299 


A 


30114 


706 


857 


PMRELISKGVSPFAISNSGLl IS 
LLTSVV*1DAIDGIRFSFLS\VAS 
GKGP 


29932 


60300 


A 


301 15 


966 


1142 


SLEETEKYRNVNEMCFPVKRR 
RREREKTSERTPAPV* VKITTRk 
LYPAEERTGR1FEA 


29933 


60301 


A 


301 16 


1 


3095 


MDKFLNTYTLPRLNREEVLSLN 

RPVTASGLEVI1NSLP1KKSPGPD 

GFTAAFYQRYKEDAGEREGEG 

GNQQVA VRGKRKTTER K K KLG 

EDVKVKESKNSGAYEVKQMRF 

FRSLDWNSLLRQKAEFIPQLCSE 

DDTS YFDTRSEK YH H M ETE EE 

DDTN DEDFN V E 1 RQ FSSCS 1 1 R FS 

KAAEVSTRLLSTRVTEIEGWL1 

VQRNQKLLQSNLKQRSGEPUI. 

DDDSHVPPELRAGYRLLKNAG 

CLPPELEQRREAIQ 


29934 


60302 


A 


30117 


1 


2583 




29935 


60303 


A 


30118 


1 


3141 





BNSDOCID: <WO 01 75067 A3_IA> 



3842 



WO (11/075067 PCT/US01/08631 



SEQ m 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \-possible nucleotide insertion) 


29936 


60304 


A 


301 19 


1 


1037 


MRVV1LGSGVVGVASAWYLNQ 

AG HE VTV I DRJEPG A ALETS A AN 

AGQ1SPGYAAPWAAPGVPLKAI 

KWMFQRHAPLAVRLDGTQFQL 

KWMWQMLRNCDTSHYMENK 

GRCFELPVAVYAGGQAVLVKQ 

CKAIGGPDRAPDTLNTMP1FKA 

CTPDNRRAVWRHRAQTSPESR 

LLDMTAAWIEIANHHLQRFTTR 

LQQLGIKTNNLRHSGKTNAVIV 

YMIQSISLVDEMSCHLVLTTGG 

TGPARRDVTPDATLAVADREM 

PGFGEQMRQISLHFVPTAILSRQ 

VGVIRKQALILNLPGQPKSIKET 

LEG VKD A/EG VP YCIQLLEG P Y 

VETAPEVVAAFRPKSARRDVSE 


29937 


60305 


A 


30120 


96 


711 




29938 


60306 


C 


30121 


128 


628 




29939 


60307 


A 


30122 


1024 


1 128 




29940 


60308 


A 


30123 


193 


372 


IQTESNPQD1L*NPSPPVFISKHS 
PNNSYCYAQSREKNKSHFHVF 
ATTCNRALS1WYLMN 


29941 


60309 


C 


30124 


202 


321 




29942 


60310 


C 


30125 


150 


491 




29943 


6031 1 


A 


30126 


1 163 


1257 




29944 


60312 


A 


30127 


929 


1023 




29945 


60313 


A 


30128 


3 


765 


TARAWLLLGPVWPCVSERWSK 

KPSPRGGRDPSDRDPAAFAARS 

TVPPRISAYERPVPWPGEWNDP 

RGPGRRASAVVSPREGNWGVL 

RDPRLQ A RKPRM V R S RQMCN T 

NMSVPTDGAVTTSQIPASEQET 

LVRQESEDYSQP\*LLVALFIAA 

KKM * KSLKG KK PKTKKR V WN 

LVCPLMPLNLV* FVKVDLKM V 

ALSMAKQDILWPALH/DAKKL 

KKRNKPCPVCRQ/HNSNDCANL 

FPLVDLSIRELYISNYITLGI 


29946 


60314 


A 


30129 


2 


430 




29947 


60315 


A 


30130 


3 


1088 




29948 


60316 


A 


30131 


303 


529 


GTGQCANTKMSVPTDGAWTTS 
QIPS/SPEQETRVR\PKPLL\LKLL 
KSVGVAQKDTYYYGKRFLFNLG 
QYIYGLNDYY 


29949 


60317 


A 


30132 


3 


619 




29950 


60318 


A 


30133 


123 


385 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of fast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Uiiknown, 
*— Stop cotlon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


29951 


60319 


A 


30134 


66 


413 


HQSEQMYQSSESCLLGTTAKA 

RGHQLRTASACHFPSTPPFWSL 

TLESQREGRFKQPTLISCF/CLF 

MSVPVVSAPPFSSSSSSSSSSSSS 

SRPWFPDQEAR* LTSPVERPCR 

GLRPA 


29952 


60320 


A 


30135 


257 


465 


VPTSPASLESKQSCPHVLCPVW 
EVEGHSV*TGKPDRPPRRKLLT 
LLLPVPWVPGQLAIKQEGQEPK 
KRH 


29953 


60321 


A 


30136 


1564 


1857 




29954 


60322 


A 


30137 


33 


265 




29955 


60323 


A 


30138 


1 14 


560 




29956 


60324 


B 


30139 


70 


555 




29957 


60325 


A 


30140 


650 


1045 




29958 


60326 


A 


30141 


374 


575 




29959 


60327 


A 


30142 


1 


1095 




29960 


60328 


A 


30143 


1 


981 




29961 


60329 


A 


30144 


28 


698 


TACRIRHGHAGRLCCSPCLLV1P 

LKSSQHI\LRVLNPPNLDGRRKI 

A\FAHHCPFKGVG\RRYA\HVVL 

RKADMDLTKEGGENSLEDEVE 

RVITH/ILQNPRQYK\IP\DWFLN 

KTRRM * KDGTYSPG P* PIGLGQ 

QAPVKDLGAD*FCK1RAH*/RGL 

RHFLGAFRVRGQAHQEPLGRR 

GRHPSGVSKEEIRSVGPCLVNKI 

VYIPKKKKKKKKVDAAANLVV 

VVVVGGR 


29962 


60330 


A 


30145 


107 


340 




29963 


60331 


A 


30146 


428 


934 




29964 


60332 


A 


30147 


1 


1533 




29965 


60333 


B 


30148 


1 


2652 




29966 


60334 


A 


30149 


205 


450 




29967 


60335 


A 


30150 


1 


879 




29968 


60336 


A 


30151 


139 


1029 




29969 


60337 


A 


30152 


237 


422 


WFETPAQ YTN RSPESGTH Y RRA 
RSRARWHGCMECVCRKRKSPR 
ANKPRRLPPVR*RCPPRA 


29970 


60338 


A 


30153 


1 


1134 




29971 


60339 


A 


30154 


136 


411 




29972 


60340 


A 


30155 


1 


3345 




29973 


60341 


A 


30156 


194 


475 


TP ATV RRG WRPAVRVFRWWK 

PLTVPPRRKGPLSRGTGCRPVPL 

TTPSTGTVMRAGICAVKML1VQ 

KSPCMPPC*HRQWTMTGLWQA 

PAAIRPV 


29974 


60342 


A 


30157 


1 


2988 




29975 


60343 


C 


30158 


1 


3939 




29976 


60344 


A 


30159 


308 


749 




29977 


60345 


A 


30160 


1 


1338 
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SLQ ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-ljuknowo, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihlc nucleotide insertion) 


29978 


60346 


A 


30161 


1 


4342 


MTRDNPVIPRFIHRREVVI 1GQ>F 

NGGIQNARF1AALFFQHGVNIX 

QRVGGLLKGIGVEVFRYTSVVE 

RVVVDYYIRPAGFSIDTNDRGS 

VTDDFAPDGQLAK A IPG FKPRI- 

PQRQMAVAVTQAIEKGQPLVV 

EAGTGTGKTYA YLAPALRAKK 

KVMSTGSKALQDQLYSRDLPTV 

SKALKYTGNVALLKGRSNYLC 

LERLEQQALAGGDLPVQILSDV 

ILLRSWSNQTVDGDISTCVSVA 

EDSQAWPLVTSTND 


29979 


60347 


A 


30162 


1 


1023 




29980 


60348 


A 


30163 


1 


679 


MFRVTWSSGRTGLGKRLFRTP 

YDNDDTGPYAFNKTMPKDNYT 

CTVLFIDDMSASGQSLDKAQD 

NYRQAMKKLSSGRGNVLAQAE 

AFRGLG VEIKREINPDLAEQA 1 R 

LQDCVFDTQETMTTTFTGTVSS 

ANSGNYYTIFNTDTGAAFNNVS 

LAIGNYVVLAFSAS/VGA/DMK 

MVNSTITASGS KRSTT V L R QG L 

SQRWLLSAGARNLLQHYSFRE 

TCANWNMLFIGR 


29981 


60349 


A 


30164 


1 14 


685 




29982 


60350 


A 


30165 


1 


1353 
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SKQ II) 

NO: 


SEQ II) NO: 
of peptide 
seq uencc 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnkuo\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V— possible nucleotide insertion) 


29983 


60351 


A 


30166 


1 


1661 


MRGEVLLAGVPRHVAEREIATL 

AGSFSLHEQNIHMLPRDQGPGN 

TVSLEVESENITERFFVVGEKRV 

SAEVVAAQLVKEVKRYLASTA 

AVGEYLADQLVLPMALAGAGE 

FTVAHPSCHLLTNIAVVERFLP 

VRFSLI ETDG VTRQLLG VSYRI L 

AMGHAEFLIQIADMRNDGGWR 

DFQFSGNLVMDEPNRSAQTYIK 

LVKSRLGTTKRYMHKDDCPRC 

RWIAAMIDNPPRIRKPTKSASV 

WHATATSASPERQMSTTV1MS 

ARFISCWVMTPFCMPRSGPMRF 

VHLPCRFRDAFNTGVGKLDQL 

GPSMSTRIRQRFTTLCPMTLSSS 

STEFENVSDCRPSRARSCLRFRL 

CRSIRCVY READY VQRSLQAGF 

1QRPAIRHPYHHVKGAFTEYVR 

NNRLPETVIRVLQPALARFSPDI 

APLFSPFPLHDDDVTARLYAPS 

LM PKLRLIG LTLLALSATA VSH 

AEETRYVSDELNTWVRSGPGD 

HYRLVGTVNAGEEVTLLQTDA 

NTNYAQVKDSSGRTAW1/HVET 

T*H*AKPALPCARSGKSGQNPD 

R*THQYR 


29984 


60352 


A 


30167 


254 


496 


RASRLKTCGDGCCSLSAVVSVG 
ASPFASRVKSSRRWV*S*VGPSS 
WPPGMSL*TAEIRRSRR1PVVSS 
GSLTASFANVVR 


29985 


60353 


A 


30168 


1 


984 




29986 


60354 


A 


30169 




429 




29987 


60355 


A 


30170 


1 


523 




29988 


60356 


A 


30171 


1 


702 




29989 


60357 


A 


30172 


302 


421 




29990 


60358 


A 


30173 


308 


2468 




29991 


60359 


A 


30174 


612 


671 




29992 


60360 


C 


30175 


1 


2649 




29993 


60361 


A 


30176 


501 


754 




29994 


60362 


A 


30177 


1030 


1327 




29995 


60363 


A 


30178 


3 


108 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075(167 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29996 


60364 


A 


30179 


404 


1347 


DVTILARAVLQALLKILYH/KCE 

FNDEMLTEGVIREKMGFNPQTL 

REVLQACQQQGCVAKNLDLDV 

VMIMDGAFSGIVQNWLMNMA 

GYDLYKQAPALVDNRTGMER 

ASNGGPWQVQSLPARSYRQLD 

SYYGEAMAIGERALVALLDFSG 

PSPSGDWRYQTHHTFPPTGWR 

RQATLVKMRAC1EAVKAVGEE 

LCPALGLT1PVGKDSMSMKTR 

WQEGNEEREMTSPLSLVISAFA 

RVEDVRHTITPQLSTEDNALLLI 

DLGKGNNALGATALAQVYRQL 

GDKPADVRDVAQLKGFYDAIQ 

ALVAQRKLLAYHDRLI 


29997 


60365 


A 


30180 


494 


1433 




29998 


60366 


A 


30181 


1092 


1347 




29999 


60367 


A 


30182 


315 


600 


STPIEKTVSICAFSAGSCS1LTVT 
NARASARSAC1ISITAAVSGSCA 
PTP*EVSSAFARSLICRSIRKPGL 
KLRSITIGALASKTVLPASPPR1A 


30000 


60368 


A 


30183 


535 


661 




30001 


60369 


A 


30184 


1 


1491 




30002 


60370 


A 


30185 


1400 


1852 




30003 


60371 


A 


30186 


199 


534 




30004 


60372 


A 


30187 


2 


539 




30005 


60373 


A 


30188 


1 


690 




30006 


60374 


A 


30189 


127 


939 




30007 


60375 


A 


30190 


1 


665 




30008 


60376 


A 


30191 


1287 


1548 


SSCVLVRWRETADCRWRKLCL 

TDERTRRXNNLRHATNSELLCE 

AFLHAFTGQPLPDDADLRKERS 

DEIPEAAKEIMREMGINPETWE 

Y 


30009 


60377 


A 


30192 


242 


709 


NYMHYHADRC1TRCHGNACTV 
N YAGLRSV PTSTVWTG LN LLT 
KRI K YLMAEWSGE/Y1SG PC V EP 
GKKSDQSKKITVSIPLKVLKILT 
DERTRRQVNNLRHATNSELLCE 
AFLHAFTGQPLPDDADLRKERT 
AE\IPEAAKREHA*HGGLTPET 
WEY 


30010 


60378 


A 


30193 


1 


897 




30011 


60379 


A 


30194 


1030 


1263 




30012 


60380 


A 


30195 


263 


514 


PAHFSVAHSHLWQNINPLSSVQ 
CRQNHQAIPCR1FELLNVMRH/ 
VTRDSSSGLGCSWRLTASVlsJAR 
RFVDPVQ1LVMAMSGRRSR 


30013 


60381 


A 


30196 


1 


1995 




30014 


60382 


A 


30197 


141 


229 





3847 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


30015 


60383 


A 


30198 


1 


702 




30016 


60384 


A 


30199 


36 


144 


DGLLLMDERNISPLLQKRMPT* 
QAV*VWWWKDYGV 


30017 


60385 


A 


30200 


462 


646 


QWVP1ARPNMPACHVQRRTSSL 
ERRQPVMLMVMLRJLWY1YCSI 
HVLG*WICRLYYKTLLK 


30018 


60386 


A 


30201 


107 


1200 




30019 


60387 


A 


30202 


366 


500 




30020 


60388 


A 


30203 


1 


1 193 


LADCSRYNGLEMTLSCCAGAS 

T\DAVGGIERGGLKSPEASEGEI 

APRLLLDGEPLALSGDKWRJSP 

WLLVTDDTATITAFLQMIQEGK 

AITLRDGDQTISLSGLKAALLFI 

DAQQKRVGSETAWIKKGDEPP 

LSVPPAPA LKE V A V VN PTPTPL 

SLEERNDLLDYGNWRMNGLRC 

S L DPL RRE VN VT A LTDDK A L M 

M1SSQIFNGHMVHIIKDLVFTDH 

APDKG1SFGSDTGMDRPARGD 

HRLLVMHHDMTRFLRLPHHVE 

NAGVIIHIEIEINFHPALVGVTRH 

GVPLVTRSQLRQPHTRLAGFQY 

IRDQIFVNRATVTGEEIAYAELF 

TNFPANGNRFSYRHMAANNNS 

VNVAVNHGVLIGDKYLFNQKFI 

AQPLGIQRFCVRTVDALSYVHI 


30021 


60389 


A 


30204 


3 


1057 




30022 


60390 


A 


30205 


1 


955 




30023 


60391 


A 


30206 


1281 


1370 




30024 


60392 


B 


30207 


1 


2199 




30025 


60393 


A 


30208 


1 


589 


MLKKREQTVFTHEKSVFQGLD 

RGN RE LG PPKTFG V KG A QKGN 

LQIFSEDKNFGPGGSGE1WGHR 

GPKWDIPRGKRETLGKPHFFW 

KPSQEFGRKGLGSFGPWERVSG 

N KNSGKRIY PWGPVDGFNCRW 

REPRNVDVAEYRRDCGSRFRSL 

RHFYRSLFSLHRPASTRHQKAQ 

SSAVRVLQTNAQHGRRQRWQ 


30026 


60394 


A 


30209 


1118 


1460 


FQASTTQPRTCCAPLSSVWRCR 

PPRSSPWPASWRSVPSSMGLRR 

TPWCPELLSSRGSTGFLWAEMT 

SSQARPKSSPCLWTSSLAPASRP 

CPS*\LQPPGQQRWGEPIGAIAV 

PL 
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y 
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SKQ ID ? 
NO: < 


>KQ 113 NO: 
>f peptide 
cq ue nee 


Mel « 
lod i 
( 


>EQIDNO: I 
n liSSN 
)9/540\2l7 < 


Nucleotide 
ocation of first 
;odon for peptide 
sequence j 


Nucleotide location of last < 
codon for last amino acid 
of peptide sequence 


\mino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


30027 


50395 


A 


30210 


61 


641 


RHKHRRRIPGRWDQIRPAPNR 

WQTG FQ WT ALPVTGVRLISGY 

TELLPRL/PAQKNLPYTIHPAWR 

FVAHQGRESALECRYVPLPVRH 

♦RNCRWREPRNVDVAEYRRDC 

GSRFRSLRHFYRSLFSLHRPAST 

RH PG AQTG A VTG F A DEC P A RK 

AAALAKASVNKVVFHSTNATV 

CHRPDRSRRASGSFRRYWRQE 


30028 


60396 


A 


3021 1 


214 


462 




30029 


60397 


A 


30212 


1 16 


283 


KKIKRHSLSVINSLANSKNKRR 

WRKNIKLR*SSLLK*TESPLPMA 

1LVLTSLTA1 


30030 


60398 


A 


30213 


451 


834 


IWTGKKVDSARAL1ARGWGLH 

VILR RTDDWM DG RRSRHTDDT 

DVLLR1HHVIGELPTYGYRRVW 

ASSQTGRT**FKVQNRYFPPVLS 

DFEHLQEPY£YFGKLR*PWLPA 

TGEFHAE1YRSVDFCKHPV 


30031 


60399 


A 


30214 


1 180 


2547 




30032 


60400 


A 


30215 


341 


505 




30033 


60401 


A 


30216 


293 


4221 


KPFSPCCRKGRWLFRNHSSARR 

PTVLYYRRSTMR*NS W* PNLRR 

QRGNPANRS/RQSMLELSGVKD 

GEL1 PAKLFN HL VTWLQ A RQTL 

SQQNTPRPGGGEIPPWCSSVLA 

ESERKKRGRKKQRGIDSPDVGA 

LLLVRATFYIWQQPPVNK1ALG1 

EYAASKYYGWQRQNEVRSVQ 

EKLEKALSQVANEPITVFCAGR 

TDAGVHGTGQVVHFETTALRK 

DAAWTLGVNANLPGDIAVRW 

VKTVPDDFHARFSATAR 




60402 


A 


30217 


1 


1362 




30035 


60403 


A 


30218 


1 


1440 






60404 


A 


30219 


389 


503 


YESARLSGLHRQSDDRWRR*SP 
QYARHTRKRTSAGCSA 


30037 


60405 


A 


30220 


1 160 


2385 




30038 


60406 


A 


30221 


290 


373 




30039 


60407 


A 


30222 


1 


627 




30040 


60408 


A 


30223 


3 


862 




30041 


60409 


A 


30224 


1 


469 




30042 


60410 


A 


30225 


241 


615 




30043 


60411 


A 


30226 


1 


1428 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


30044 


60412 


A 


30227 


862 


1453 


SFLLVSPSQACHHYYAP/KIFDL/ 

SGYTSTTEQMWGTVIVGLTNV 

LATFIAJGLVDRLGFLAMPAGM 

GVLGTMMHFG1HSPSAQYFAIA 

MLLMFIVGFAMSAGPL1WVLCS 

EIQPLKGRDFGITCSTATNWIAN 

MIVGATFLTMLNTLGNANTFW 

VYAALNVLF1LLTLWLVPETKH 

VSLEH1/ERNLMKGRKLREIGAH 

D 


30045 


60413 


A 


30228 


1 


987 




30046 


60414 


A 


30229 


767 


1472 


CMSRQCCTAYVPPVRSCCPPVS 

VHFFFHSRLCRDALNEAFHPSG 

FQVVKCCDIARJHRNRYGDLLF 

A1GVVHIANVNA1HRNATFHQR 

QEIGGCFTNQQDFLSIGGAMNV 

VDNFLQRPETYGDPFCQYHFH 

QVLLYRIFGNLIVGYQHQICPR 

KSDPLNADLTVNQAFiNPA*NN 

IWHSVFLFVLLIGLHRLCGMRQ 

DVLMMVDNEFPWRWLQLAGA 

NFHVLQRQILADQRQRNW 


30047 


60415 


A 


30230 


2553 


3845 




30048 


60416 


A 


30231 


1 


656 




30049 


60417 


A 


30232 


3 


228 




30050 


60418 


A 


30233 


185 


206 


ATVDPPF1TEPGDILAGGFA*PL 

SWFAGFALEHHNLPWATGDLH 

SLRA 


30051 


60419 


A 


30234 


12 


155 




30052 


60420 


A 


30235 


698 


2684 




30053 


60421 


A 


30236 


1 


2004 




30054 


60422 


A 


30237 


1 


811 




30055 


60423 


B 


30238 


1 


7521 | 




30056 


60424 


B 


30239 


52 


1023 




30057 


60425 


A 


30240 


2 


163 


LTPTWWRKPWNRKPVLSVIP*K 
WKLKGPVALKTAYPAKRLPLPI 
TSFSLPGVA 


30058 


60426 


A 


30241 


1 


2067 




30059 


60427 


B 


30242 


1 


2787 




30060 


60428 


A 


30243 


101 


947 




30061 


60429 


A 


30244 


1 


1917 




30062 


60430 


A 


30245 


239 


469 


KRVS1SSRRRFSAQKASASALA 
RWWRSAVNIYVFAI*TTAQRV* 
QLRMTNCVRTT1TACHSR*RITL 
SLSPVKPAS 


30063 


60431 


A 


30246 


1 


4348 




30064 


60432 


A j 


30247 


1141 


2244 




30065 


60433 


A 


30248 


503 


649 





3850 



BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


30066 


60434 


A 


30249 


418 


930 


PRV1ENFLFQLTFLPGG1TQSHQ 

YVRRLFIGAERFQHIAGSGHYR 

VV*NANAGSKIGGRSMQNKPAI 

FSQRTAEKNRFIQTD* FITRLRR 

DLQLFQNPFNFEIFQRLVDDDP 

HCTIGIMFANVDHGTTENR1RK 

LCFNLTNTGTQRKGHAN1SGPE 

TFRIYHRNAHAPLTI 


30067 


60435 


A 


30250 


1 


526 




30068 


60436 


A 


30251 


442 


684 




30069 


60437 


A 


30252 


1 


3144 




30070 


60438 


A 


30253 


59 


340 


LLPQRQAKAPVLPLPLPTENVP 

AARAGKKDAVIFSSAQFEQIAL 

AANGAFTGG*YQNRQ*NMRCY 

ASGESVTDRPRLAIRDATIGISG 

FCSLA 


30071 


60439 


A 


30254 


62 


298 




30072 


60440 


A 


30255 


904 


1530 




30073 


60441 


A 


30256 


701 


1329 


HRLSMCRGRCSRWWSARTNV1 

SMLVFALSFASWRIVSPRTM/D 

ALTFAAESALPGSPTHISTDHQG 

QFVFVGSYNAGNVSVTRLEDG 

LTMLHEELSSHMMKEEQILFPM 

IKQGMGSQAMGPISVMESEHD 

EAGELLEVIKHTTNNVTPPPEA 

CTTNKQPAQPQRDKPQRGNQQ 

RLASV1FQCQQHDHEHKERHTY 

PAHQLAERHLVDRLLM 


30074 


60442 


A 


30257 


8 


382 




30075 


60443 


B 


30258 


1 


2655 




30076 


60444 


A 


30259 


67 


231 




30077 


60445 


A 


30260 


1109 


1531 


TFLHSIPAAKTQGPPPRNTLVDT 

PQHL* HQQRRTRQPQL ALSLRT 

♦VFLNRILRGALFAPKACLKPD 

LVISPRGPPQGLGVTRVQVSAH 

TNPRTTH RNTPHYTRNTQTRPE 

STPRRDTTTPQQRHTPPPHTGK 

RRGTPET 


30078 


60446 


A 


30261 


1025 


1252 


SSTVFSNLDRSDSP1SQSKMKI1A 
SITT1RMEP*AIATPYSPSSTRLR 
M*AVATRVSGVTRNTMALTVV 
MARTKL 


30079 


60447 


A 


30262 


2114 


2380 


LPGLAKLTVKDLPRLSLAFERE 
VRDSPISQSKMKIIASITTIRMEP 
*AIATPYSPSSTRLRM*AVATRV 
SGVTRNTMALTVVMARTKL 


30080 


60448 


A 


30263 


3026 


3217 


LPQCKWDPYGVT1SPQVSIRSR 
ANPSCTSPFFV*SATKGLLYQQ 
TRIPALDIPPSSNRRNSHG 



3851 



BNSDOCID: <WO 0175067A3_IA> 



/ 

WO 01/(175067 PCT/US01/08631 

i 



si:o n> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


30081 


60449 


A 


30264 


1403 


1799 


YGHEWRWMPGNRPHYGRWPQ 

HDFPPFKKLRPQSVTSRIQPGSD 

VIVCAEMDEQWGYVGAKSRQ 

RWLFYAYDSLRKTVVAHVFGE 

RSLFTG P* RERF ATQI E VG KLF A 

AAVDMVLWLSGKAQPDTVVV 

KVVVL 


30082 


60450 


A 


30265 


3174 


4135 




30083 


60451 


A 


30266 


1 


2771 




30084 


60452 


A 


30267 


1 


1281 




30085 


60453 


A 


30268 


10 


233 


LRJQASDPEINSRRESGIHLPYTT 
DKAPSPLTVDG AK* E VSRSSI/R 
QNSQVQHPPDAAKYPSGCHKS 
FRGFRRA 


30086 


60454 


A 


30269 


300 


564 


SANSTLKRTQVMRRPLTVKLSA 
RKLPMLKVNTRNSLVVVVSMV 
MLLSTCTRWSRVQTRKATSSST 
TLK V V* SL ANTSRPLI K VSRN S 


30087 


60455 


A 


30270 


5259 


8003 




30088 


60456 


A 


30271 


1 


819 




30089 


60457 


A 


30272 


1 173 


1369 




30090 


60458 


A 


30273 


1 


4767 




30091 


60459 


A 


30274 


905 


1 162 


FSSVVMCSSIIVSEQEITSRLKAT 
VASQVADSAGLNSRKITSCRSS 
AFLSALIRHPTGGIFNKL*LSGT 
LNPALLSFITSHGILL 


30092 


60460 


A 


30275 


1 164 


1582 




30093 


60461 


A 


30276 


1 


1785 




30094 


60462 


A 


30277 


1 


168 


LEHLSPCDSIRHSRTRATAA1RS 
RCYSKYAQ*IRDHRVNGDGVS 
RLYAANQHRTCQ 


30095 


60463 


B 


30278 


1 


954 




30096 


60464 


A 


30279 


108 


530 


SIRQTHVQIVRRSCLA1RHQVPS 

TAIRVGIVKGNFAS*AGAQPSK 

TL R* HRCTTRA LTSG V L A VRLS 

AGCMFPELVHRRLTLWRAGRT 

YPPASGHHHDNRNAPSLSDQTR 

TDPPIRAHASRYQRQKPDWLTP 

PFPAGQRC 


30097 


60465 


A 


30280 


1 


1389 




30098 


60466 


A 


30281 


1 


380 




30099 


60467 


A 


30282 


1 


3255 




30100 


60468 


A 


30283 


569 


2547 




30101 


60469 


A 


30284 


1 


585 




30102 


60470 


A 


30285 


1376 


1693 


CPMADTPAT*PIPKRLMLCYST 
GLPACYITVKPP*TLGSVQGSLG 
PSSGPKTAGAPSSRPPSPSARRP 
RTTETRWTLLRSKDY WLITRKV 
GLGNLQDGGRAGSLS 



3852 



BNSDOCID: <WO O175067A3 IA:- 



WO 01/075067 PCT/USO 1/08631 

, f 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


30103 


60471 


A 


30286 


737 


1088 


NMLMNVCNLPVVCVPMMSRK 

RGCVTITWALICGLSWGCRMS 

GGLRKPAPRPQKWRCLP1IVGR 

RKSGGSKIRANVCSLPIFPSGI\G 

R*TTGESKRLCRSYHDAAGNDS 

*WRDLVIG 


30104 


60472 


A 


30287 


*■» 
J 


209 


VQHSCRMCGTHSQKCPSHRQK 
LRPHGHLVA*CLCAGSREWEA 
MPLFPGRGHCTDSPPETRPHQL 
VQRV 


30105 


60473 


A 


30288 


2366 


2768 


STRSGGNCRGAGAGV*SGPVA 

GR*SQSGDRAEST\SPLAMVGD 

G1NDAPAMKAAAIGIAMGSGT 

DV A LETAD A A LTHNHLRG LVQ 

MIELARATHANIRQNITIALGLK 

GIFLVTTLLGMTGLWLAVLAD 

TGATVL 


30106 


60474 


A 


30289 


714 


881 




30107 


60475 


A 


30290 


791 


1618 


NT1SIRPIKLRS*L/CDPGFAGQPF 

IPEMLDKLAELKAWREREGLE 

Y EIE VDGSCNQATYEKLM A AG 

ADVFIVGTSGLFNHAENIDEAW 

RVMTAQILAAKSEQWGQQVY 

A1VQNTDQAQAVMPYGPKCLY 

VLAQNDALQRTENYAESIAALL 

KDK H PAMLLL A ATKRVLF AI V 

DTYVTTNASLAGIALNSMDLSP 

GGRVAVKESNQRWCSDGFEFC 

CDNGERLRVTFALDCCDREAL 

HWAVTTGGFNSETVQDVMLG 

AVETPLRQRSSVVSSGVADG 


30108 


60476 


A 


30291 


364 


1305 




30109 


60477 


A 


30292 


105 


609 


CGGCPQSRHRPAPALRYPQLQ 
MPH WRRSICTSL HRQR* WTPSG 

sv 


30110 


60478 


A 


30293 


159 


438 


CASVPRSRGGSQAIAARKSGRA 

LIKSASLS*FK*LLKPAINAG*Q 

AS*WRASASKPCSASPDCAGDN 

CASIVSAASALALGCSKRISAPR 

TAP 


30111 


60479 


A 


30294 


1246 


1300 




30112 


60480 


C 


30295 


1 


1374 




30113 


60481 


A 


30296 


231 


413 


SPRCTRPCNAGSDVRRGSASF* 
AGGAGY*TPRPGVW*SVGYGE 
RQQRAPPADWSQRCGVD 


30114 


60482 


B 


30297 


1 


3081 




30115 


60483 


A 


30298 


345 


505 


TNAACNRQSGLINQWMKQTVK 
ME/VTASGTVISVINPVATKLRR 
♦RVFPAPCCG 



3853 



BNSDOCID: <WO 0175067A3JA> 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
coilou for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, j 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


301 16 


60484 


A 


30299 


3 


421 


QRRATGDLRLPTR*TARRGGRC 
DS*SSRRWHRAFTGACRE1SI<0 
QNRRHRQRPAGGVALVGSE ♦ 1 
SGILAGQRHYRVYRAG YRRSPP 
AGYAPD*SD*RPVDGRHECGRR 
PV WRREN VPATGGQIG A R H E'Y 
GGGLPRTVY 


301 17 


60485 


A 


30300 


1 


3202 




30118 


60486 


A 


30301 


317 


554 




30119 


60487 


A 


30302 


474 


599 


TTSVQRTFLPDTY*APTPVLLPA 
RKATAARKLHRFSGRQDR 


30120 


60488 


A 


30303 


212 


569 


TSLKVVTPALRSMPSVPINNLS 

KVKCSKAFSASCP*NEADFLRN 

VPPGIRJVCSLSSSDSALTICR1.L 

VITVMLLKRESRGTICKTVLPAS 

RM1ESPSWIKLTAASAISS1 LWV 

LMSVL 


30121 


60489 


A 


30304 


1 


160 


WSKMSRAVRPSDWESW YQ I RE 
VVRQTVRCRPDPPSAAVC1/IAS 
SPANCG1P1G**MLAEILA*RA V 
RPSDWES WTQTRE V V RQ r V RC 
RPDPPSA A VCLTASSPANCG 1 PI 
G 


30122 


60490 


A 


30305 


1 


975 




30123 


60491 


A 


30306 


1 


762 




30124 


60492 


A 


30307 


1 


733 




30125 


60493 


A 


30308 


493 


948 


LGA1FLAGALFAAAWLADFRE 
GLGARLYRYGADWFCADGGM 
SAEELKFISENGAVVDMDI IKKP 
GSAAASGPKLHYIKQLLSNRM 
MLGVFFGQYFINTITWFFLTWF 
PIYIGN VVSDNR* YVAQH F1TW 
IKTYG RC PSFQRDG DGFVNRCL 



BNSDOCID: <WO 0175067A3_IA> 



3854 



WO 01/075(167 PCT/US01/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


30126 


60494 


A 


30309 


153 


2031 


RRNYQRQQKKRGSEGAGRPDR 

RSRISAAYSPRSEFKNAAVTEH 

Y*NRF*T/LVPRSR/HANADTVT 

REAVNQVIALLDSGALRVAEKI 

DGLPTNQMQASRRAKEEEVHL 

TGQPSRVQSPPRRCEEKQYMVL 

M1VSGRSGSGKSVALRALEDM 

GFYCVDNLPVVLLPDLARTLA 

DREISAAVSIDVRNMPESPE1FE 

QAMSNLPDAFSPQLLFLDADRN 

TLIRRYSDTRRLHPLSSKNLSLE 

SAIDKESDLLEPLHGFPDYDTV 

GFSCKRRIDYVCRIKHSRRIRQV 

VLLN FAKSG AFSTTRGTDDKTR 

RSLLVTLVRJFCVRVIFAYDIRD 

GIHVR1IQINSKSGKVGSKHNSG 

YSAAKFGGVGLTQSLALDLAE 

YGITVHSLMLGNLLKSPMFQSL 

LPQYATKLGIKPDQVEQYYIDK 

VPFKRGCDYQDVLNMLLFYAS 

PKAVVLAPDSRSMSPAVSGRFK 

PRVVVAIALDDQQRIVDTLFM1C 

GLTVFARPQKIPAITGRHSGATL 

QKQGKCSVEELAQYFDTTGTT 

MRKDLVILEHAGTVIRTSGGVV 

PDSPPHTRRDPRRFSMAFPWFD 

NIRSAEFHHVTTLLAEIPRQQND 

IHRPA H A A A APKVETRSGDETN 

RRWNRPAQHLFA 


30127 


60495 


A 


30310 


720 


872 


EKVPVSIGPGGMQELPMQSPDR 
RSAGKPGPASRAGR*TGGGAFS 
TKRDYR ! 


30128 


60496 


A 


3031 1 


1967 


2452 


SRRCSASINQRPRPGHEKMVSV 

RIAPASNVPTCRPITVTTGSIALR 

SAWTI 1TRMRVSPL ARA VRM * S 

SPSTSSIEERVIRTMTASGIVPST 

MAGKIIWATASIKLPSSPQMAV 

SISIKPVNGLESSRNTISLTRPET 

G V RFQCTETSMISIMPHQK IG 1 E 


30129 


60497 


A 


30312 


1912 


3960 




30130 


60498 


A 


30313 


2 


250 


LIRKVST*SVLMKAFLRIA*KDC 
ERLGLKCFWSGSEKGCPLVNT 
NAFGGHCEHHQWVSSVSRVRV 
SQSAGGCPLFNILLNTV 


30131 


60499 


A 


30314 


1 


300 


SVFSH*AKKIWKGVSQRALGQ 

NSRGSGSGCQASWTIRFPVGFH 

TDGTRLRRNPGMQAFLGPVAR 

FLALEARSLDCAFSSSLLFKRKL 

SGRWGRASRGTKL 



3855 



BNSDOCID: <WO 0175067A3 IA> 



WO 01/075(167 



PCT/U S0 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiio\vn, 
*=Stop codon, /=possihlc nucleotide 
deletion, \=posstble nucleotide insertion) 


30132 


60500 


A 


30315 


1 


468 


MTEKVKQQPAPVTASDE1DIGR 

LVGTV1EARWWV1G1TTVFALC 

AVVYTFFATP1YSADALVQIEQ 

NSGNSLVQDIGSALANKPPASD 

AEIQLIRSRLVLGKTVDDLDLD1 

AVSKNTFPIFGAGWDRLMGRQ 

NETRRGFSARGTGQMLKKEGV 

TLM VEAI H ASPGSEFTVTKYST 

LGMINQLHTMSLTVTENGKDAG 

VLSLTYTGEDRYTNHAGVVNT 

MII1AATHNLVFENNSCEYAHP 

MGNAPAGLTEYQNVFYKHDRI 

QGHYVWEWRDHGIQAQDDHG 

NVWYKFGGDYGDYPNNYNFC 

LDGLIYSDQTPGPGLKEYKQVI 

APVKIHARDLTRGELKVENKL 

WFTTLDDYTLHAEVRAEGETL 

ATQQIKLRDVAPNSEAPLQITLP 

QLDAREAFLNITVTKDSRTRYS 

EAGHPIATYQFPLKENTAQPVP 

FAPNNARPLTLEDDRLSCTVRG 

YTsJFAITFSKMSGKPTSWQVNGE 

SLLTREPKrNFFKPMIDNHKQEY 

EGLWQPNHLQIMQEHLRDFAV 

EQSDGEVLI1SRTVKPRGPARCP 

DSSVGTTYCTENNPPFDNGLLN 

AQLLQQAKPF VDERQSK* FGCH 

SPSYSCLWLSIIGLKKLIFGSRVS 

SDSPFTCQDVGLPLIFEKV1AKL 


30133 


60501 


A 


30316 


1 


524 




30134 


60502 


A 


30317 


1669 


4421 




30135 


60503 


A 


30318 


2 


349 


SMAKCPLRKNQGPVRSCGAWS 

GCLWLPSPSGTPWRSSLWILLL 

F/SQISQLLSLLHQGQFQPKPNH 

RGNKYLAKPGGSRSAIPDTDGP 

SARAGGQTDPEQEEGPLDPEED 

LSVKQLL 


30136 


60504 


B 


30319 


217 


368 




30137 


60505 


A 


30320 


1 


951 




30138 


60506 


C 


30321 


1 


3729 




30139 


60507 


A 


30323 


1 


2437 





3856 

BNSDOCID: <WO 0175067A3_IA> 



WO ((1/(175067 PCT/IJS0 1/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possihlc nucleotide 
deletion, \=possible nucleotide insertion) 


30140 


60508 


A 


30324 


1005 


1815 


PDLHCQKKHPTLCSG YWPTFRT 

PVHYAAFS**/HALGHLAFS/EA 

SLHSHRGTQALTTQKKSPAKSP 

TAATTETRVMRKISHGTRDPPG 

FASL\MQ*MHYGKLCAFQSr£LL 

FQSLQRSHWTQSWWLCWPHW 

R LC WTQN W WQC WPH WTLC W 

TQSWWLCWPHWRSCWTQRW 

WLCWPHWTLCWTQSWWLCW 

SH WRSC WTQS WWLCWPHWKL 

CWTQSWWLCWPHWRSCWTQS 

WWLCWPHWRLCWSQSWWLC 

WPHWRLYWTQSWWLCWPH W 

RVCWTQN 


3014! 


60509 


A 


30325 


2436 


3678 


KMPPWPPGSPGPLGCSAWAEA 

PPAHCPDVLLHLHPACPHIQAP 

CGTGAPGTGLAAAADSEPLGSS 

APPAGRPCPQAAAACGLAPPLP 

RGWCPPPTSSWMGRRLQSLSA 

HPTSPAPLLAAPTAVCSCSRCSA 

PRSRCVARPAARTGLPTPAPAS 

SPAPATSPAPAESPAATASHPV 

AEASPAPGAPPPRPAASPSPAAS 

PAPPAASPVLTASPPLPAASPAL 

AASPVHTASPPVHVASPPVMTA 

SPPVHTASPPVHVASPPV1 1 VAS 

PPVSCSGDSTSDCFPPQPGAVFP 

HSL/VSFLRWLVSSCSCSTLDGP 

AGGCGARGSAVWFLSLNKLLP/ 

MLLYQMYLMLLLLLRCANQ* I 

DVFSELTDYCG A* IQG YC* FL V 

LAIPR*VVTTRSGCVRATAIDFL 

FPVSSCWNARALPLPICF 


30142 


60510 


A 


30326 


929 


2910 




30143 


6051 1 


A 


30327 


1 


1488 




30144 


60512 


A 


30328 


203 


701 




30145 


60513 


A 


30329 


493 


924 


SDPGFRHGKARITDPRGQPGRR 

LQGGSSEGNGSDMKAARKVSG 

NKHSTSSHQHAVWCPGVPS*SG 

KAWAADQRFVPRILGKGRGHV 

DAA*LSWKCRNHLSSVSLNGE 

NQRFVGDARYRTRLQRGSANL 

FKRQRCGTLHQNLELL ! 


30146 


60514 


A 


30330 


1 


2193 




30147 


60515 


A 


30331 


1 


2990 




30148 


60516 


A 


30332 


2512 


2560 


FALRYRQPVRHRW* FHLVQRH 
GRFSRASGATWPASA A AFA WP 
LLVCAPLSAASAAPLARL 


30149 


60517 


A 


30333 


1 


2820 




30150 


60518 


C 


30334 


194 


418 




30151 


60519 


A 


30335 


25 


458 





3857 

BNSDOCID: <WO 0175O67A3_IA> 



WO 01/075067 PCT/USO 1/08631 
♦ , „ 



SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


30152 


60520 


A 


30336 


860 


1209 


IPGNCRDSSGVGIKERETNAGS 

QHMH/IKNSSVHGYPRLCVEDE 

DAYKKQFSQY1KNSVTPDMME 

EMYKKAHAAVPENPVYEKKPK 

KEVKKKRWNRSKMSLAQKKD 

WVAQKKASFLRA 


30153 


60521 


A 


30337 


1 


1440 




30 J 54 


60522 


A 


30338 


138 


512 




30155 


60523 


A 


30339 


1723 


1845 




30156 


60524 


A 


30340 


6 


983 


RRWACRSLSSSGRRSLFRRMGF 

VKVVKNKAYFKRYQVKFRRRR 

EGKTDYY A R K RL V IQDKNKYN 

TPKYRMIV\RVTNRD!ICQIAYA 

RIEGDMIVCATYAHXELPKYGV 

KVGLTNYAAAYCTGLLLARRF 

L\NRFG\MDKIYEGQV\ELTGDE 

YNVESIDGQPGAFTCYLDAGLA 

RTTTGNKVFGALKGAVDGGLS 

YPLTVPKRFPWF/DDS*KPR>JLl 

AEVHRKPHPWAQNVARLHAPT 

LMEEDVEDAWKKQFVRQYVKN 

SVT\PDMM\EEMY\KKAHAAIRE 

ESSSMEKKAQGKKFKKKRWNR 

PXKMSLAQKKDRVAQKKASFL 

RAQERGC 


30157 


60525 


B 


30341 


1 


2043 




30158 


60526 


A 


30342 


390 


1180 




30159 


60527 


A 


30343 


2 


649 




30160 


60528 


A 


30344 


1 


1929 




30161 


60529 


A 


30345 


1 


773 




30162 


60530 


A 


30346 


3 


484 


NSSCRDPGY/CP11VSLNSS*GSL 

LQDMPG PSKVISEl LATRGAVNI 

TTVAYKSAVILSFTTASAVSLSS 

RNVIGPLFASQPSFTIHFSLFSHN 

GSAPLNAPDMANCFGLTALTSS 

LDERLFSRNSAGSCCGIRNCFIS 

TLPPNTSTLTSVNSKGSSSVHG 


30163 


60531 


B 


30347 


1 


2775 




30164 


60532 


A 


30348 


1 


1386 




30165 


60533 


A 


30349 


439 


555 




30166 


60534 


A 


30350 


1 


1785 




30167 


60535 


A 


30351 


100 


488 


1 ALASSHCTAN A RFR1TRCRTK/ 

EQRYALSQAKSIADELMTGCTN 

FAFSGKPGTGKNHLAALSGIAC 

WKTFLMNLASARDEKRAVVLH 

QIVDRRTASMRSVGMLTNLNY 

EAMKTLLGERIMDRMTMNGG 

RW 


30168 


60536 


A 


30352 


1 


786 




30169 


60537 


A 


30353 


1 


288 




30170 


60538 


A 


30354 


711 


953 





3858 
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SKQ 11) 


SEQ ID NO: 


Met 


SEQ II) NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540 217 






unction, \ — |M>>M[)it n uc it. ouch? insertion) 










sequence 






30171 


60539 


C 


30355 


1 


2355 




30172 


60540 


A 


30356 


1035 


1 152 


SPDSVDAQRGDADKPEL*GHE 














N1ARRADYGSHDHERRAM 


30173 


60541 


A 


30357 


I 


420 




30174 


60542 


A 


30358 


1 115 


1561 




30175 


60543 


B 


30359 


501 


555 




30176 


60544 


A 


30360 


441 


602 


SPPASWR**1PPAGFFT 


30177 


60545 


A 


30361 


386 


1647 




30178 


60546 


A 


30362 


I 


1 179 




30179 


60547 


A 


30363 


1 


1215 




30180 


60548 


A 


30364 


1282 


1657 




30181 


60549 


A 


30365 


388 


804 




30182 


60550 


A 


30366 


1328 


1978 




30183 


60551 


A 


30367 


455 


1000 




30184 


60552 


A 


30368 


291 


303 


RVRRMMYTVTLYSFSTNKNTY 














I*E*E*G*GWRHHIFLG*MKCFS 














SRVILVLTSHDSSQSSLQTVSLL 














LLSSFALDPSSTMLTTEESVE 


30185 


60553 


A 


30369 


284 


433 


RVRRMMYTVTLYSFSANKNTY 














I*E*E*GLGWRHHIFRGYM/RQH 














FND*SWP 


30186 


60554 


A 


30370 


290 


425 


RVRRMMYTVTLSSFSANKNTY I 














*E*E*GLGWRHH1FLG*1QHFNR 


30187 


60555 


A 


30371 


842 


905 




30188 


60556 


A 


30372 


784 


3453 




30189 


60557 


A 


30373 


1 


209 




30190 


60558 


A 


30374 


36 


412 


ESEVLGPRSLPTWVPSPSGSLGP 














RGGRGGCILRPSRGGRGRHGPT 














KAGPWSPESRGR*DWKARGPP 














APSRGSPSRARARRGGSGGGPA 














DEPGLQGRTRRPALSSRTSAPD 














PGRVVERSGRFRSES 


30191 


60559 


A 


30375 


1 


340 




30192 


60560 


A 


30376 


2 


3336 




30193 


60561 


A 


30377 


22 


419 




30194 


60562 


A 


30378 


1 


13683 




30195 


60563 


A 


30379 


220 


403 


CLSTVFFLCITLVSECWSLF*SH 














MHVLLPRNRKEKL1EIFRTQTY 














DVNAYKASAHRNSGPG 


30196 


60564 


C 


30380 


169 


415 




30197 


60565 


A 


30381 


3 


1324 




30198 


60566 


A 


30382 


2 


3455 




30199 


60567 


A 


30383 


85 


2695 




30200 


60568 


A 


30384 


69 


303 




30201 


60569 


A 


30385 


1 


951 




30202 | 


60570 


A 


30386 


1 


4749 




30203 


60571 


A 


30387 


176 


1553 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


30204 


60572 


A 


30388 


1 


425 


MDQIISLFGRPDHVAYDIRSLRN 

KANPDDTFEAQLFYGDLKAIVK 

TSHLVKIDYPKFIVHGKKGSFIK 

YG 1 DQQETSLKAN IMPG EPGFA 

ADDSVGVLEYVNDEGVTVREE 

MKPEMGDYG/PRJL*CVVSNHHP 

RCAKLRQGI 


30205 


60573 


A 


30389 


-> 
J 


1890 


PSQPLLWFAGRPRGRDTGCPRC 

KQNSTCIAAVKMEGPLSVFGDR 

STG ETIRSQN DK E S FN EQ KTC RJ 

*RKRLV*LYEVAEHEIVMAAAS 

IANIVKSSLGPVGLDKMLWDDI 

GDVTITNDGAT1LKLLEVEHPA 

AKVLCELADLQDKEVGDGTTS 

VVIIAAELLKNADELVKQEIHPT 

SVISGY\RLA\CKEAVR\YrNENP 

N LLTQDELG RDC LIN A A KTSM S 

SXQIIGINGDFFANMVVDAVLAI 

KYTDIRGQPRYPVNSVN 1LKAH 

GRSQMESMLMSGYALNCVVGS 

QGMPKR1VNAKIACLDFSLQKT 

KMKLGVQVVITDPEKLDQIRQR 

ESDITKER1QKILATGANVILTT 

GGIDDMCLKYFVEAGAMAVRR 

VLKRDLKRIAKASGATILSTVLAX 

NLEGEETFEAAMLGQANEEVVQ 

ERICDDELILIKSTKAXRTSASIIS 

RVPIDSMCDEMERSL\HDALC\V 

VK\RVLESK\SVVPR\GGAVEAA 

LSIY\LENYA\TSMGSREQLA1AR 

VCKITLWLFPNTLSS*CLPRDST 

DL V LQN LRAFXHNE AQ V\N PE R\ 

KNLKWIGLDLSNGTPRDNKQA 

GVFEPTIVKVRGLNFATEAAITXI 

LRIDDLIKLHPESKDDKH/G/GS 

YEDAVHSGALND 


30206 


60574 


B 


30390 


1 


975 




30207 


60575 


B 


30391 


J 


2577 




30208 


60576 


B 


30392 


1 


3126 




30209 


60577 


B 


30393 


1 


1134 




30210 


60578 


B 


30394 


1 


2082 




30211 


60579 


B 


30395 


1 


915 




30212 


60580 j 


B 


30396 


1 


2658 




30213 


60581 


B 


30397 


1 


2412 




30214 


60582 


B 


30398 


1 


2454 




30215 


60583 


B 


30399 


89 


2533 




30216 


60584 


B 


30400 




4083 




30217 


60585 


B 


30401 




1725 




30218 


60586 


C 


30402 


127 


345 




30219 


60587 


A 


30403 




597 
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SEQ ID 

NO: 



SEQ II) NO: 
of peptide 
sequence 



Met 
hod 



SEQ II) NO: 
in USSN 
09/540,217 



30220 



Nucleotide 
location of first 
codon for peptide 
sequence 



60588 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



30404 



3386 



Amino acid sequence ( X~Unkilow», 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 



MPATASAGVPATVSEKQEFYQ 
LLKNUNPSCMVRRQAEEI YENI 
PGLCKTTFLLDAVRNRRAGYE 
VRQMAAALLRRLLSSGFEEVY 
NLPADVQRDVKIELILAVKLET 
HASMRKKLCDIFAVLAVRNLID 
EDG TNHWPEGL1CFLIDSIYSTN 
VALWEVALHVFWHFPGIFGTQ 
ERJ-1DLDIIKRLLDQCIQDQDHP 
AIKTLSARAAAAFVLANEWNIA 
LFKDFADLLPGILQAVNDSCYQ 
DDDSVLESLVEIADT 



;0221 



60589 



30405 



1695 



^0222 



60590 



30406 



1 126 



1355 



10223 



60591 



30407 



1610 



30224 



60592 



30408 



71 



15 



MGSRCLNPPPPAHSDTTGKDSF 

GNIRGAETGQGASACSVTSARV 

TCGAGSEPHSHRNPGISAQVGL 

APSYGAARGRRRPLALQQSPQE 

RRHVGWNSTRGLLPASLPGTAS 

SQSASATASAALPLKVTGPLAR 

NPTPPWTAAAALATRGQRPEK 

GLFPGPAPFSLGKRJCRGRGRTW 

ERRRRVSIETSTCFRPGCERLGA 

AAGANLSQLASSQRPLRERWV 

LYTIIMAAAGAPDGMEEPGMD 

TEAETVATEAPARPVNCLEAEA 

AAGAAAEDSGAARGSLQPAPA 

QPPGDPAAQASVSNGEDAGGG 

AGREL VDLK 1 1 WN KTKHDVKFP 

LDSTGSELKQKIHSITGLPPAMQ 

KVMYKGLVPEDKTLREIfCVTS 

GAKIMVVGSTINDVLAVNTPK 

DAAQQDAKAEENKKEPLCRQK 

QHRKVLDKGKPEDVMPSVKGA 

QERJLPTVPLSGMYNKSGGKVR 

LTFKLEQDQLWIGTKERTEKLP 

MGSIK\NVV\SDPI\EGHEDYHN 

DGRFQLAPTEA\SYYWVYWVP 

TQYVDAIK\DTVLGKWQYF 



WLFPPNPPVFRGQHPRQGLGPP 

SAAGRRAMKKKLVVLCLLAVV 

LVLVIVGLCLW/LPSASKEPDN 

HVYTRATVAADAKQCSEIGRK\ 

AEVINAREVAPSVAFASMFNSS 

EQSQKAL 



30225 



60593 



30409 



562 



2376 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


30226 


60594 


A 


30410 


604 


2475 


RQREVTRSPPERSGLRVLQLFPP 

NPPVFRGQHPRQGLGPPSAAGR 

RAMKKKLVVLGLLAVVLVLV1 

VGLCLWLPSASKEPDNHVYTR 

AAVAADAKQCSKJGRDALRDG 

GSAVDAAIAALLCVGLMNAHS 

MGIGGGLFLTIYNSTTRJKAEVfN 

AREVAPRLAFATMFNSSEQSQK 

GGLSVAVPGEIEGYELAHQRHG 

RLPWARLFQPSIQLARQGFPVG 

KGLAA A L ENKRTV I EQQPVLCE 

VFCRDRJCVLREGERLTLPQLAD 

TYETLAIEGAQAFYNGSLTAQI 

VKDIQAAGGIVTAEDLNMYRA 

ELIEHPLNISLGDAVLYMPSAPL 

SGPVLALILN1LKGYNFSRESVE 

SPEQKGLTYHRIVEAFRPAYAK 

RTLLGDPKFVDVTEASSGVSA\ 

VVRNMTSEFFAAQLRAQISDDT 

THP1SYYKPEFYTPDDGGTAHL 

SVVAEDGSAVSATSTINLYFGS 

KVRSPVSGILFNNEMDDFSSPSI 

TNEFGVPPSPANF1QPGKQPLSS 

MCPT1MVGQDGQVRMVVGAA 

GGTQITTATALAIIYNLWFGYD 

VKRAVEEPRLHNQLLPNVTTVE 

RMIDQAVTAALETRHHHTQIAS 

TFIAVVQA1VRTAGGWAAASDS 

RKGGEPAGY 


30227 


60595 


A 


30411 


63 


342 


GRTLVPHGGLPHHYLVQCEWL 
PGTS*AEFPVVHLPAFVARARG 
ADRQHHGPFLPLCHLHPARPRR 
EDLHRKSPGEPNPIEHHRSSGPG 
CRRI 


30228 


60596 


A 


30412 


1 


910 


MLFRPALGSRQVVRNMTSEFF 

AAQLRAQISDDTTHPISYYKPEF 

YTPVDGGTAHLSVVAEDGSAV 

STTSTINLYFGSKVRSPVSEILFN 

DEMDDFSSPNITNEFGVPPSPAN 

FIQPGMGWRVKQPLSSMCPTIM 

VGQDGQVRMVVGAAGGTQITT 

ATALJCVTAFLPGRAHPAQPPS 

HADHTPMPQAIIYNLWFGYDV 

KRAVEEPRLHNQLLPNVTTVER 

NIDQAVTAALETRHHHTQIAST 

FIAVVQAIVHTAGGWAAASDS 

RKGGAYRJLSALQEDKADKQS 

RDK1LTRTRXGTLGDWLPM 



3862 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


30229 


60597 


A 


30413 


110 


868 


DLCPLPTLPPHLLRPALGSRQV 

VRNMTSEFFSAQLRAQ1SDDTT 

HPISYYKPEFYMPDDGGTAHLS 

VVAEDGSAVSATSTINLYFGSK 

VRSPVSGILLNNEMDDFSSTSIT 

NE\LGVPPSPANFIQPGKQPLSS 

MCPTIMVGQDGQVRMVVGAA 

GGTQITMATALAIIYQPSWFGY 

DVKRAVEEPRLHNQL\LPNVTT 

VERNIDQAVTAAIAETRHHHTQ 

IASTF1AVVQAIVRTAGGWAAA 

SDSRKGGEPAGY 


30230 


60598 


A 


30414 


1 


1626 




30231 


60599 


A 


30415 


171 


2097 


PSGEREGCLIRESLKKILWLQAS 

AECEGDPGYFLSYFHQILLSFV 

ANTPRQGLGPPSAAGRRAMKK 

KLVVLGLLAVVLELV1VGLCL 

WLPSASKEPDNHVYTRAAVAA 

DANXLCSKIGRDALRDGGSAVD 

AAIAALLCVGLMNAHSMGIGG 

GLFLTIYNSTTRK\AEVINAREV 

APRLAFATMFNSSEQSQKGGLS 

VAVPGEIRGWELAHQRHGRLP 

WARLFQPSIQLARQGFPVGKGL 

AAALENKRTVIEQQPVLCEVFC 

RDRKVLREGERLTLPQLADTYE 

TLA1EGAQAFYNGSLTAQIVKDI 

QAAGGIVTAEDLNNYRAELIEH 

PLNISLGDAVLYMPSAPLSGPV 

LAL\I LN 1 LKG YNFSRES VESPEQ 

KGLTYHRIWEVFRFAYAKRTL 

LGDPKFVDVTEASSGVSAWVR 

NMTSEFFAAQLRAQISDDTTHPI 

SYYKPEFYTPDDGGTAHLSVV 

AEDGSAVSATSYTINLYFGSKVR 

SPVSG\ILFNNEMGDLSSPSI\TN 

EFGAPPSPANF1QPGKQPLLSMC 

LTIMVGQDGQVRMVVGAAGG 

TQI TTDT A LA 1 1 YN\LC FG YD V K 

RAVEEPRLHNKLLPNVTTVERN 

IDQAVTAALETRHHHTQIASTFI 

AVVQAIVRTAGGWAAASDSRK 



3863 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
endon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30232 


60600 


A 


30416 


645 


2571 


GRPRLFPQLFPPNPPVFRGQHPR 

QGLGPPSAAGRRAMKKKLVVL 

GLLAVVLVLVIVGLCLWLPSAS 

KEPDNHVYT\RAAVAADAKQC 

SE1GRVLVGGPAYLLLLGKAEV 

INAREVAPRLAFASMFNSSEQS 

QKGGLSVAVPGEIRGYELAHQ 

RHGRLPWARLFQPSIQLARQGF 

PVGKGLAAVLENKRTVIEQQPV 

LWYVCGKVLREGERJLTLPRLA 

DTYEMLAIEGAQAFYMGSLMA 

QIVKDIQAAGGIVTAEDLKNYR 

AEL1EHPLNISLGDAVLYMPSA 

RLSGPVLALILNILKGYNFSRES 

VETPEQKGLTYHRIVEAFRFAY 

AKRTLLGDPKFVDVTENSIAGL 

LCARMDS PALG SRQ V VRNMTS 

EFFAAQLRSQ1SDHTTHPISYYK 

PEFYTPDDGGTAHLSVVAEDGS 

AVSATSTINLYFGSKVCSPVSGI 

LFKNEMDDFSS\PAFTNEFGAPP 

SPANFIQPGKQPLLSMCLTIMV 

GQDGQVRMVVGAAGGTQ1TTD 

TALPPSHADHTPMPQ A 1 1 YN L W 

FGYDVKRAVEEPRLHNKLLPN 

VTTVERN I DQ A VTA ALETRH H 

HTQIASTFIAVVQAIVRTAGGW 

AAALDSRKVPTPGAGFWEGLV 

EVGWWEAV1TAQHLDITRGTG 


30233 


60601 


A 


30417 


5 


439 




30234 


60602 


A 


30418 


1 


423 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibie nucleotide insertion) 


30235 


60603 


A 


30419 


97 


2012 


WADEETWLCLPHLPVFSPTAHL 

PLLSSTPFSSLLPFISTPHPRGFA 

LPLPPSA RL YLELRKLPATLP WS 

SVTDTGSYLSGRRERGGEGEGP 

G RR V R V A DH G FA L PRTG PQG S 

EEELANMQGLWERLERAVSRL 

ESL\SAESHRPPGN\CGEVNGVI 

A\GVAPSRGKPLHKLMDSMVA 

EFVLKNSRILSGDVETLAEIVHS 

A FQ AQRAFLLM ASQYQQPHEN 

DV\AALLKP\ISEKI\KEIQTFQRE 

/RTRGSNMFNHLSAVSE*1PCPL 

DGIAVSPKPG\PY\VKEMND\AA 

TFYT\NRVLKD*KQSDLRHVDW 

VKSYLNIWSELQAYIKEHHTTG 

LTWE/SKTGPV\ASTVS\AFSVLS 

SG A WGFPPPPPPLPPPGXPPSTFS 

EEWKGKKEESSPSRVSALFAQL 

N/QGEKAITKGLRHVTVDDQKT 

YKNPSLRAQGGQTQSPTKSHTP 

SPTSPKSYPSQKHAPVLELEGK 

KWRVEYQEDRJDLVISETELKQ 

VAYIFKCEKSTIQ1KGKVNSIIID 

NCKKLGLVFDNVVGIVEV1NSQ 

DIQIQVMG\RVPTISI\NKTEGCH 

1YLSEDALDCEIWSAKSIWKWN 

1 L YPPQG WVD\YREFPH FP\EQF 

KTS/AWDGS\KLITEP\AE1MALT 

SLRDRTPSPESPS1KTNKKAAVK 


30236 


60604 j 


B 


30420 


1 


499 | 




30237 


60605 


B 


30421 


390 


851 




30238 


60606 


B 


30422 


136 


603 




30239 


60607 


B 


30423 


1 


2190 




30240 


60608 


A 


30424 


82 


242 




30241 


60609 


A 


30425 


1 


330 
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SEQ "> 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino add 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30242 


60610 


A 


30426 


215 


1984 


LLLVVTMSNNGLD1QDKPPAPP 

MRNTSTMIGAGSKDAGTLNI IG 

SKPLPPNPEEKKICKDRFYRSILP 

GDKTNKKKEKERPEISLPSI >IK 

HTIHVGFDAVTGEFTGMPLQW 

ARLLQTSN1TKSEQKKNPQA VE 

DVLEFYNSKKTSNSQKYMSFTS 

GDKSAHGYIAAHPSSTKTASLiP 

PLAPPVSEEEDEEEEEEEDENEP 

PPV1APRPEHTKSIYTRSVVESIA 

SPA VPNKEVTPPSAEN ANSSTI . 

YRNTDRQRKKSKMTDEEILEKL 

RSIVSVGDPKKKYTRFEK1GQG 

PXSGTV YTAMDV ATGQE V A I KQ 

IVTNLQQQPKKELIINEILVMREN 

KNPNIVNYLDSYLVGDELWVV 

MEYLAGGSLTDVVTETCMDEG 

QIAAVCRECLQALEFLMSNQVl 

HRDIKSD\NILLGMDGSVKI TDF 

GFCAQITPEQSKLSTHG*GTPY 

W\M\APEVVDTERAYGPK/VLDI 

WXSLGIMAfEMIEGEPPYLNENP 

LRALYLIATNGTPELQNPLKLXS 

A!FR\DFL\NRCLEMDVEKRCil'S/ 

SKELLQHQFLKIGQAPSPSLTPH 

♦LLQPKEATKEQSPKTHTHPQP 

HCAQAFCEINAHFRNSNS 


30243 


6061 1 


A 


30427 


2 


337 




30244 


60612 


A 


30428 


1 


1644 




30245 


60613 


A 


30429 


1 


330 




30246 


60614 


A 


30430 


169 


440 




30247 


60615 


A 


30431 


1 


1689 




30248 


60616 


A 


30432 


17 


283 


GHAWQLASIWLLCLLWPAVPL 
NCLSSYGWTLWWRI ALVGA* R 
SLAPSRGSWSTQARPLKQRRTK 
WCGKSWCLSGTSEPLSHWPRL 
RSW 


30249 


60617 


A 


30433 


16 


346 


RTDTYHLEDSKEQSGNRAGSG 

GWL*SCAE/GRRVALKSWPGRT 

GMSGTRRVTASSRGTSWYCGG 

SAGRSSTPPTGRACSPGSFSSPE 

PQPPGPSAAGSSVSGQLGPCGG 


30250 


60618 


A 


30434 




1772 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


30251 


60619 


A 


30436 


1 


2607 


MLTMSVTLSPLRSQDLDPMAT 

DASPMAINMTPTVEQGEGEEA 

MKDMDSDQQYEKPPPLHTGAD 

WK1VLHLPEIETWLRMTSERVR 

DLTYSVQQDSDSKHVDVHLVQ 

LKDICEDISDHVEQ1HALLETEF 

SLKLLSYSVNVIVDIHAVQLLW 

HQLRVSVLVLRERILQGLQDAN 

GNYTRQTDILQAFSEETKEGRL 

DSLTEVDDSGQLTI KCSQNYLS 

LDCG1TAFELSDYSPSEDLLSGL 

GDMTSSQVKTKPFDSWSYSEM 

EKEFPEL1RSVGLLTVAADS1ST 

NGSEAVTEEVSQVSLSVDDKG 

GCEEDNASAVEEQPGLTLGVSS 

SSGEALTNAAQPSSETVQQESS 

SSSHHDAKNQQPVPCENATPKR 

Tl RDCFN YNEDSPTQPTLPKRGL 

FLKEETFKNDLKGNGGKRQMV 

DLKPEMSRSTPSLVDPPDRSKL 

CLVLQSSYPNSPSAASQSYECL 

HKVGNGNLENTVKFHIKEISSS 

LGRLNDCYKEKSRLKKPHKTSE 

EVPPCRTPKRGTGSGKQAKNT 

KSSAVPNGELSYTSKAIEGPQT 

NSASTSSLEPCNQRSWNAKLQL 

QSETSSSPAFTQSSESSVGSDNI 

MSPVPLLSKHKSKKGQASSPSH 

VTRNGEVVEAWYGSDEYLALP 

S H LKQTE VL A L KLEN LTKLLPQ 

KPRGET1QNIDDWELSEMNSDS 

EIYPTYHVKKKHTRLGRVSPSS 


30252 


60620 


A 


30437 




1983 




30253 


60621 


B 


30438 




702 




30254 


60622 


B 


30439 




936 




30255 


60623 


B 


30440 




1494 




30256 


60624 


B 


30441 




921 




30257 


60625 


B 


30442 




3342 




30258 


60626 


B 


30443 




1072 




30259 


60627 


B 


30444 




3711 




30260 \ 


60628 


B 


30445 


15 


674 




30261 


60629 I 


B 


30446 




2127 




30262 


60630 


B 


30447 




3132 




30263 


60631 


B 


30448 


103 


438 




30264 


60632 


B 


30449 




3042 




30265 


60633 


B 


30450 




1425 




30266 


60634 


B 


30451 


84 


1954 




30267 


60635 


B 


30452 




1419 




30268 


60636 


B 


30453 


130 


1615 




30269 


60637 


B 


30454 




1794 




30270 


60638 


B 


30455 




3255 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 

in USSN ! 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 

ULICIUH1, \— pOiMUIL 11 UCILOIKIl UlSCrUOMJ 


30271 


60639 


B 


30456 


| 


945 




30272 


60640 


B 


30457 




7437 




30273 


60641 


B 


30458 




1122 




30274 


60642 


B 


30459 


317 


1630 




30275 


60643 


B 


30460 




1716 




30276 


60644 


B ; 


30461 


46 


915 




30277 


60645 


B 


30462 




624 




30278 


60646 


B 


30463 


244 


2988 




30279 


60647 


B 1 


30464 


! 


804 




30280 


60648 


B 


30465 


1 


1455 




30281 


60649 


B 


30466 


1 


732 




30282 


60650 


B 


30467 


340 


777 




30283 


60651 


B 


30468 




714 




30284 


60652 


B 


30469 


166 


1337 




30285 


60653 


B 


30470 


72 


617 




30286 


60654 


B 


30471 




1002 




30287 


60655 


B 


30472 


, 


4173 




30288 


60656 


B 


30473 


1 


4488 




30289 


60657 


B 


30474 




3822 




30290 


60658 


B 


30475 


j 


1866 




30291 


60659 


B 


30476 


j 


1002 




30292 


60660 


B 


30477 


j 


1407 




30293 


60661 


B 


30478 


99 


1046 




30294 


60662 


B 


30479 


122 


1113 




30295 


60663 


B 


30480 


302 


4145 




30296 


60664 


B 


30481 




669 




30297 


60665 


B 


30482 




933 




30298 


60666 


B 


30483 




2136 




30299 


60667 


B 


30484 


! 


4017 




30300 


60668 


B 


30485 




1335 




30301 


60669 


B 


30486 


1 


1095 




30302 


60670 


B 


30487 


j 


2895 




30303 


60671 


B 


30488 




1215 




30304 


60672 


B 


30489 


j 


2001 




30305 


60673 


B 


30490 


j 


1281 




30306 


60674 


B 


30491 


] 


780 




30307 


60675 


B 


30492 


! 


858 




30308 


60676 


B 


30493 


] 


699 




30309 


60677 


B 


30494 


j 


1624 




30310 


60678 


B 


30495 


] 


2958 




3031 1 


60679 


B 


30496 


30 


658 




30312 


60680 


B 


30497 


I 


1755 




30313 


60681 


B 


30498 


j 


631 




30314 


60682 


B 


30499 


] 


1528 




30315 


60683 


B 


30500 


j 


1056 




30316 


60684 


B 


30501 


1 


2305 




30317 


60685 


B 


30502 


j 


723 




30318 


60686 


B 


30503 




2691 




30319 


60687 


B 


30504 




2322 




30320 


60688 


B 


30505 


401 


2677 




30321 


60689 


B 


30506 


I 


1218 
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SKQ II) 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( \~Unkno\vii, 
*=Stop codon, /=possib!e nucleotide 
deletion, \— possible nucleotide insertion) 


30322 


60690 


B 


30507 


| 


906 




30323 


60691 


B 


30508 


| 


2865 




30324 


60692 


B 


30509 


45 


820 




30325 


60693 


B 


30510 


| 


783 




30326 


60694 


C 


3051 1 


18 


410 




30327 


60695 


B 


30512 


! 


840 




30328 


60696 


B 


30513 


1 


945 




30329 


60697 


B 


30514 


1 


2108 




30330 


60698 


B 


30515 


1 


2457 




30331 


60699 


B 


30516 


] 


1156 




30332 


60700 


B 


30517 


43 


4677 




30333 


60701 


B 


30518 


80 


964 




30334 


60702 


B 


30519 


1 


4521 




30335 


60703 


B 


30520 


1 


2460 




30336 


60704 


B 


30521 


1 


1854 




30337 


60705 


B 


30522 


] 


1367 




30338 


60706 


B 


30523 


273 


419 




30339 


60707 


B 


30524 


1 


1786 




30340 


60708 


B 


30525 


1169 


1443 




30341 


60709 


B 


30526 


1 


486 




30342 


60710 


B 


30527 


13 


1260 




30343 


6071 1 


B 


30528 


270 


723 




30344 


60712 


B 


30529 


1 


834 




30345 


60713 


B 


30530 


1 


1632 




30346 


60714 


B 


30531 


1 


4831 




30347 


60715 


B 


30532 


184 


1593 




30348 


60716 


B 


30533 


1 


615 




30349 


60717 


B 


30534 


1 


3513 




30350 


60718 


B 


30535 


113 


1666 




30351 


60719 


B 


30536 


101 


2667 




30352 


60720 


B 


30537 


1 


1692 




30353 | 


60721 


B 


30538 


51 


142 




30354 


60722 


B 


30539 


1 


3198 




30355 


60723 


B 


30540 


251 


1207 




30356 


60724 


B 


30541 


1 


1491 




30357 


60725 


B 


30542 


1 


4024 




30358 


60726 


B 


30543 




3316 




30359 


60727 


B 


30544 




1342 




30360 


60728 


B 


30545 


91 


810 




30361 


60729 


B 


30546 


17 


489 




30362 


60730 


A 


30547 




504 


MGGSNRSAEAWKLANG1NIIVA 
TSG RLLDH MQNTPG FMYKNLQ 
CLVIDEADRJLDVGFEEELKQII 
KLLLTHRQTMLFSATQTQKVE 
DLAR1SLKKEP/LY VG DDDDN A 
N ET V FGYTLLCTD V A A RG L D I TF 
VDCIVQYDPPDDPKEY1HSVGR 
TARGLNGRENWVFFAT 


30363 


60731 


A 


30548 


1 


2676 




30364 


60732 


B 


30549 


i ! 


1071 




30365 


60733 ! 


A 


30550 


1 ! 


348 
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SEQ II) 

NO: 


SKQ IP NO: 
of peptide 
sequence 


Met 
hod 


St.Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


30366 


60734 


A 


30551 


1 


711 


MAEIQHKTIRPLLEGRDLLAAV 

KTGSGKTLAVLIPAIELVVKLKF 

M PRNGTG V LI LSPTRQLA MQTF 

GVLKELMTHHVHTYGLHGGSN 

RSAEAQKLANGINIIVVTPGRLL 

DHTQNTPGFMYKNLQVEDLAR 

ISPKKEPLYVGVDEDKANATVD 

GLEQGH F VCPSEKR YLLLFTFL 

KKNQKKKLMVFFSACMSVKYP 

YGLLKYIDL/PVLA1HGKQKQM 

KHTTTFF*YCNADSGTLL 


30367 


60735 


A 


30552 


661 


987 


VTFYSSEHSNPCHKNLRKARRK 
DTKRIILKW*HTLV*GRDI*N*NI 
IITRNTRYSLLCPWATKKLKAC 
F1SQK*KRDVIERNSAQCLQPKS 
1 YTLVR* VQ! LKSTKILL 


30368 


60736 


A 


30553 


188 


2188 


KFQGASNLTLSETQNGDVSEET 

MGSRKVKKSKQKPMNVGLSET 

QNGGMSQEAVGNIKVTKSPQK 

STVLTNGEAAMQSSNSESKGK 

MKKKRKMVNDAEPDTKKAKT 

ENKGKSEEESAETTKETENNVE 

KPDNDEDESEVPSLPLGLTGAF 

EDTSFASLCNLVNENTLKA1KE 

MGFTNMTEIQHKSIRPLLEGRD 

LLAAAKTGSGKTLAFLIPAVELI 

\VKLRFMPRNGTGVLILSP\TRE 

LAMQTFGVLKELMTHHVHTYG 

LIMGGSNRSAEAQKLGNGINIIV 

ATPGRLLDHMQNTPGFMYKNL 

QCLV1DEADRILDVGFEEELKQI 

IKLLPTRRQTMLFSATQTRKVE 

DLARISLKLKEPLYVGVDDDKA 

NATVDGLEQGYVWCPSEKRFL 

LLFTFLKKNRKKKLMVFFSSCM 

SVKYHYELLNYIDLPVLAIHGK 

QKQNKRTRTFFQFCNADSGYTL 

LCT\DV\AARGLDIPEVDWIVQY 

DPPDDPKEYI\HRVG*EQPEGLN 

GEEGHALASFLRPRKDLGFFFR 

LL*KHSKGFPLSGIWTFSW/SLK 

1SDIQFSAWRNWIGKVITFLHKS 

A\QEAYKSYITEPMDSPFL*NRS 

FNWNN LN LA SG LLCQFG FKA V P 

PFVDLNVNSNEGKQKKRGGGG 

GFGLPRKTQEKLEKS\KIF*TH* 

ARKSSGQAGQFSH 
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WHAT IS CLAIMED IS: 

1 . An isolated polynucleotide comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NO: 1-30368, a mature protein coding portion of SEQ ID NO: 1-30368, an 
active domain of SEQ ID NO: 1-30368, and complementary sequences thereof. 

2. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide hybridizes to the polynucleotide of claim 1 under stringent hybridization 
conditions. 



10 3. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide has greater than about 90% sequence identity with the polynucleotide of claim 1 . 

4. The polynucleotide of claim 1 wherein said polynucleotide is DNA. 

15 5. An isolated polynucleotide of claim 1 wherein said polynucleotide comprises the 
complementary sequences. 



6. A vector comprising the polynucleotide of claim 1 . 



20 7. An expression vector comprising the polynucleotide of claim 1 . 



8. A host cell genetically engineered to comprise the polynucleotide of claim 1 . 

9. A host cell genetically engineered to comprise the polynucleotide of claim 1 operatively 
25 associated with a regulatory sequence that modulates expression of the polynucleotide in the host 

cell. 



1 0. An isolated polypeptide, wherein the polypeptide is selected from the group consisting of: 
(a) a polypeptide encoded by any one of the polynucleotides of claim 1 ; and 
30 (b) a polypeptide encoded by a polynucleotide hybridizing under stringent 

conditions with any one of SEQ ID NO: 1 -30368. 



11. A composition comprising the polypeptide of claim 10 and a carrier. 



35 1 2. An antibody directed against the polypeptide of claim 1 0. 
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13. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polynucleotide of claim 1 for a period sufficient to form the complex; and 
5 b) detecting the complex, so that if a complex is detected, the polynucleotide 

of claim 1 is detected. 

14. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample under stringent hybridization conditions with 
10 nucleic acid primers that anneal to the polynucleotide of claim 1 under such conditions; 

b) amplifying a product comprising at least a portion of the polynucleotide of 

claim 1 ; and 

c) detecting said product and thereby the polynucleotide of claim 1 in the 

15 sample. 

1 5. The method of claim 14, wherein the polynucleotide is an RNA molecule and the method 
further comprises reverse transcribing an annealed RNA molecule into a cDNA polynucleotide. 

20 16. A method for detecting the polypeptide of claim 10 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polypeptide under conditions and for a period sufficient to form the complex; and 

b) detecting formation of the complex, so that if a complex formation is 
detected, the polypeptide of claim 10 is detected. 

25 

1 7. A method for identifying a compound that binds to the polypeptide of claim 10, 
comprising: 

a) contacting the compound with the polypeptide of claim 10 under 
conditions sufficient to form a polypeptide/compound complex; and 
30 b) detecting the complex, so that if the polypeptide/compound complex is 

detected, a compound that binds to the polypeptide of claim 10 is identified. 

1 8. A method for identifying a compound that binds to the polypeptide of claim 10, 
comprising: 
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a) contacting the compound with the polypeptide of claim 10, in a cell, under w 

conditions sufficient to form a polypeptide/compound complex, wherein the complex drives 
expression of a reporter gene sequence in the cell; and 

b) detecting the complex by detecting reporter gene sequence expression, so 
5 that if the polypeptide/compound complex is detected, a compound that binds to the polypeptide 

of claim 10 is identified. 

1 9. A method of producing the polypeptide of claim 1 0, comprising, 

a) culturing a host cell comprising a polynucleotide sequence selected from 
10 the group consisting of a polynucleotide sequence of SEQ ID NO: 1-30368, a mature protein 
coding portion of SEQ ID NO: 1-30368, an active domain of SEQ ID NO: 1-30368, 
complementary sequences thereof and a polynucleotide sequence hybridizing under stringent 
conditions to SEQ ID NO: 1-30368, under conditions sufficient to express the polypeptide in 
said cell; and 

1 5 b) isolating the polypeptide from the cell culture or cells of step (a). 

20. An isolated polypeptide comprising an amino acid sequence selected from the group 
consisting of SEQ ID NO: 30369-60736, the mature protein portion thereof, or the active domain 
thereof 



20 



21 The polypeptide of claim 20 wherein the polypeptide is provided on a polypeptide array. 



22. A collection of polynucleotides, wherein the collection comprises the sequence 
information of at least one of SEQ ID NO: 1 -30368. 
25 23. The collection of claim 22, wherein the collection is provided on a nucleic acid array. 

24. The collection of claim 23, wherein the array detects full-matches to any one of the 
polynucleotides in the collection. 

30 25. The collection of claim 23, wherein the array detects mismatches to any one of the 
polynucleotides in the collection. 

26. The collection of claim 22, wherein the collection is provided in a computer-readable 
format. 

35 
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27. A method of treatment comprising administering to a mammalian subject in need thereof 

a therapeutic amount of a composition comprising a polypeptide of claim 10 or 20 and a 

pharmaceutically acceptable carrier. 

5 28 A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising an antibody that specifically binds to a 
polypeptide of claim 10 or 20 and a pharmaceutically acceptable carrier. 
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SEQ ID NO or for Groups VIII and IX a specific combination of SEQ ID NOS. for searching. Due to the burden of search for 
sequences only a single SEQ ID NO. or specific combination of SEQ ID NOS. for Groups VIII and IX is considered to meet unity of 
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RuhM3 2 they lack the same or corresponding special technical features for the following reasons: Each of the products of Groups I- 
III VIII and IX differ structurally and functionally and thus liick uie same or corresponding special technical feature. Each of the 
methods of Groups IV- VII, X and XI have different starting materials, method steps, and goals and thus lack the same or 
corresponding special technical feature. 



As each SEQ ID NO. does not appear to share a common core Jtructure, they are considered to be structurally and functionally 
distinct invention. 



The number of inventions has been determined us follows: Each of groups I-XI is directed to 30368 SEQ ID NOS. As such. 30368 
SEQ ID NOS. X 1 1 groups results in 334048 inventions. ) 

„ AAUt^i r«.« are oaid Groun I claims 1-9 and 19. will lie searched with respect to SEQ ID NO: I If Group Vlll is elected, 
^ detfuXS r^^SLed an array comprising all of SEQ ID NOS: 30369-60736. If Group IX is elected, the 
JfSSy^Sde^y teconridc^tobetmmaycon^ngallorsEQIDNOS: 1-30368. App.tcant ,s advtsed that dtey 
Sd specSw identify each additional group and each additional SEQ ID NO. being paid for. W.th respect to Groups VIII and 
K. appSSld specifically identify each subset of SEQ ID NOS. present on the arrays ,f addittonaJ comb.nat.ons are to be 
searched. ' 
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